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DiversityDescriptions

DiversityDescriptions (version 4) is part of the database framework Diversity Workbench. Each
DWB module is devoted to a specific data domain. The domain of DiversityDescriptions covers

the knowledge about descriptions of organisms and descriptions of any other item/ element/
entity which are object of diversity research. It can be used to describe individual organisms,

research items/ objects (e.g. specimens, observation and measurement events, plots) as well

as taxa, syntaxonomic entities (e.g. species, plant-sociological entities, ecosystems).

e The descriptions are characterized by a triple structure, namely
'item-descriptor-state' or 'item-descriptor-value' or 'item-character-character state' or
'entity-attribute-value' or 'element-property-value'.

¢ The states or values, which build the item/description, can be generalized to one of
the presently supported data types (categorical states, quantitative values and
statistical measures, molecular sequence data and free-form text as a fall-back
option).

¢ The descriptors (= characters, attributes, properties) are not limited to morphological
characters and functional traits, but could address physiological, ecological, behavioral
and even interview parameter, some molecular descriptors and descriptors of data
content schemes.
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The image below gives a rough overview how the triple structure is represented in the data
tables of DiversityDescriptions. A detailled database diagram including all tables and their data
columns can be found here. At the right side you can see the descriptors and categorical
states that build the "descriptive terminology". Currently four descriptor types are
supported:

1. Categorical descriptor
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may be used for representing discrete enumerable categorical states, e.g. color: red -
green - blue
2. Quantitative descriptor
may be used for storing numeric values, e.g. minimum, maximum, mean
3. Text descriptor
free-form text, applicable if no other descriptor type is suitable
4. Molecular sequence descriptor
may be used for storing nucleotide or protein sequences

While the first three descriptor types are most commonly known in the context of descriptive
data, the molecular sequence descriptor is designed according the SDD standard of TDWG.
(An alternate entry point to SDD can be found here.) In most cases molecular sequence data
may be mapped to text descriptor data, e.g. for export to a DELTA file.
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At the left side of the image above there are the "descriptive data"”, which consist of the
single description or item and the associated summary data. In analogy to the four descriptor
types there are categorical and quantitative summary data, text descriptor data and
molecular sequence data that reference the corresponding descriptor and store the actual
values for the item (green lines). For an item description scopes can be specified, e.g. taxon
names or specimens, which may optionally be linked to the corresponding module of the
Diversity Workbench (orange lines at the very left). Additionally for each descriptor a data
status may be specified, e.g. to indicate that a certain descriptor/character should be
specified but actually no data are available (Descriptor Status Data).

To make this very abstact overview a little bit more tangible, find in the image below a tiny
example taken from the tutorial. The "Example plant" is a "Tree" and has the "Leaf color"
"green" (Categorical Summary Data). Its "Leaf length" is between 5 and 10 cm (Quantitative
Summary Data) and for "Literature" (currently) no data are available. Additionaly the taxon
name "Ulmus campetris" has been associated to the "Example plant" (Description Scope).
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DiversityDescriptions keeps only descriptive data. Data of other realms like e.g. taxonomy are
handled in separate modules. For an overview of the available modules see Diversity
Workbench. DiversityDescriptions might also be used as a stand-alone application.

Besides the descriptive data that represent the summarized data e.g. for a certain species,
Diversity Descriptions provides the feature of appending Sample Data to each description.
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To each description or item several "sampling events" may be appended, which build the
anchor for the "sampling units”. The sampling event holds additional data like the date and
time or a time span when the data were collected, the geographic location and coordinates.
The sampling unit represents a tuple of values that belong to an individual probe, e.g. an
evaluated organism (see image above). The sample data may be exported together with the
descriptive data to the SDD format, which provides full sample data support. Optionally sample
data may be exported to the DELTA format, where each sampling unit is mapped to a separate

item.

DiversityDescriptions 4 is based on Microsoft SQL-Server (version 2008 R2 or newer
recommended) and the .Net Framework, Version 4.8.

For licence and copyright see the licence section.
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Even if you are already familiar with other Diversity Workbench modules, it is strongly
recommended to take a look into the Tutorial to get an overview of the main features of
DiversityDescriptions.
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Installation

To run DiversityDescriptions, you need the database and the client. All parts are free and can
be downloaded from http://www.microsoft.com/downloads/ and
http://www.diversityworkbench.net/Portal/.

The image below gives an overview of the installations and files needed. Starting with
Diversity Descriptions 4.x.x an installer tool will be provided, which copies the needed files into
the program files directory of the system. For installation Windows admin rights are required.
As an alternate way the well-known method of providing a .zip file with the program directory
might be provided, too. In any way the user files will be kept separated from the program files

(see Resources directory).
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Client

The client is based on the .Net framework version 4.8 from Microsoft. If not already present,
you have to install the framework first. Download and install the Microsoft .NET Framework

(see http://www.microsoft.com/downloads/ for the latest versions).

Download the files for DiversityDescriptions from http://www.diversityworkbench.net/Portal/
provided as a zip archive. In case of a setup file (.msi) execute the installer and follow the
instructions. In case of a compressed program folder, copy all files (DiversityDescriptions.exe
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T4, DiversityDescriptions.chm B, DiversityWorkbench.dil &2 ...) into your working directory.

Please observe the general download notes of the DiversityWorkbench page!

Database

For the installation of a local database see the section Installation of the database.
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Menu

Overview of the menu in DiversityDescriptions:

Connection

_-uj Database ...

e Reconnect to database
Auto connect

“? Module connections ...

& Timeout for database ...

® Timeout for web requests ...

2 Transfer previous settings ...

% current server activity ...

R+ Quit

Edit
Descriptions
Descriptors
Projects
= Tranlsations ...
;’f;' Summarize descriptions ...

g Summarize sampling data ...

AaGrid

Description grid ...

i Sample data grid ...

4 Table editor
Al Projects ...
%] Sampling events ...
= Descriptions ...
@ Description scopes ...
i Description resources ...
b5 Descriptors ...
& Descriptor resources ...
‘= Categorical states ...

& .
2 Categorical state resources ...

= -
K Descriptor tree node resources ...

Ly Resource variants ...
15 -
=" Translations ...

Query

Choose one of the databases available on the se
will be listed to which the user has access permic

Reconnect to the actual database and reload ba:
Automatically connect to database (only with wir
Edit the connections to the other modules within
Set the timeout for database queries.

Set the timeout for web requests.

Transfer the settings for IP-Address and port of |
database, login etc. of a previous version of the
version.

View current activities on the database server.
Quit the application and stop all processes starte

Select edit mode for descriptions.
Select edit mode for descriptors.
Select edit mode for projects.
Edit or view translations.
Summarize description data.

Summarize sampling data.

Edit or view descriptions in a grid.
Edit or view sample data in a grid.

Edit the projects in the query result list.

Edit the sampling events for the descriptions in tl
Edit the descriptions in the query result list.

Edit the scopes of the descriptions in the query r
Edit the resources for descriptions in the query r
Edit the descriptors in the query result list.

Edit the resources for descriptors in the query re

Edit the categorical states of the descriptors in tl

Edit the resources for the categorical states of tt
result list.
Edit the resources for the descriptor tree nodes ¢
result list.

Edit the resources for entities in the query result
Edit the translations for entities in the query rest
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Show query
Preferred project ...
# Extended query ...

Data
[E save dataset

ij Restore from log ...

% Generate document ...

% | Import
7] Import wizard

@_l Matrix wizard ...

& sample data ...

= Descriptions ...

% Descriptors ...

[as] Import resources
i Description resources ...
Y Descriptor resources ...

& -
2 Categorical state resources ...

= -
K Descriptor tree node resources ...

L Resource variants ...

H Organize sessions ...
0 Import SDD ...
A 1mport DELTA ...

Import questionnaire data ...
» Export

_E' Matrix wizard ...

S_E'J.Export data ...
Export questionnaires ...
E= Export lists

& Sample data list ...

= Descriptions list ...

b5 Descriptors list ...

EIResource data list ...

Export CSV ...
=) Cache database ...
& Backup database ...
4 File operations
“A Convert SDD file ...
4% Convert DELTA file ...

Show the query window.
Set or view the preferred project for query windc
Extended query for description data.

Save the actual dataset in the database.
Restore deleted datasets from the log tables in tl
administrator).

Generate a document with descriptions, descriptc
query list.

Import wizard.

Import descriptor, description and sample data fr
text file.

Import sample data for descriptions from a tabulz
Import descriptions from a tabulator separated te
Import descriptors from a tabulator separated te»
Import resources.

Import description resources from a tabulator sef
Import descriptor resources from a tabulator sep:
Import categorical state resources from a tabulat

Import descriptor tree node resources froma tab

Import resource variants from a tabulator separa
to append resource variants.

Organize import sessions.

Import SDD files.

Import DELTA files.

Import revised data received from HTML forms.

Export descriptor and description data as tabulat
generate an import schema for the Matrix Import

Export data in a structured data file format (SDD
Export description data of a project or from a que
Export tabulator separated lists.

Export sample data list.

Export descriptions list.

Export descriptors list.

Export resource data list document for review an
modified data.

Export database tables in CSV format.

Export data of selected projects into a cache da
Create a backup of the database.

File operations (no database connection needed)
Convert a SDD file to DELTA or EML without date
Convert an DELTA file to SDD or EML without daf
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*§ Check SDD file ...
& Check EML file ...

Administration
¥ Change password ...
_-ujDatabase

ﬁ' Database tools ...

I Documentation ...

A1 Logins ...

.l'; -
“* Maintenance ...

ﬂ]_b. Rename database ...

& Set published address ...

“Zl Linked server ...
1 Projects ...
CiResources directory ...

Help
E% Manual
® Feedback ...
% Feedback history ...
# Edit feedback ...

0 Info ...
@ Websites

% Download application ...

a3 Information model ...

¥ spD homepage ...
Bl emL homepage ...
A pELTA homepage ...
% Example files ...
& Error log
Keep error log

Clear error log at program start

vy
Clear error log

Update %
% Update database ...
5l Update client ...

Check if an SDD file is compliant to the XML sche
Check if an EML file is compliant to the XML sche

Changing the password of a user.

Tools for the administration of the objects in the

Generate documentation of the information mode
Administration of the logins of the server their pe

Maintenance of database entries, especially, if c

Rename the current database.

Setting the address published for links by other n
Administration of the linked servers.
Administration of the projects.

Changing the the resources directory.

Opens the user manual.

Opens a window for sending feedback.

Opens a window for browsing former feedback.
Opens a window for feedback editing - only for sj
Overview of statistical data for the database cor
Show the version of the program and correspondi

Websites related to Diversity Descriptions.
Download Diversity Descriptions from the website
project.

Inspect the information model on the website of t
project.

Visit the TDWG homepage for the SDD standard.
Visit the KNB homepage for the EML standard.
Visit the DELTA homepage for the DELTA standar
Visit the repository of Diversity Descriptions exan
View the actual error log file.

Change the error log settings to "Keep error log".
Change the error log settings to "Clear error log ¢
Clear the actual error log file.

Update the database to the current version.
Download the current version of the client.
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Manual

The online manual DiversityDescriptions.chm |£§E]must be placed in your application folder,

together with the application DiversityDescriptions.exe and the library DiversityWorkbench.dll.
To get information to any topic in the application DiversityDescriptions and open this manual,
just click on the field you need information about and press F1. To open the manual from the

menu, choose Help -> Ifﬁ]Manual
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Statistics

The Users tab shows information about the users with access to the database. This output
may be restrictied to your own data if you do not have sufficient acces rights (see image
below).

i Datasiase fatihes - o x
Ll

[T | prasects | Cimcttor e

The Projects tab shows information about the local projects in the database and the entered
data (see image below).
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The Descriptor trees tab shows information about the local projects in the database, their

descriptor trees and nodes and the number of assigned descriptors (see image below).
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Version

For information about the version of the client application and the database choose Help->

'ﬂInfo

2

Wersion:

Institution:

Authors:
Copyright
License:

Disclaimer:

DiversityWerkbench

DiversityDescriptions

Management system for descriptive data
411 Database: 03.01.04

The IT Center of the Staatliche Naturwissenschaftiche
Sammlungen Bayems
hittp: 4 Awwiw snsh info.

Arton Link, Markus Weiss
= 1995 - 2019, Diversity Workbench

This program is free software: you can redistribute it
and<or modify it under the temms of the GMU General
Public Licenze as published by the Free Scoftware
Foundation.

This program is distributed in the hope that it will be
useful, but WITHOUT ANY WARRANTY; without
even the implied wamanty of MERCHANTABILITY or
FITMESS FOR A PARTICULAR PURPCOSE. For more
details zee:

hittp 4 Awww anu.orgdicenses. apl html

The current version in the example above is 4.1.1. The required database version is 3.1.4.
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License

This manual is copyrighted work licensed under a Creative Commons License.

All material in this manual is the property of the contributing authors and fully copyrighted. By
choosing this way of publication, the contributing authors have agreed to license the work
under a Creative Commons License permitting reproduction, distribution, and derivative works,
requiring attribution, notice, and share-alike, and prohibiting commercial use.

For information about the license of the client software choose Help -> O1nfo ...

DiversityWerkbench

>~

- DiversityDescriptions

Management system for descriptive data
Vemsion: 411 Database; 03.01.04

Institution:  The T Center of the Staatliche Naturwissenschaftliche
Sammiungen Bayems
hittp: 4 Awww snsb info.

Authors: Anton Link, Markus Weiss
Copyright: = 15959 - 2015, Diversity Workbench

License: This program is free software: you can redistribute it
and/or modify it under the terms of the GHU General
Public License as published by the Free Software
Foundation.

Disclaimer: This program is distributed in the hope that # will be
useful, but WITHOUT ANY WARRANTY; without
even the implied wamranty of MERCHANTABILITY or
FITMESS FOR A PARTICULAR PURPCOSE. For more
details see:
hittp ./ Awww anuorgdicenses./apl html

The client software is free software: you can redistribute it and/or modify it under the terms
of the GNU General Public License as published by the Free Software Foundation.

The client software is distributed in the hope that it will be useful, but WITHOUT ANY
WARRANTY; without even the implied warranty of MERCHANTABILITY or FITNESS FOR A
PARTICULAR PURPOSE. See the GNU General Public License (GPL) for more details.
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Update of database and client

DiversityDescriptions is still in development. Therefore regular updates for the database and
the client will be provided. When you start the program and connect to a database, the
program will check if it is compatible with the database or if the database needs an update. In
any of these cases write access to the database will be locked to prevent possible data

corruption. If a new client version is required, an fiUpdate entry in the menu bar will appear.

This menu will contain an ﬂUpdate client ... entry. Click on it to open the webpage where
you can download the cient as shown below.

& Loginicreate account

' FPage [hscussion Read View source ~ | Search L+ ]

o

Zorth Software

Contenis [hice]

Diversity Workbench 1 Diversity Workbench core applications and rich clients
About DWE 2 Diversity Workbench browser-based applications
information models 3 Diversity Mobile
Softwars 4 Diversily Workbench online help and user guides
All pages
Help Diversity Workbench core applications and rich clients
v Toolbax Downloads are availabe under the respective application
What links here » DiversityAgents
Related changes ¢ DiversityCaollection
Upload file + DiversityDescrptions
Spedial pages « DiversityExsiccatae

Printable version » DiversityGazetteer
o DiversityGisEditor
DiversityMobile

DiversityProjects

Permanent link

Cie this page

-

o [iversityRefarences
DiversityResources

« DiversitySamplingPlots

o DiversityScientficTerms

« DiversityTaxonMNames

Only current applications are listed here. Compare also information about older MS Access
prototypes. A separate tool used in combination wath the Microsoft Access prototype to automate
the creation of documentation and information models is the DiversityModelDocumentear, see
there

If you are database owner (role ="db_owner" or user = "dbo") and the database needs to be

updated, the fiUpdate entry will appear in themenu bar and contain an &Update database
... €ntry. Select this entry to open a window as shown below to run the provided update
scripts, delivered with the client software. These scripts needs to run consecutively, so e.g.
to update from version 3.0.7 to 3.0.10 you have to run the scripts
DiversityDescriptionsUpdate_030007_to_030008,
DiversityDescriptionsUpdate_03008_to_030009 and
DiversityDescriptionsUpdate_030009_to_030010. The program will guide you through these

steps and check for the scripts. All you have to do is click the Start update ﬁbutton.
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i Lo o)

# Update dotabase

Update the database DiversilyDescriptions3_0_7_Reptiles 1o version 03.00.10 L}
fom 03.00.07 to 030008 Protocal
fom 030008 to 03.00.09 Protocal
Fom 03.00.09 to 03.00.10 Protocal.

i : |
En?w'gda Start update ‘$|
4

e

In some cases updates may be optional, e.qg. if a special adjustment for dedicated projects
shall be introduced. By default these optional updates will be skipped (see picture above, last
update script). By clicking on # Optional you get a description of the optional update and
will be offered to activate it (see pictures below).

Cptional update

f -~ 1 This is an optional database update. You should execute this part only,
¥ if your name is Markus Weiss, Wolfgang Reichert or Anton Link,
Otherwise you could get astonishing results,

Execute optional update steps?

[ la ] I Mein
L
IF-'jn Update database | -5 M
Update the database DiversityDescription=3_0_7_Reptiles 1o version 03.00.10 Qi
Fom 03.00.07 to 03.00.08 Protocl
Fon 030008 to 03.00.09 Protocal
Fom 03.00.09 to 03.00.10 [ Optiond | Frotocel

If you do not have sufficient rights to update the database, a message window will appear
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that informs you about a compatible client version. You may contact the database owner to
perform the database update or download the appropriate client software by selecting Help

-> Q Websites -> ©* Download application ... from the menu.

= 3
Database needs update Iﬁ

i “» | Database and client version do not match. The database is in read only
WY mode, but viewing the data might cause unexpected effects!

Please ask your database owner to update the database or use client
version 03.00.00.08!

-
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Resources directory

In the resources directory all files are stored that have been generated by Diversity
Descriptions, e.g. due to export. Furthermore you may store files here that shall be used for
data import into the Diversity Descriptions database and the error log file. The resources

directory may be set via the menu Administration->@ Resources directory ... (see image
below).

() Directory for the resources = O by
Choose the location for the resources

® J"-_'\'i* Home direcfory of the user

A '—_ My documents directory of the user

()5 User defined directory

Abbrechen oK

There are 3 possibilities for the resources directory:

o ’ﬁ‘SeIect the "Home directory" of the user (may be definded via
%HOMEDRIVE%%HOMEPATH%)

) EI Select the "My Documents" directory of the user
e L¥Select any directory you have read/write access (User defined)

The default is set to Home. Below this node the directories "DiversityWorkbench" will be
created and below that "DiversityDescriptions", which will contain all files that a Diversity
Descripiton user needs user need access to. If you install additional Diversity Workbench
applikations and use resources directory option "Home directory”, they will all get dedicated
directories under "..<user>\DiversityWorkbench\".

Certain directories are hidden (Query, Settings, Spreadsheet) and are handled by the software
i.e. the content should not be changed by the user. The other folders (Export, Import and so

on) are a copy of folders placed in the program directory (see below).
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Feedback

If you have suggestions for improvement, need any changes in the program or encounter an
error you can give a feedback to the administrator. Click on the [ALT] and [PRINT] buttons to
get a screen shot of your current form. After creating the screen shot choose Help ->
Feedback from the menu to open the feedback window as shown below.

2 Rockmeldung — O x
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Click on the button to insert the screen shot and give a comment about your

problem. Then click on the L25MdEed0ack Ji tton to send your feedback to the administrator. If
you want to receive a message, when the problem you described is solved, please enter you

e-mail address in the field under the descrption.

To inspect you former feedbacks, choose @Feedback history... from the Help menu. A
window will open, where you can browse your old feedback together with the state of

progress.

In case you do not have access to the central database for the feedbacks, the program will
open your mail client to send an e-mail. In case of bugs in the program it would help if you
attach the file DiversityDescriptionsError.log located in your application directory (see
below).

Error logging

If any error messages show up through working with the application you can find further
details concerning the part of the application where the error occured and the parameters

o Diversitytescriptions, Database: DiversstyDescriptions_LogTest w3, =
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involved in the file DiversityDescriptionsError.log located in your application's resources

directory (see image below).
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You may open the error log file by clicking Help -> EError log. By default the error log file

will be cleared each time when the application ist started. With option Help-> “Error log ->

Keep error log you may change this setting to keep the error log (see image below).

EQ Manual ... ate (all)
& Feedback ...
i Cd  Feedback history ...
; & Edit feedback ... —
"l Statistics ..
ﬂ Info ...
ﬁ Websites b
E Eri + m Keep error log

With option Help-> ElError log -> Clear error log at program start you change this setting

to the original default. If you decide to keep the error log file, you have the option to clear its

contents with option Help->

¥clear Error log (see image below).
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Tutorial - first steps

This tutorial will guide you through the first basic steps in DiversityDescriptions. After the
installation, make sure you have access to the database. To start the programm double click
on the 2 DiversityDescriptions.exe in the directory where you copied the files of
DiversityDescriptions. The main window will open.

CF DivessityDescriptans v, 20123 not commected
Conpectan Ede Cuery Data Help

x= - m co Descripbsan
Suchergebrisse

ordren nach: | Deaisbion e j"
T T LEREE
Suchotesn
Deacriotion

TH= = =

Pojet = = w | =
Descriator
Calugesiz » =
Cusritsh. = -

Tt » =
Sequenoe v .
Dexa sbxius
¥ +
Sonps

Town = =
Gaography * =

dpsamen. 7 @

Edit descriptians -

In this tutorial it is assumed that you installed a local database server and are running
DiversityDescriptions with the DiversityDescriptions_Base database available at the
DiversityWorkbench portal. If you open this window for the first time, you need to connect to
the database. Click on the #&button or choose Connection -> Database... from the menu. A
window will open where you may enter your account information and choose the database
(see image below, for further information see database access).
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Login

() Windows authentication n%
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Zum Server verbinden '%g

Choose database:

Abbrechen

After connecting to the server and choosing a database click on the OK button to return to
the main form. As indicated by the _-njsymbol in the right upper corner, you are now connected

to the database. The tooltip of the Fbutton will show your current login information (see

below). To enable an automatic connection for the next start of DiversityDescriptions select

menu item Connection->Auto connect.

C;% DiversityDescriptions, Database: DiversityDescriptions_Workshop v, 3.0,

Connection  Edit EGrid Query Data  Administration  Help
A&~ D P = &% Description

Suchergebnisse

| Server: training.diversityworkbench.de Port: 3432 User: Workshop i

To get access to at least one workbench project open the login administration from menu
Administration->Database ...->Logins .... Assumed you are working with the same
Windows accout the has been used for installation of the Microsof SQL-Server, you are the
"database owner" (dbo), which has the highest database access rights. In this case select
entry "dbo" from "Logins", then click on the database "DiversityDescriptions_Base" and open
the "Projects” tab in the login administration (see below). There is only one entry in, the
default workbench project "DiversityWorkbench", in the "No access" area. Select this entry

and click the > button to make it accessible. Usually "DiversityWorkbench" is not used but a

project is loaded from DiversityProjects instead. However in this tutorial we want to

demonstrate use of DiversityDescriptions as a stand-alone application. Finally close the login

administration window.
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This tutorial is continued in the sections listed below.

section Create a new local project
section Enter a text descriptor
section Enter a quantitative descriptor
section Enter categorical descriptors
section Enter description data

section Searching the database
section Generate an HTML document
section Sort the descriptors

section Assign modifiers

section Enter descriptor dependencies
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Tutorial - Create a new local project a

To create a new local project, select edit mode projects from menu Edit->Projects. Now
click on the Clbutton in the upper left panel (see point 1 in image below). In case of more
than one workbench project being available in the database, the software will ask you to

select the workbench project assigned to the new local project (see Projects for further
information).
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Edit projects -

The new local project is created with a numeric name. Change it to "Tutorial" (see point 2 in
image above). Then check the workbench project (should be "DiversityWorkbench") and that
no other local project is selected as a parent of the new one (see points 3 and 4 in image
above). Finally save the project (see point 5 in image above) and the project name will be
updated in the header and the query panel at the left side of the window (see image below).

If you like, you may now enter additional project data like a detailled project descripition
("Details"), a copyright text ("Rights"), the address of a license text in the internet ("License"

- button @opens a browser window to navigate to the license page) and you may select the
project's lanuage (see point 1 in image below).
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If you want to use scope values for sex in your descriptive data, select the scope category

"sex" (see point 2 in image above). Now the "Add" button Zis enabled. When you click on the
button (see point 3 in the image above) a drop-down menu offers predefined sex values.

Select "Male", then again click on the "Add" button

+and select value "Female". The two

values are now appended to item "sex". To make them available for the tutorial project click
on the boxes before the values to set them checked (see image below).
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For the other scope categories no predefined values exit. When you click the v Add" button,
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values with a numeric name will be appended that can be renamed by clicking on button nd

Edit" and selecting menu item nety Edit scope name".

A more detailled description of all editing options can be found in the Edit projects section of
this manual.

This tutorial is continued in the sections listed below.

section Enter a text descriptor
section Enter a quantitative descriptor
section Enter categorical descriptors
section Enter description data

section Searching the database
section Generate an HTML document
section Sort the descriptors

section Assign modifiers

section Enter descriptor dependencies
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Tutorial - Enter a text descriptor =

To create a new text descriptor, select edit mode descriptors from menu Edit->Descriptors.
Now click on the Clbutton in the upper left panel (see point 1 in image below).
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The new descriptor is created with a numeric name. Change it to "Literature" (see point 2 in
image above), because this descriptor shall allow insert of literature references or citations as
free form text into the description data. Then set the descriptor type to "Text" (see points 3
in image above) and set the sequence number to "1" (see points 4 in image above). Finally
save the descriptor (see point 5 in image above) and the descriptor name will be updated in
the header and the query panel at the left side of the window.

If you like, you may now enter additional descriptor data like a detailled project descripition
("Details") or "Notes". But we want to attach a resource link to our new text descriptor, that
symbolizes the descriptor's duty. Therefore select the "Resource links" tab (see point 1 in
image below) and enter the resource name "Literature" (see point 2 in image below). Now you
can enter the URL of a picture that is reachable in the internet (see point 3 in image below, a
link to Wikipedia was used). Alternatively you may double-click on the "URL" field to open a
browser window, where you can navigate to the picture location. Finally, don't forget to save
your changes (see point 4 in image below).

i
R S ‘ 2 — enter descriptor name j <] i @ o
-
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Edit descriptors -

Until now the descriptor is not assigned to any project, i.e. it cannot be used for entering
descriptive data. Assighment of descriptors to projects is done by using "descriptor trees".
This allows on the one hand a thematical grouping of the descriptors, on the other hand the
descriptors may be appended to several trees simultaniously. I.e. descriptors my be used in
several distinct projects.

Since no descriptor tree has been created yet, select the "Descriptor tree" tab (see point 1 in
image below), right-click the project "Tutorial" and select context menu entry "Add descriptor
tree" (see point 2 in image below). A new descriptor tree is appended to the project "Tutorial"
with a numeric name. Right-click the descriptor tree and select "Edit name" from the context
menu to change the name to "Descriptor tree for tutorial" (see point 3 in image below). To

append the actual descriptor to the tree, click button ™ at the right tool bar (see point 4 in
image below). In the "Descriptor tree" tab most functions are alternatively accessible by the
tool bar at the right or by the context menu that opens when you right-click a tree node.
Finally, don't forget to save your changes (see point 5 in image below).
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A more detailled description of all editing options can be found in the Edit descriptors section

of this manual.

This tutorial is continued in the sections listed below.

section Enter a quantitative descriptor
section Enter categorical descriptors
section Enter description data

section Searching the database
section Generate an HTML document
section Sort the descriptors

section Assign modifiers

section Enter descriptor dependencies
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Tutorial - Enter a quantitative descriptor =

To create a new quantitative descriptor, select edit mode descriptors from menu
Edit->Descriptors. Now click on the [lbutton in the upper left panel (see point 1 in image

below).
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The new descriptor is created with a numeric name. Change it to "Leaf length" (see point 2 in
image above) and set the sequence number to "2" (see points 3 in image above). Now switch
to the main tab and set the descriptor type to "Quantitative" (see points 4 and 5 in image
above). For the quantitative descriptor we enter the measurement unit "cm", a minimum and a
maximum value (see points 6 and 7 in image above). Finally save the descriptor (see point 8 in
image above) and the descriptor name will be updated in the header and the query panel at
the left side of the window.

As for the text descriptor we want to attach a resource link to our new quantitative
descriptor, that symbolizes the descriptor's duty (see image below, a link to Wikipedia was
used).
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Certainly the quantitative descriptor shall be attached to the "Descriptor tree for tutorial” that
was created in the last step. In the descriptor tree tab select "Descriptor tree for tutorial" and

click button tab select "Descriptor tree for tutorial" and click button P at the right tool bar
(see image below).
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For quantitative descriptors a number of statistical measures are defined, for which values can
be entered in the descriptive data. In the descriptor tree fo each descriptor of descriptor tree
node may be specified, which values shall be used in the descriptive data. A click on button

."'"opens the recommended statistical measures on the right side of the window (see image
below). Select the quantitative descriptor in the descriptor tree and then check the statistical
measures "Minimum value", "Maximum value" and "Mean'
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' (see image below).
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A more detailled description of all editing options can be found in the Edit descriptors section

of this manual.

This tutorial is continued in the sections listed below.
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section Enter categorical descriptors
section Enter description data

section Searching the database
section Generate an HTML document
section Sort the descriptors

section Assign modifiers

section Enter descriptor dependencies

Page 36



Tutorial - Enter categorical descriptors ¢

To create a new categorical descriptor, select edit mode descriptors from menu
Edit->Descriptors. Now click on the [lbutton in the upper left panel (see point 1 in image

below).
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The new descriptor is created with a numeric name. Change it to "Leaf length" (see point 2 in
image above) and set the sequence number to "3" (see points 3 in image above). Now switch
to the main tab and check that the descriptor type is "Categorical" (see points 4 and 5 in
image above). Finally save the descriptor (see point 6 in image above) and the descriptor
name will be updated in the header and the query panel at the left side of the window.

As for the other descriptors we want to attach a resource link to our new categorical
descriptor, that symbolizes the descriptor's duty (see image below, a link to Wikipedia was
used).

Page 37
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Certainly the categorical descriptor shall be attached to the "Descriptor tree for tutorial" that
was created in the last step. In the descriptor tree tab select "Descriptor tree for tutorial" and

click button #* at the right tool bar (see image below).
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For categorical descriptors we have to define categorical states, which define the possible
character values. Select the "Categorical states" tab (see point 1 in image below) and enter
the three categorical state names "green", "yellow" and "red" in the table (see points 2 in
image below). Finally save the descriptor (see point 3 in image below).
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For each categorical state resources may be assigned. Therefore select the categorical state
where you want to enter the resources (see point 1 in image below) and enter a resource
name (see points 2 in image below). In this case we do not assign an URL to a picture but

attach color values. Therefore click the color button % in the task bar and select a color

value (see points 3 to 5 in image below). Finally save the descriptor (see point 6 in image
below).
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Edit descriptors «

For our tutorial we need a second each categorical descriptor. Create the categorical
descriptor "Plant growth type" (see points 1 to 4 in image below). This descriptor shall always
be used in the descriptions, therefor mark it as mandatory (see point 5 in image below). Finally
save the descriptor (see point 6 in image below).
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For descriptor "Plant growth type" enter the categorical states "Tree", "Shrub"”, "Herb",

"Succulent" and "Other" (see image below).
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Finally append descriptor "Plant growth type" to the descriptor tree for tutorial (see image

below).
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A more detailled description of all editing options can be found in the Edit descriptors section
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This tutorial is continued in the sections listed below.

section Enter description data
section Searching the database

section Generate an HTML document

section Sort the descriptors
section Assign modifiers

section Enter descriptor dependencies
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Tutorial - Enter description data :=

Now that we have entered several descriptors and categorical states we have defined a
"terminology" to enter descriptive data. To create a new description, select edit mode
descriptions from menu Edit->Descriptions. Now click on the [Clbutton in the upper left panel
(see point 1 in image below). If you are asked for the project, select "Tutorial".

'_f Drvessitylescriptoons, Database: DversityDescnptons Workshep . 300123 - a =
Conrection.  Edk [T1Gnd  Query  Data  Admaistration  Help
A E DB X B 25 Decipton [MD-000001 5503 e rm.; i
JSchaElrigiy
[ 20000152 Beserption: [Evarple pand t 2 —eénterdescription name | ‘ =t
Wain amisutes  Deggriptor vam  Corlioun vigw  Sasouss ioks  Sangie dats ><
Dt | ]
i 4 — save
1 — create new description description
Diescription scopes
Sraps hpe Crope wake
ordnen nach: | Deacisbian e j’
T T HE®REE-
Suchirtieen
Placription
Th= =~ =
B LI o |-
+ e Frogscd
sgonobor -
: : C1fy Ao minvey
Calngariz  » Cliy Becoscosuz
Cusriish = = - _|3 AFLheddlan zardee;
Tt v oz 7 _|1 SO0 of ET| oopalilees ard smph' = ]
Sequence - - Hfa Tnes 3 - check the project
Dees sbxius
+ =4 < ol
cnpE
Teeor
Goography  »
Speanen
Edit descriptions -

The new description is created with a numeric name. Change it to "Example plant" (see point 2
in image above) and check that project "Tutorial" is assigned to the new description (see
points 3 in image above). Finally save the description (see point 4 in image above) and the
description name will be updated in the header and the query panel at the left side of the
window.

Enter resources for the description

As described for the descriptors, for each description resources may be assigned. Therefore
click on the "Resource links" tab, which looks exactly the same as described in chapter "Enter
a text descriptor" (see image below, a link to Wikipedia was used).
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Enter descriptive data

Now let's start entering the descriptive data. Open the "Descriptor view" tab (see point 1 in
image below). In the left part of the window there is a list of the desriptors. Select descriptor
"Plant growth type" (see point 2 in image below) and on the right side the associated
categorical states are diplayed. Click on the square in columne "x" besides the state "Tree" to
set the check mark (see point 3 in image below). Finally save the description (see point 4 in

image above).
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Next select the descriptor "Literature" tab (see point 1 in image below). In principle you could
enter a text in the right area "Descriptive text", but for this example two other things shall be
demonstrated. In the first column of the descriptor list the sequence number ("Nr.") is
displayed. A small square behind the number indicates that resources have been attached to
the descriptor (see point 2 - upper arrow - in image below). You can view the attached
resources by a double-click on the sequence number (see point 2 - right arrow - in image
below). In some cases you do not have data available for a certain descriptor but you want to
express that data should be entered. Therefore you can sen one or more "Status data" values
in the right lower part of the window (see point 3 in image below). Finally save the descriptor
(see point 4 in image below).
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For each categorical state resources may be assigned. Therefore select the categorical state
where you want to enter the resources (see point 1 in image below) and enter a resource
name (see points 2 in image below). In this case we do not assign an URL to a picture but
attach color values. Therefore click the button in the "..." column and select a color value
(see points 3 and 4 in image below). Finally save the descriptor (see point 5 in image below).
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Edit descriptions -

The last descriptor not yet used is "Leaf color". Select it from the descriptor list an chek the
categorical state "gree" (see points 1 and 2 in image below). The square in column "Nr." of the
"Categorical states" indicates that resources are attached. Double-click it to view the
resources (see point 3 in image below). Since we attached three different colors for that
categorical state, you may scroll through the different resources by using the "right" and "left"

arrow key on the keyboard (see point 4 in image below). Finally save the descriptor (see
point 5 in image below).
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An alternate description data view

If you have defined many descriptors and one specific description references only a small
amount of the descriptors, the "Descriptor view" might be quite confusing. In this case an
alternate representation, the "Continuous view" might be helpful (see image below). Here only
the descriptors that have been referenced in the description data are shown and the values
(categorical states, statistical measures or plain text data) are attached at the descriptors.
Additionally some extra information is color coded, e.g. "Plant type" is displayed in light red
text because it is a mandatory descriptor. For details check the Edit descriptions section of
this manual.
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Enter description scope

As last step in this section the insert of "Description scopes" shall be demonstrated. In our
example we want to enter a taxon name and link it to a taxon name service in the internet.
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First select the "Main attributes" tab and click button Llif visible (see points 1 and 2 in image
above). When you now select the scope type "Taxon name" (see point 3 in image above) you
could enter a taxon name, e.g. "Ulmus campestris", in the text box that appears right from the
scope type. But we want to create a link to the internet service "Catalogue Of Life", therefore
press button % Now a separate window opens (see image below). Select "CatalogueOfLife"
as database (see point 1 in image below). Enter the search string "ulmus camp" in the query
field and start a search (see points 2 and 3 in image below). When you select a search reult
(see point 4 in image below), you can watch the stored data in the lower part of the window.
Finally click "OK" to store the link (see point 5 in image below).
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For scope type "Taxon name" links to three different internet services may be set. If you use

Details zu dieser Art

0K

the DiversityWorkbench module DiversityTaxonNames, you can build an own taxon database

and link entries to descriptions. Other scoe types that allow linking to DiversityWorkbench
modules are "Geographic area" (DiversityGazzeteers), "Reference" (DiversityReferences),
"Specimen" (DiversityCollection) and "Observation" (DiversityCollection also). Additionally there
are the scope types "Sex", "Stage", "Part" and "Other scope", which have certain values
defined in the Edit projects section. Remember that in step Create a new project we inserted

the sex values "Male" and "Female" and assigned them for the tutorial project. Try to insert
the scope value "Female" for the example description!

A more detailled description of all editing options can be found in the Edit descriptions section

of this manual.

This tutorial is continued in the sections listed below.

section Searching the database

section Generate an HTML document

section Sort the descriptors

section Assign modifiers

section Enter descriptor dependencies
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Tutorial - Searching the database +

To search for data in the database use the query sector in the left part of the window.
Depending on the actually chosen edit mode - Descriptions, Descriptors or Projects - the
query searches for descriptions, descriptors or (local) drojects. The query conditions are
changed depending on the edit mode, too (see images below).
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To select the query conditions click on the [button in the top panel. A window will open as
shown below.
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With the Maximum number of results you may limit the package size which should be
retrieved from the server. For a slow connection to the database server choose a low value
(e.g. 100 as set by default).

The Limit for drop-down lists restricts the maximum number of drop-down lists which should
be created. For a slow connection to the database server choose a low value. The default is
set to 0 which means no drop-down lists will be created.

Click on the Check none button to clear the previous selection or click Check all to select all
conditions. Alternatively you may display or hide each single query condition by checking or
unchecking the entry in the list.

After all query conditions are set, click on the Tbutton to start the query. In the result list
you should find the description, descriptors or project created in this tutorial. To save your
current query click on the Bbutton on the right of the T=button. A window will open as shown
below. For more details see the section Save query.

When you enter new descripors to the databas it may happen that you forgot to assign it to
descriptor tree. That means, those desriptor cannot be used for entering description data.
Another action that may generate such orphaned descriptors is to delete a project. With that
action implicitely the associated descriptions and descriptor trees will be removed from the
database, but the descriptors will not be deleted, because they might be assigned to a
different descriptor tree (and project).

To find and delete orphaned descriptors, set mode "Edit descriptors"” (see point 1 in image
below). Then set query condition "Descriptor tree - Assighment" to "missing" (see point 2 in
image below) and start the search (see point 3 in image below). If you want to deleted the
found descriptors, you can select them in the resulg list (multiple selection is possible) and
click button #to delete them.
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This tutorial is continued in the sections listed below.

section Generate an HTML document

section Sort the descriptors
section Assign modifiers
section Enter descriptor dependencies
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Tutorial - Generate an HTML document

Now that we have entered our first description data and learned how to find themin the
database, we want to share that data. Search for the description of the example plant as
described in the previous tutorial step (see image below).

FEH[OE X | @ =

Suchergebnisse 1-1

ordnen nach: Description | & &

v [T]n 2% @ E -

Suchkritieren
Description

Project = = | Titonal b g

Descriptor
Categoric. = = o
Quartitati,. = = b
Tet * = o
Sequence T = v
Diata status
| RS LAr
Scope
Tawon = = o
Geography = = w
Specimen T = w

From the menu choose Data -> %/ Generate document ... and a window will open as shown
below. Select the "Example plant" (see point 1 in image below). Then set the options Include
resources to show the images we have assigned and Include descriptors to generate the
descriptor definitions in the same document (see point 2 in image below). Finally click on
button Create HTML documentation and the data will be shown in the HTML window (see
point 3 in image below). If you scroll down or click on a descriptor name in the description
data you will find the descriptor data. In the working directory of Diversity Descriptions a
HTML file has been generated that might be used to publish your data.
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This tutorial is continued in the sections listed below.

e section Sort the descriptors
e section Assign modifiers
e section Enter descriptor dependencies
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Tutorial - Sort the descriptors

In the tutorial steps when we created a new descriptor, we usually set the field "Nr."
(sequence number), which determines the sequence the descriptors are displayed in several
lists, e.g. when you enter description data. If you like to change that display sequence, it is
quite uncomfortable, to go through all descriptors and change the sequence numbers
manually, but there is a much more comfortable way. Select edit mode projects from menu
Edit->Projects or from the bottom control (see point 1 in image below). Now click on the T
button to find the project "Tutorial" (see points 2 and 3 in image below). Open the "Descriptor
tree" tab and expand the trees (see points 4 and 5 in image below).

28 DiversityDescrighans, Databese: DiveratyDescriptians Workshep v, 201,23 = [m]
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5 — expand all trees

!_, 1A
[ 3
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| it
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Guchia [t =
e [
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Bacy u b 3 ! = -
Descrictions 1 — set "Edit projects®
Presence = Edit E “

The "Descriptor tree" tab in the "Edit projects" mode looks almost like that one in the "Edit
descriptors" mode. But there are some important differences. If you are in the "Edit descriptor”
mode, only the actually selected descriptor will be displayed in the tree. In the "Edit projects"
mode all descriptors are diplayed! Therefore the descriptors may now be shifted up and down
to change the order (see points 1 and 2 in image below).
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Now select the "Descriptor tree for tutorial" and click button ¥ (see image below left). With
this action you indicate that this descriptor tree should be complete, i.e. it contains all

descriptors for the project. Now the additional button Lis displayed that allows to take over
of the descriptor tree order to the descriptor's sequence numbers (see image below right).

Descriptar tree Descriptar tree

-5 Tutonal X =y Tutorial *
=l Descriptor tree for tutorial 2 (=38 Descriptor tree for tutorial &
-~ Plant growth type -~ Plant growth type I

..-@ Leaf color ¥ - Leaf color y |
... Leaf length e i— Leaf length T

...... & Litergture v ‘o Literature X

oo, r

W

-i-E +
- i
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b Sort descriptors — | >
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When you click on button % a window opens that displays the changed sequence numbers of

the descriptors (see imabe above). After confirming the changes with "OK" the new order will
be effective in the descriptor list of the "Edit descriptions" (see image below).

Description: | Example plart

Main attibutes  Descriptor view  Cortinuous view  Resource links  Sample data

M. Type ! Descriptor name

cateqarical e Plart growth type

20 categorcal | Leaf color

Jo quantitative | = Leaf length

4o text a Literature
[

This tutorial is continued in the sections listed below.

e section Assign modifiers
o section Enter descriptor dependencies
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Tutorial - Assign modifiers

Modifiers may be used in the description data for an additional characterization of categorical
or quantitative descriptor data. There are five different modifier categories: Certainty,
Seasonal, Diurnal, Misinterpretation and Other. An additional modifier class, Frequency is
only applicable for categorical descriptors. Although you are allowed to define own modifier
values, there is a large number of commonly used predefined modifier and frequency values,
which should be preferred. We now want to insert those predefined values into the

database.
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Select edit mode projects from menu Edit->Projects and open the "Modifier/Frequency" tab
(see point 1 in image above). The modifier and frequency tables should both be empty. A click

on button ©in the modifier section (see point 2 in image above) opens a window with the
predefined values (see impage below left). Click on button ¥ selects all values from the list.
Click "OK" and all modifier values are now inserted in the modifier table. Proceed in the same

way with the frequency values (see point 3 in image above and image below right). The
values are now available for all projects in the database.
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. Organize predefined values - O

Predefined modifier values
(] funcertain) [Castainty]
/] aimost certainty [Certainty]
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55 '
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Select all values

ox

oK

To use certain modifiers in the descriptive data, the allowed values must be assigned to
certain descriptors. This is done int the descriptor tree in almost the same way as the

assignment of statistical measures to quantitative descriptors. Select the "Descriptor tree" tab

(see point 1 in image below) and click button o dispay the recommended values. Then
select descriptor "Leaf color" and select some modifier and frequency values (see point 3 in

image below). Finally save all changes (see point 4 in image below).
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Now let's try out the modifiers in our example description. Select edit mode descriptions and
search for the example plant (see points 1 and 2 in image below). Open the "Descriptor view"
tab and select descriptor "Leaf color" (see points 3 and 4 in image below). In the "Categorial
states" section you can now find two additional columns "Modifier" and "Frequence" where you
may select from the values you assigned in the previeous step (see point 5 in image

below). Finally save all changes (see point 6 in image below).
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This tutorial is continued in the section listed below. ow.

e section Enter descriptor dependencies
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Tutorial - Enter descriptor dependencies

In our final tutorial step we take a short look on the descriptor applicability rules. In out
example we have two descriptors dealing with leaf properties, "Leaf color" and "Leaf length". If
you have chosen the categorical state "Cactus" for the descriptor "Plant growth type", it
usually does not make sense specifying leaf properties. You can enter such kind of descriptor
dependencies in a formal way.
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Select edit mode projects from menu Edit->Projects , search for project "Tutorial" and open
the "Descriptor applicabilities" tab (see points 1 to 3 in image above). Select the controlling
descriptor "Plant type" (see point 4 in image above) and in the section "Controlling states" a
list of the descriptor's categorical states is displayed. Select the controlling state "Succulent"

(see point 5 in image above) and then click on button = to enter the first controlled
descriptor (see point 6 in image above). This opens a selection window where you select
descriptor "Leaf color" (see point 7 in image above). Repeat the last step to insert descriptor
"Leaf length" as second controlled descriptor.

After that check that for the two dependent descriptors the applicability rule "inapplicable" is
set (see point 1 in image below). Finally save all changes (see point 2 in image below).
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To try out the applicability rules, select edit mode descriptions and search for the example
plant (see points 1 and 2 in image below). Open the "Descriptor view" tab, expand the tree
and select descriptor "Plant growth type" (see points 3 to 5 in image below). Click on button

.’to show the "Categorial states". Deselect state "Tree" and select state "Succulent" instead
(see point 6 in image below). In the "Summary data" section the text color of the descriptors
"Leaf color" and "Leaf length" changes to grey to indicate that the descriptor is not
applicable. Since for that descriptors values have been specified, the backround color is

changed to yellow to indicate that the applicability rules are broken (see point 7 in image
below).
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In the "Descriptor view" tab the "descriptor inapplicable" property is indicated by an "x" in
column "!" of the descriptor list (see image below).
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Queries - overview

With the user defined queries, you can define any query condition - this is the default query
mode.

Depending on the active edit mode you get one of three different query option panels as
shown in the pictures below.

CQuery results Query results Query results

order by:  Description “ B Al = orderby: Sequence num *%l =

Y T % ¥ %EEE T YT % 2% 5GBS
Querny conditions (Guery conditions
Description Descriptor
s= = Gz ~
== Title = Tx Title i
Details = = Details = — arder by Project e ! %l,—
Project = = .l B Project = = bl g - T % Ei.m"ﬁ l E
g'.EESCﬁptim resource Class = = 2] Query conditions
@ Tithet] = I:I Mandatory = = o Project
¥ -~

Descriptor Exclusive = = o y | Tile = =™
% Categorical = = v - Sequ.type ~ = v Details = ~

GL.IEII'Ttrta‘tI T 5 R Ca‘tegﬂrica| state F'!|ght5 | f

Seguence T = L Descriptor resource DWBpmje. = = w
Data status a Title |x & I:I Parentpres, =
(e I
T TR e & State resource Tree node resource
& Taxon =~ = Descriptar tree Descriptor tree

Geography =+ ™ EE Tite = = “| "E  Presence -

Specimen +* T Treenode = = o] g Description

Reference. ~ ™ Assignment  * §_' Presence -

The extended query provides a detailled seach for descriptions with specific descriptor data.

It is accessible from the menu Query -> i Extended query ... if the edit mode Edit
descriptions is selected.
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Result list

The result list displays the descriptions, descriptors or projects found in a query.

Query results  1- 100 of 374

iter nisus (Sperber)
Acrocephalus paludicola (Seggenrot
Aegithalos caudatus (Schwanzmeis
Alauda arvensis (Feldlerche)
Alca torda (Tord-Alk)
Alcedo atthis (Eisvogel)
Alle alle (Krabbentaucher)
Alle alle (Krabbentaucher)
Alle alle (Krabbentaucher)
Anas acuta (Spieltente)
Anas acuta (Spielente)
Anas clypeata (Loffelente)
Anas crecca (Krickente)
Anas dizcors (Blaufligelente)
Anas penelope (Pfeifente)
Anas platyrhynchos (Stockente)
Anas platyrhynches (Stockente)
Anas guerguedula (Kndkente)
Anas strepera (Schnatterente)
Anous stolidus (Noddiseeschwalbe) v

Guer'_.r resutts 1 - 100 of 374

482?5 Eremnphlla alpestns (Dhrenl-
48277 - Anser fabalis/serrirostris (S
152658 - Sitta europaea (Kleiber)
152700 - Anser anser (Graugans)
152701 - Saxicola rubicola (Schwar:
152702 - Ardea goliath (Goliathreiher
152703 - Emberiza calandra (Grauan
152704 - Limosa lapponica (Pfuhlsch
152705 - Spreo fizscheri (Fischer-Gla
152706 - Chaimarrornis leucocephal
152707 - Motacilla alba subsp. lugen:
152708 - Circus cyaneus (Kornweih
152705 - Corvus orru (Sahradori-Kra
152710 - Targiger cyanurus (Blausct
152711 - Tringa totanus (Rotschenke
152712 - Numenius arguata (Groler
152713 - Peephotus chry=sopterygius
152714 - Ardeotis kori (Riesentrappe
152715 - Pluvializs dominica (Prarie-G

order by: | Description w ! Al -
¥ = T W ¥ T ! E

Query results 1-15

1 - Korpergrolle

2 - lberwiegende Gefiederfarbe

3 - Zweite grokflichige Gefiederfarbe
4 - Weitere Gefiederfarben

5 - Musterung auf Brust oder Bauch

& - Farbe der Beine

T - Schnabelfarbe

& - Schnabelform

5 - Schnabelldnge relativ zum Kopf

10 - Schnabeldicke relativ zum Kopf

11 - Auffilliger Augenstrich

12 - Auffilliger Augenring

13 - Besondere Eigenschaften oder Typ
14 - Flugkild oder Flugverhalten

15 - Lebensraum

order by: | Description 10 ~ * All—
v (9|7 )% % % u/E[E

Sumergebnlsse 1-15

Au ffalllger Au genstru:h

Besondere Eigenschaften oder Typen
Farbe der Beine

Flugbild oder Flugverhalten
Korpergrifte

Lebensraum

Musterung auf Brust oder Bauch
Schnabeldicke relativ zum Kopf
Schnabelfarbe

Schnabelform

Schnabellinge relativ zum Kopf
Uberwisgende Gefiederfarbe
Weitere Gefiederfarben

Zweite groRflichige Gefiederfarbe

orderby: | Sequence num ~ | /&) =

v 7 %2 % uEE

ordnen nach: | Descriptor w !. Al

v [v]% 2% w8 -
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Query results 1-15

36152 - Korpergrolie
36263 - Uberwiegende Gefiederfarbe
36312 - Zweite grokflichige Gefiederfa
36361 - Weitere Gefiederfarben

36445 - Auffiliger Augenring

36478 - Farbe der Beine

Guery results 1-7

Pflanzen

Pilze

Schmetterlinge
ogel

Vigel Deutzchlands
Vigel weltweit

36518 - Schnabelfarbe

38550 - Schnabelldnge relativ zum Kopf
365090 - Schnabeldicke relativ zum Kopf
38507 - Schnabelform

36720 - Besondere Eigenschaften oder”
36732 - Lebenzraum

36991 - Flugbild oder Flugverhalen
47950 - Auffiliger Augenstrich
161252 - Musterung auf Brust oder Baw

arder by: Descriptar D ! %l = order by: Project
v 7 | %2 GEE [

v |4al)=
T %2 %yEE

Query results 1-7
43280 - Pilze
43252 - Pflanzen
161084 - Vigel
161107 - Viogel Deutschlands
1614594 - Schmetterlinge
1614595 - Viagel weltwei

order by: Project 1D

Vgl =
v T %% %EEE

For example the descriptors may be displayed with their name or their sequence number as
shown in the images above.

You can restrict the maximal number of results together with the guery options (click on the

button), for example if you have a slow connection to the database. As a default the
maximal number is set to 100. If the number of datasets according to your query is higher

than the maximal value set in the query options this will be indicated in the header of the list.

To search for items, enter the restrictions in the fields for the search conditions and click on

the L4 button. The items found in the database will be shown in the result list. To add items
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that match differing search conditions click on the % button. If the list of items is longer than
your maximal number of returned items you can browse the next items with the = button. If

you want to remove entries from the selected list, choose them in the list and click on the |~
button. If you want to keep the selected entries in the list and remove the rest, click on the

H button. This will not delete the data from the database, but remove them from your query
result.
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Query

Depending on the activated edit mode you get one of the three query options pannel below.
The options for a fast search are displayed in the main window beneath the list of the items.

You can change this arrangement using the B2/ E button to place the query options on the

left side of the item list.

CGuery results CGuery results CQuerny results
order by: | Description el | {8]||=|  order by: | Sequence num * Bl -
¥ ?Tﬁ-f'm"ﬁ"ﬂ ¥ ?Tﬁ-ﬂ'm'ﬁlﬂ
CGuery conditions Cluery conditions
Description Descriptor
i= Tte ~ ~ i Tifle -
Detals  » = Details = order by: | Project v g -
Project: ~ = 1) Project: = v~y 7% 2 % B
Diescrinti Class - e
g:.escnptlnn resounce 2 oy comebiiens
m o e -~[ ]| Mandsoy - v Proisc
Descriptor Exclusive = i (L | Title = =
o Categorical ~ = o Sequ.iype - o Details = —
Quartitati. = = e Categorical state Rights = ~
Sequence + = Wl Descriptor resource DWBpmje.. ~ = w
Diata status a Title =~ I:I Parentpres.
aE
I Bttt v State resource Tree node resource
& —-= u
Scope £ ume ] i e = |
& Taxon - ™ Descriptor tree Descriptor tree
Geography =~ ~ eE Title = w| E  Presence -
Specimen + T Treenode =~ | e Description
Reference = — Agsignment - 5% Presence -+

To search for an item enter the restrictions in the fields for the search conditions and click on

the L4 button. The entities found in the database will be shown in the result list. To add

items with differing search conditions click on the % button. To clear all entries in the query

fields use the ¥ button. If the list of items is longer than your maximal number of returned

items you can browse the next items with the = button. To move back to the previous block

of items click on the - button.
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If you want to remove entries from the selected list, choose them and click on the |~ button.

If you want to keep the selected entries in the list and remove the rest, click on the g
button. This will not delete the data from the database, but remove them from your query

Y z
result. With the 24 resp. A buttons you can change the order of the results between
ascending and descending.

To hide the area containing the search fields click on the ¥ button. If the search area is

hidden and you want to start a new search, just click on the 4 button.

With the button ' you may control auto-remember of the last submitted query parameter. If
you re-start the application and connect to the same database, the last used query will
!

and it will change to * . In the main menu Query -> Preferred project ... you may select a
project that will be used as a pre-selection for Description and Descriptor query, if no other
query parameter have been restored.

automatically be submitted. If you prefer to switch off auto-remember, click the button

Within the query options you have several possibilities to specify your search restriction. Use
the drop down button to change between the operator. The available operators are shown in
the table below.

Operator Meaning Example
Text

. : o
_ search for an entry like ... Pinus s[iy]lvestris % (you can use

wildcards)

= search for an entry exactly equal to ... Pinus silvestris L.
. Pinus s[iy]lvestris % (you can use

+ search for an entry not like ... wildeards)
@ search for an entry where a value is missing
. search for an entry where a value is present
- search for an entry between ... and ... 2000 - 2005
| iﬁarch within a list of entries, separated by 2000 | 2003 | 2005
Numeric
= search for an entry exactly equal to ... 2006
< search for an entry lower than ... 2006
> search for an entry bigger than ... 2006
- search for an entry between ... and ... 2000 - 2005

search within a list of entries, separated by

H|H

2000 | 2003 | 2005
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Date

VoA

Hierachy

£

For yes/no fields you will get an checkbox with 3 options: [¥I=yes, [ 1= no, [El= undefined

search for an entry where a value is missing

search for an entry where a value is present

search for an entry exactly equal to ... 20.3.2006
search for an entry lower than ... 20.3.2006
search for an entry bigger than ... 20.3.2006

search for an entry where the date is missing
search for an entry where the date is present
and complete ...

search for an entry exactly equal to ... M-Fungi
search for an entry that is not equal to ... M-Fungi

search for missing entry ...

search for present entry ...
search including childs in a hierarchy ... M-Fungi

Search for entries containing a given XML

settings
node &
Search for entries not containing a given settings
XML node s

search for missing entry ...

search for present entry ...
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Save query

If you want to save a current query, click on the Bbutton. A window as shown below will
open where you can specify the title and description of you query.

B Abfrage definieren == O x

Bitte geben sie den Mamen und die Beschreibung der Abfrage ein
Abfrage: Mizsing data

Beschreibuna: | Descriptions with missing data|

Tabelle: Descrption_Cueny

WHERE id IN (SELECT description_id FROM
DescriptorStatusData WHERE [DescriptorStatusData).
[datastatus id] = 7)

Abbrechen QK

After you entered title and description of the query, click OK to specify the query group. A
window as shown below will open.
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& Gruppe auswihlen = O

W Meue Gruppe
Bitte wahlen sie eine Gruppe aus oder erstellen sie eine neus

X

E‘W Queries
=-9ff Description
. ~~¥ Descriptions_to_be_checked
E‘W Descriptor
. =¥ Unassigned_descriptors
E‘W Project
iwn T Mo_descriptor_tree

Abfrage: | Missing data

Beschreibung: | Description with missing data

Tabelle: Description_Queny

WHERE id IN (SELECT description_id FROM
DescriptorStatusData WHERE [DescriptorStatusData).
[datastatus_id] = 7)

Abbrechen QK

Choose a group from the tree or create a new one an click OK. The new query will be included

in the selected group.
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& speichern und Bearbeiten de...  — O >
W Meue Gruppe X

Editieren der Abfragen und der Gruppen

EIW Queries
-9 Description
. =T Descriptions_to_be_checked
e
E'W Descriptor
. =T Unassigned_descriptors
E'W Project
LT Mo_descriptor_tree

Abfrage: |Missing_data | =

Beschreibung: | Descriptions with missing data

Tabelle: Descrption_Query

WHERE id IN (SELECT description_id FROM
DescriptorStatusData WHERE [DescriptorStatus Data].
[datastatus_id] = 7)

Abbrechen QK

Finally you can edit the titles and descriptions of the groups an queries. Click the Ebutton to
store the changes. To delete items from the tree, select it and click on the #button. Click OK
to save the new query and close the window.

Load query

If you want to load a query that has been stored previously, click on the ®button. A window
as shown below will open.
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W Abfrage laden = O >

&-T Description
P Descriptions_to_be_checked

% -----

EI? Descriptor

- W |Unassigned_descriptors
=-T Project
- W Mo_descriptor_tree

Abfrage: |Missing_data

Beschreibung: | Description with missing data

Tabelle: Description_Gueny

WHERE id IM (SELECT description_id FROM DescriptorStatusData
WHERE [DescriptorStatus Data] [datastatus_id] = 7)

Abbrechen oK

Choose a query from the tree and click OK to close the form and filter the datasets according
to the selected query.
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Query options

The maximal number of items shown in a query result can be set in the window for the query
options. The default value is set to 100. If you have a fast connection to your database or
need to see more or less results, you may change this value to any number you like.

To change the displayed search fields click on the ¥l button. This opens a form where you
can select and deselect the fields shown for searching specimens. You might also change the
maximum number of items that will be shown in the result list.

The limit for the creation of drop down lists is by default set to 0, that means no dropdown
lists will be created. If you set the limit to e.g. 1000 and connect to a database, the
programm will create drop down list based on the entries in the database to ease the entry in
the query. For slow connections you may set this to lower value to speed up the start of the
program. If you set the value to 0 no drop down lists will be created.

The minimal numbers of characters for a selection from the drop down list is by default set to
3.

Set query options e O >

Maximal number of results: 100 fgl
Limit for drop down lists: 1]

[] Min. char. for drop down list: 3 =

-

Il Check al | |[7] Check none My :"IR

=-[ % Description ~
D

Title

Details

Project

- Description resource

D

Title

Details

KKK

.

o F

CICIRIC]

N
B
e
3
il
H
)
1
1
]
£

Search for option:
ok

After having edited the query options click OK to store your selection. The new selection will
become active for the next query. To ease the selection and deselection of query options you

may use the buttons VI check all, I check none, Ty Expand and l"r*?CoIIapse.

To search for a field within the database, use the search function that will check the names
and descriptions of the fields and mark them as shown below.
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Set query cpticns

Wl Check dll | [Pl Check none

= O

[

ER

o

>

Maximal number of results: 2
Limit for drop down lists: III

[] Min. char. for drop down list: |

-]  Details
D Rights
=-[#15% Descriptor
[+  Categorcal
- Quantitative
el Test
[  Sequence
=-fA%E Data status
- 1d8 Scope

[+ T mrmem

Table: Description
Column: project_id

Short label {or name) of project (or subproject); each
project defines a separate work environment within a

Abbrechen

| Search for option: §||:|esc1'iptnr

oK

After having edited the query options click OK to store you selection. The new selection will

become active for the next query.
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Wildcards in SQL

There are 4 different possibilities for wildcards in SQL.:

% any string consisting of no, one or many characters, e.g. Pinus % will find anything like
Pinus, Pinus sylvestris, Pinus strobus etc.

*  any string consisting of no, one or many characters, e.g. Pinus * will find anything like
Pinus, Pinus sylvestris, Pinus strobus etc.

a single character, e.g. Pinus s_lvestris will find Pinus sylvestris and Pinus silvestris etc.

[1 any character out of a given range like [abcde] or [a-e], e.g. Pinus s[iy]lvestris will find
Pinus sylvestris and Pinus silvestris.

[~] any character not in a given range like [~abcde] or [*a-e], e.g. Pinus s[/i]lvestris will
find Pinus sylvestris but not Pinus silvestris.

Page 81



Extended query - introduction

With this form you can search description data from the database that match specific
descriptor values. Choose Query -> # Extended query ... from the menu to open the
extended query window. With the button & you can set the timeout for critical database

queries, with button d'%'you can set the timeout for the web access to resource data.
Feedbacks can be sent with the button i34}

| [ fetdbinacter famidurana A20_HD 44T
| ] ikt bawangorsnsa Ac_23 £3
| Ll Hmstac el famticions 4215

| EflEdaphoiacter sggregers Whe-1

| ] Edaphotacter modeshus -1

Hpbrechen

K

First the Project must be selected from the combo box in the upper window area. The
Matches: field shows the number of available description datasets. If any matches are

available, the -:PShow matches button is available and by clicking it the datasets are listed
in the Result list section (see image below).

Result list
¥ all [C] none [E] swap » '3

Ardibacter famidurans A22_HD _4HT
Ardibacter kavangonensis Ac_23 E3
Elastocatella fastidiosa AZ-16
Edaphobacter aggregans Who-1
Edaphobacter modestus jbg-1

j = Wiew in separate window

B Esterded quary - Dwversityllesergbons, Database: DivsrsibyDescnplions_ Woekshap v, 2001 - u] s
I | e 3 |30 B
Prejecd | BactDescDSMZ wl Wadwen 5§ 7 Shas maches
Ly parmmeter Sesud bn
+ Ak Rermave | o el & all | rane & vmap . |
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If you want to view a single entry of the result list, you may select it by a single click on the
entry and press the #View in separate window button. You may check all entries by
clicking the ¥ an button, uncheck all entries by clicking the " none button or toggle the
check marks by clicking the IE‘swap button. You may export the checked results to a
tab-separated text file by clicking the ®button and view the exported list by clicking ‘2.
When you close the window by a click on the OK button, the checked entries are passed to

the main window of Diversity Descriptions (see below). If you do not want to take over the
query results to the main window, close the extended query by pressing the Cancel button.

% DiversityDescrighans, Databese DiversbyDescriptons Worksheg v, 3027

5 i i ey Pmject Language. |
B He DB X Bim  EE Descipton Aridibacter famidurans AZZ_HD_4HT S BedDescDSMZ an =
Suchemebnisse 1-3 . . .
Caralbacin lraluians A77 B & " = = E
e e r———y— [tbacte A HO_4HT | ae | | o oz |
Biaaticesabs fassdnsa A2-15 i
[dachobecter agpregens Vhg-1 amedes  Deacriplod ves  Corlinuous view  Fesoors ks - Sangle data =
e T i Detair. [uiber K1 Wist 7. Fiohde M Overran J Possel 6. 1, sdbacter famd.rans gen nav..sp v and Fodbacter savangonenss &

nov. mwmd-:bdumn ddmmmuﬂmmm:mmmi ISEM B4 1 BEB-1B.'-‘:-!I]14|D1]I
1&1(&9\.@&0@3&0

A5
_:l., HF hefphanzondess
Oy Tl
orchen nach: |Deworition |14
"B TRE»EE-
Suchabeen
Cotarded oquasy sy -
e deassiation (D
= Edit descriptions -

Continue with:

e Extended guery parameter
e Save and load extended query

Conpecton  Edt [ Gnd  Query  Data  Admesishation  Help
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Extended query parameter

Press button < Add in the Query parameter tool strip to insert a new query parameter. A
control representing a single descriptor filter will be added at the end of the query parameter
list. Now you have to select the descriptor that shall be included in the search filter. This can
be done by selecting the descriptor's sequence number with combo box No.:, from an
alphabetical descriptor list with combo box Descriptor: or by selecting from the descriptor

tree with button ™ (see picture below).

# Estended quiey - DivesibyDescnptions, Databass: DwarstyDescnpticns_ Wakshop o, 3027 = u] =
. : e @ 10s B
Prejed | BactDescDSMEZ wl Watdwn & P Show maches
Gy porametes Resud Ist
o acd ¥ Renave |4 ol % [ all [ rmane (&] smap
& I - 5% Diefaut desonpbor tres A
o Determination of relstionship
m Domain

- Hag[va I
-8 Cufturs medum nane
-4 Ewchment cufiue lemperstue
o Bosafety leval Aok group iGeaman dasshostion)
m Close sl mixive nome (Speces and arain desionaton
o Descriplion: pourse lasrcs
-8 AP ZINE Cupuls 01 NO3
- Pryum
- Cufture medium compastion
m Ervickmen] cofum medim
m Pathogencly fuman]
B hceids deiiy
- Srmn hisony
- Pubbed ID
= AP FINE Copule 02 TRP
u SbEEviEon
- Mall rarge ipal ioferance)
-8 bsolsbion Clate
- Pethogencty (animal
Patinl dhosomal sequence 165
o Cuiflrs colecdion assision rumher
-8 AP FINE Coculs 04 ADHED)] ]

Fobrechen OK

After selecting the descriptor the query control shows query parameters depending on the
descriptor type (see below). The currently marked parameter control is shown with light blue
background. You can delete the current query control by clicking on button 7 Remove or all

query controls by clicking on button )§<in the Query parameter tool strip.
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Cuery parameter

& Add X Remove | 3 [ %

1 ¥ Desciptor vi* No: [5 w

& [ Statistical measures & [ Data status
|:| Lower range limil legacy d... from C 1o C [ inven & []Ta be chacked
ot 1o be recomded
El [ Upper range fimit legacy d . from C o C [ inven E'Ji Is.pp.:clat:ljl i
(2] [ Central or typical value flo_.. fom: C o € [ inved [ Data unavaizble
E] [ Minimum valus from: C o C [ inven D:.M Ilﬂﬂ..”‘!-,“

O iata wehheid

|—:| I:I Mamimum value from C o C I:‘ InvEn o I:'!-'hsr'lg el

[ Tx Descrptor |ETSmree of relationship v?v Mo |1 v

& [~ Descriptor text [] Data status

[ 7o be chizcked

[Z] Seamh o | [ Not to be recomded
- - | I:I Mot applicable
[] Dt unavaizbie
[l hwet (@ Containa () Starta with (") Ends with ) Enact match [ Hat interpretatle

[ Dt withietd
[ Messing data

'*'i" Me |'3' ‘v
[] Data status
|:| + O inven » ET;'- be ;:‘..—*:‘.l r—r.jo
- Mol to be recomed
=d - [] inven [IHot spplicable
=R | O inwen [ Data unavatable
il |:| 2 D T D!}ml"ﬂa':-rma:ne
: [ Dot withedd
=3 [ invert v [ IMssingdata
E }I: Descrptor; |Pa11jal ribosomal sequence 165 " |u Mo -
£ [ Molecular sequence [ Data status
(170 be checked
=] Sequence: | =1 [INat1o b= recorded
= . l | [CINot zpplicehie
[(JDats inavakshie
[lwvet (8 Contains () Starts wih () Ends with () Exact match [_Jhat intempretabis
[ Eata wittiheid
[ Mimsing data

In the parameter control the descriptor type is indicated by symbols in the beginning of the

first line ( C categorical, £ quantitive, Txtext or A sequence). If additional information for
the descriptor are available in the database, you can show them as bubble help by moving the
mouse cursor over the symbol. If resource data are available for a descriptor, the symbol is
displayed with coloured background and you can view them by double-clicking the it (see
image below).
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Query parsmater

o feld X Remove |*:-.'.| B %

€ Descoptor [ TTIT—ye—— v

& [ Calegorical states & o |
[E [ abeent
!Z'Iprmt

& Categorical states 8 ; s stctim
ElT onknown N : - BTc be cheched

HL\{' o be recorded
Mot appicable
Dt uriavallable
Mot intemeetabie

o be':a withiheld

| = L e r-{ls_'ql".:d-ﬂa

| |hitp:/pictures snsh in’ﬁ:u-'Deemy.Idehni'liunf'P-mEEjpa .k

Each parameter control has two main sections:

e At the left you find the section for the descriptor parameter, depending on its type (
Categorical states, Statistical measures, Descriptor text or Molecular sequence
). If this section is checked and no other data have been entered, the query filters for
all descriptions that include any value for that descriptor, e.g. any descriptor text or
any categorical state. By entering additional query data, the filter becomes more
restrictive.

e At the right you find the section for the descriptor Data status. If this section is
checked and no status value has been selected, the query filters for all descriptions
that include any status data for that descriptor. By checking dedicated data status
values, the filter becomes more restrictive.

If both sections have been checked, matching descriptors must fulfill both conditions, i.e. the
value must be present and the data status must be set. If you remove the check mark in the
first line of the query parameter, the whole condition will be ignored. Below this check box you
find by default the symbol &, which means that "logical AND". If you specify several query
parameter controls, which are all adjusted to &, matching description must fulfill all entered
query conditions simultaneously.

You may click on the & symbol to change it to | (see image below), which means "logical
OR". In this case the result list will include all descriptions that fulfill the first descriptor
condition and additionally all descriptions, which fulfill the second condition. I.e. each "AND"
condition will reduce the list of matching descriptions and each "OR" condition will add its
matching descriptions to the result list.

* Mo i[]g e
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Query parameater

& Add X Remove | 3 B %

E € Descrigter 2R
& [~ Categorical states £ i |
[E [ absent Orvet |05 &0 o
AT ’ E
I_'.Epmuu'i [ irwest e
& o B
&
E c Desenptor -.,-.3.,,!.,._-.! knowledge aboul associabon with Torsign fuitbodies presence
| [ Categorical siates £
] 1 unknows [ it ETJ' be checked
3 = ‘ Mol 1o be recomnded
Qh.'ﬂ'ln L] nvet [ TMat applicable
[ Diatas ursyaiable
L—_lfl il inl=pretable
[ Dsta withieid
Ll Meaing daia

Notes

In the descriptive data you may enter free text notes to all text and sequence data.
Furthermore individual notes may be entered for every categorical state and statistical
measure. You may include additional query contitions for each of those notes, therefore the

symbol Elis included at the appropriate places. To enter a query condition, click the button
and a window as shown below will be opened.

Filter for notes text — O >

anatomy chlamydospores presence
present

Enable notes filter

Search text: |

[ Invet (@ Contains () Starts with () Ends with i) Exact match

Abbrechen QK

You may enter a Search text that shall be part of the notes text. Capitalization is not taken
into account. For option Contains the descriptor text must contain the search string (see
image below). The options Starts with and Ends with only check the descriptor text begin
rsp. end for a match. Finally option Exact match requires identical texts. Check the option
invert to invert the search criteria. When you click OK the additional query condition will be

active and the icon changes to Bl 1r you want to remove the query condition, open the
notes form, uncheck the Enable notes filter option and click OK.
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Continue with:

Extended query parameter - Categorical states
Extended query parameter - Statistical measures
Extended query parameter - Descriptor text
Extended query parameter - Molecular sequence
Save and load extended query
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Extended query parameter - Categorical states

In this query control the categorical states are listed. If pictures of colours are assigned to
the categorical states, they can be viewed by clicking on the state name (see picture below).

You may switch off automatic loading of the resource view by clicking the button

("no

web"), which will be indicated by a yellow symbol background. If this "no web" option is
activated, only local resources, e.g. colours, will be shown. If during loading of remote
resources an error occurs, e.g. due to a timeout, the "no web" option will automatically be

activated.

Srejerd | BFLRedoflsmerdess

Giuery parameier
4 red  revae | G B %

P Estended queey - DivesibyDescnptions, Databass: Dwarsty Descaphions_Wakshop

Matches 3

v, 302.7

P Show maschen

- u| *
e G e B

Seault st

& all [ none (2 swap

L RS |

E € Do
& b Categorical siates £

[0 disymmetnsch igenzu 2 Symmetn sebemnen)

=[] rachar (Bite 3 bis viclstralia mit 33 5

¥ [T dorsiventral jmi pwr siner Symmetrigshens )
[ anders

i
I ven
[ et
[ e
o

71| [ hragatia arvensi (Aroer Gat o)
| B tentomuia poiela (Reamariisice)
| Vmcoraam mytius Badbesw)

B 0 Cusceplor  EEI
& b Calegoiical dates  §
[T weik oder cremed miben
=] [ el
I o, crange, spracot

Emﬂ..ﬂi&

[ breun

Bpbrechen

Categorical states that are not checked are not relevant for the filter

[ mvent &
[ imert
] et

I_' mwert

0K

. If you want to search

for a categorical state that is NOT present, check the option invert behind the categorical

state name (see picture below).
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# Estended queey - DivesityDescnptions, Databass: DwvarstyDescopticns Wakshop w3007 — 0 s
oy P by pricas. ! P

= 300 D) e 5
et !HFIJ'IeHh'nm::: w Wit 8 7 Shaw maches
iUy parrmeisr Read Ist
& Acd l':':'.l-'.-ll._dn £ [ all [ rone (5] ywap i B
SR TP o o Frockbic] T- o [E | [ seanan osmar Adanariachen)
Ehmuuu‘.'-_ual:hlﬁe_l
& b Calegoncal stales 5 il | L Dota status | Ezarum eurmpssur Gesrrics Hasshwrs)
= Tor b ikl [1Geum mvae [ach-ebenwur!
= | 'ﬂ!!:l'ﬂﬂ!d\ figenau 2 Symmetnsebenen) [ irvwen 31‘:' -..IJ-I.T.-:I. Ea st kot {3k il ;
= Enﬂﬂ' Bie I bis vielstalig mit 5 3 Symmetriscbenen) [T et 1Mt melable Eﬂapﬂ-_-u-ﬂ-.:.:a: Hlalzchiva b )
1 [ dorsiventral fmil nis ciner Symmetricshens ) [ rwven Tt urisatable Ef"'-l-i-\ ek (B Sdt.wuu u:'e:'
B[] e %: et L S officinale Grober Wiessrknopl]
= B il
s [ Wi data
T Descsor =l |1 -]
& b Colegoncal siates  § il | [ Data slatus
=1 [ weilh oder cremelatben O imvet = %'-:- eesked
L I iy b i
=1 [ el [ iment ] A
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By default all categorical states of a descriptor that are selected must be present in the
matching descriptions. You may change this logical AND to a logical OR by clicking on the
symbol & behind the Categorical state check box, which will change to symbol | (see
picture below). Now all descriptions will match, which include one of the selected states.
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Extended query parameter - Statistical
measures

In this query control the recommended statistical measures are listed. You may enter a single
value for an exact match in the from: field or a value range in from: and to: (see picture
below). If you want to exclude the specified value range from the query, check the invert
option. If you do not enter a value, the statistical measure is checked for presence.
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Statistical measures that are not checked are not relevant for the filter. If you want to
search for a statistical measure that is NOT present, check the option invert and do not
enter any values (see picture below).
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By default all statistical measure conditions of a descriptor that are selected must be fulfilled
in the matching descriptions. You may change this logical AND to a logical OR by clicking on
the symbol & behind the Statistical measure check box, which will change to symbol |
(see picture below). Now all descriptions will match, which include one of the selected

measure conditions.
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Extended query parameter - Descriptor text

In this query control you may enter a Search text that shall be part of the text descriptor
data. Capitalization is not taken into account. For option Contains the descriptor text must
contain the search string (see image below). The options Starts with and Ends with only
check the descriptor text begin rsp. end for a match. Finally option Exact match requires
identical texts.
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Check the option invert to invert the search criteria (see picture below).
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Continue with:

e Extended query parameter - Molecular sequence
e Save and load extended query
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Extended query parameter - Molecular
sequence

In this query control you may enter a Sequence that shall be part of the molecular sequence
data. Capitalization is not taken into account. For option Contains the sequence text must
contain the search string (see image below). The options Starts with and Ends with only
check the descriptor text begin rsp. end for a match. Finally option Exact match requires

identical texts.
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Check the option invert to invert the search criteria (see picture below).
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Continue with:
e Save and load extended query
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Save and load extended query

The complete query schema may be saved into an XML file using the button H, which opens
a dialog window to enter the file name and location. By default the schema file name is
generated as:

<working directory>\ExtendedQuery\DescriptionQuery_<Database
name>_<Project>.xml

The XML schema file includes information concerning the database, the project and the query
parameter. By pressing the ‘Zbutton in the Query parameter section, a query schema file
can be opened. If the schema does not meet the active database you will be informed by a
message box. In the query file all relevant parameter are identified by the database internal
numeric IDs. If no matching values are found, it is tried to get them by their names. Since the
names might be ambigious, the corresponding element are displayed with a yellow background
colour (see image below).
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If the parameter could not even be assigned by their names, this is indicated by a red
background color (see picture below).
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Editing the data

The database of DiversityDescriptions consists of three major areas:

e The descriptive data (descriptions) reference elements of the descriptive terminology
and add specific data, e.g. numeric values.

e The descriptive terminology, consisting of descriptors, categorical states, statistical
measures and modifiers.

e The project data build the administrative frame for terminology and descriptions. Each
description belongs to exactly one project. By additional entities (descriptor tress) it is
possible to restrict the descriptors, statistical measures and modifier that shall be used
in a certain project.

In almost all forms an Extended text editor can be opened for single text fields that provides
additional editing features.

Corresponding with that three major sections of the data model, the DiversityDewscriptions
application provide three edit modes. The edit mode is diplayed at the bottom of the main
window (see picture below). After the first start the edit mode is preselected to "Edit
descriptions". You can switch the edit mode using the menu Edit-> Descriptions, Edit->
Descriptors or Edit-> Projects. Alternatively you may switch the edit mode by click the
mode button in the upper left corner of the header area (item 3 in picture below) or on the
tiny triangle besides the edit mode display in the status line at the bottom (see item4 in
picture below).
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The main window of the DiversityDescriptions client contains two main areas. At the left you
find the query and the results of this query. In the right part the data of the dataset selected
in the result list is shown.
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Basic operations

In each edit mode there are some common functions for storing and reloading data, to create
a new dataset or delete or copy the actual dataset. On top of the query results (item1 in

image above) there is button [Hito store the actual dataset, button #to delete the actual

dataset and button [lto create a new dataset. By pressing button 7 the actual dataset is
reloaded, i.e. changes that have been made will be dropped. Finally, button E2icopies the data
of the actual dataset to a new one.

Some of those buttons can be found in the tool bar at the right side of the edit window (item
2), too.

Additionally to explicit saving by pressing the Ebutton, an automatic saving of the dataset is
done, if an entry in the query result list is selected or a new query is performed. If a dataset
has been modified without saving, a message window will appear and ask if changes shall be
saved for several actions, e.g. change of edit mode, connetion to a database or if the
application is closed.

Translations

For many database tables the text columns may be translated into different languages. To
enter, modify or view the translated texts, use the translations editor. For an overview on
multilingualism in Diversity Descriptions see chapter translations.

Description grid view

An alternate form for editing or viewing the data of several descriptions in a grid is provided by
the description grid view. It provides a simplified user interface for access to a subset of the
description data.

Sample data grid view

An alternate form for editing or viewing the sample data of several descriptions in a grid is
provided by the sample data grid view.

Table editors

For a selected set of database tables a direct data editing in a grid is provided by the table
editors.
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Editing the description

After starting a database query and selecting an entry in the result list the dataset is diplayed
in the edit window. In the header area the dataset name, the default project language and
the URI of the current dataset are show (see picture below). Below the header area the
description name may be edited in a text box. Changes of the description data, e.g. the name,
will be visible in the header after saving the dataset. To check dataset changes, click on the

button to open the history.

The main description data may be accessed in the first Main attributes tab, which is
described below. Click on one of the other tabs in the picture below to go directly to the
appropriate manual chapter.
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Main attributes tab

The main attributes tab provides in the upper area a field to enter additional description
details and a wording for natural language support. The optional filed AID may keep an
alpha-numeric alternate ID of the dataset. If used, it should be unambigious within the

project, but this is not checked by the program. Click on #to get an overview of the used
keys.

Scopes

The next section Description scopes allows specification of description scopes. This sections
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consists of the scope table with scope type and value and a edit section to modify a seleted
scope entry or to enter e new scope. The scope types Geographic ares, Reference,
Specimen, Observation and Taxon name allow input of a free-form text or reference to the
corresponding DiversityWorkbench module or a web service. The connection to to a module or
web service is done using the button Th. After selecting the entry in the referenced database
the text will be taken over and the backround colour of the scope value field changes to
yellow. A further editing of the text will not be possible (see below).

||Ta.mnnm V||vlﬁn¢hgulﬁﬂ.ima.1?53} |%XC‘D

htipef
Additionally the edit section now shows the buttons ** to view the database link and *to
remove the database link. In the latter case editing of the scope value will be possible again.

If a scope entry has been selected in the scope table, it can be modified in the edit section.
If you want to enter a new scope value instead, press the [lbutton at the end of the edit
line. The scope entry in the scope table will be deselected and a selection box for the scope
type appears in the edit section (see below).

You may insert mutiple scope values with links to a DiversityWorkbench module or a
webservice. Therfore enter a new scope value with scope type Geographic ares, Reference
, Specimen, Observation and Taxon name (or select one, which is not yet linked). Besides

the scope type dropdown box the button @is shown, which allows insert of multiple scopes
(see image below).

Description scopes
Scope type Scope value

E Taxon name '\'I ijwm

®n

You may insert mutiple scope values with links to a DiversityWorkbench module or a
webservice. Therfore enter a new scope value with scope type Geographic ares, Reference
, Specimen, Observation and Taxon name (or select one, which is not yet linked). Besides

the scope type dropdown box the button @is shown, which allows insert of multiple scopes
(see image below).
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A e i = Accipiter gertilis Linnaews, 1758 -~

Guery reults 218 (=T

| Acoipder fasciatus wabsca (Sharpe, 1674) T

Accipher francesme A Smith; 1834 L ' ca576b 341 1beathaatbe 30113691

| Accipter francesae brutus (Schiegel, 1885) o T

Accipter francesioe francesiae A Smith, 1834 { - Acopier geniiis

| Accipter francesae griveaudi Benson, 1960 - rark

| Accipter francesae pusius (Gurney, 1875) (- name:_gtatii

Accipter francesi & Smith, 1534 - genum

| Accipter francesd francesi A, Smith, 1334 =

A ccipter francesi pusilus (Gumey, 1875 i e

Accipder gentiis (Linnasus, 1758} l4il sDacEn .
| Accipber gentits nbidus (Menzbier, 1882) i dirfraspecies_markers<nfespedes_merkers
Accipber gentiis apache van Roasem, 1538 <drfraspecies»<nfraspeciens
| Accipter pentits arrigona (0. Kisinschmidt, 7503} - suthar
| Accipter gentils atncapilus (A, Wilson, 1812) i L Linnaeos, 1758

Accipter gentiis buteoides (Menzheer, 1882) I:rl S e
| Accipter gentiis fufyamaa (Swann & Harfert, 1923) HE e et

Accipter gentits genbls (Linnseus, 1758} kbt b i

Accipber gentifs laingl (Tavemer, 1540) l?: B _minct )
Accipter pentils Lnnasous. 1758 Fr-muime delahase
| Accipter pantiie margnets (Piler & Witerpacher, 1783} Uit list -l- — =]
| Accipter gentiis schvedowi (Menzhier, 1882} m—_— | o -
Accipter gresceps (Maup, 1948  Accipiter garis (Liraous, 1 75l

Accipter greccess (Schiegel, 1862} % | | Acciper gentils Linnaeus, 1758

order by |_£IWT¢' - Fitp ot el @ogueofife org/col/

- webaenice Bd=cab7hh 3041 1headbaSadbte 1132691

v T

Cuery condlions

Hame |ae-q:|lar

&

Accipiter gentilis Linnaeus 1758 {northern goshawk)

Bappe - Arrindrifnrmes - Acrindridas

< >

ok |

In the remote query panel you find the section Unit list, where you may add the currently
selected query result by clicking the = button. When you select an entry in the Unit list, you

may remove it by clicking *or view the data in a separate window by clicking 1. When you
have collected all query results click the OK button and the scopes are inserted for the
description (see below).

Descrption scopes
Scope type

laxon name s

Scope value

gertiia (Linnasus, 1

Taxon name Accipter gertliz Linnaeus, 1758

VE ulkdplerguﬁh {Linnaeus, 1758} iL_IT e D
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Project scopes

Besides the already mentioned scope types that allow input of a free text or reference to a
database entry, the scope types Sex, Stage, Part and Other scope provide pre-defined
scope values. The values can be administrated as described in the "Editing the Project"
chapter. For each project a different set of values can be selected as "recommended" values.
If for the current description project scope values are defined/assigned, they are shown in the
right part of the description scopes as Project scopes (see below).

Descrpbion scopes

Project scopes
[]5ex
[CImancich
[Jwestich
[Jstage
[Jadut
[Jarveni
[CJotherConcept
[C]Prachikleid Mannchen
[] Ruhekied

Scope type Scope value

Tamon nams Accipler gentils

Selecting or deleting of a scope entry can be easily done by selecting clickin on the check box
before the scope value. You may select rsp. deselect all scope values of a certain scope type
(Sex, State, Part or Other scope) by clicking the check box of the category. If for a scope
value a detailled description text has been stored, you may view it as bubble help by moving
the mous cursor over the values.

If for a description a scope value is selected, that is not assigned to its project, the value ist
show with yellow background (see below). Such a situation can occur, if the scope value has
been removed for the project or if a description has been moved to a different project.

Descnpbon scopes

Progect scopes
[]5ex
[C]manniich
[wesblich
[ |5tage
- D aduk
[(nnveni
[ClotherConcept [']
[=*] Prachtileid Mannchen [

Scope lype Seope value

Tawon name Accipker nisus

Project

The last section Project of the main attributes tab allows selection of the (local) project the
description is assigned to. This adjustment has influence of the available values of scope
types Sex, Stage and Other scope, the available descriptors and recommended
modifier/frequency values and statistical measures of the description. The access rights for a
certain user to the projects are contolled by the workbench project associated with the local
project (see chapter "Editing the Project") and the login settings (see chapter "Login
administration").
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Project

|:||ﬁ Schmettedings
[l Vol
D'.-l Vogel Deutschlands

..... =7 Vogel weltweit
Read only

If access to a certain project is restricted to "read only", it is displayed with grey colour and

symbol [iin the Project section (see picture above left). A "read only" project cannot be
selected for the actual description. If the selected description has already been assigned to a
"read only" project by another user with appropriate rights, this is indicated at the right
bottom corner of the application window (see above below right).

Continue with:

Edit descriptions - Descriptor view tab

Edit descriptions - Molecular sequence symbols
Edit descriptions - Import sequence data

Edit descriptions - Export sequence data

Edit descriptions - Continuous view tab

Edit descriptions - Resource links tab

Edit descriptions - Sample data tab
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Editing the description - Descriptor view tab

Categonical st=es
% | Mo Sale ! Mﬂg
7 = . hﬂ = |Kanadagans, Schwane, Storche (30-160 o)
35 |calegodca o Zwele grolfichige Gefiederfarbe El{Vio: |G, Smend 0N o)
4o | o |v | Visters Galiatesaban B2 o |Enten, Kshen, Kolkrabe (40-70 cm)
5 categeies s Mstenng auf Bust ader Bauch 03 = S I et o= Wow .
| Pl [ R [1]4 = | Kene Vogel, Zaunkarig, Spedinge, Drosseln |...
7 |categorcal |» | Schabefabe
8 |camgoicel |5 | Schnabeliom
8 [cotegal |5 |Schwubalings iy am Kaf
0 .:aheg:ma: » | Schnabeidicke relztv zum Kopf
11 [categoncal ¢ Auffaliger Augenstich
12 categodcal e« Aufaliger Augening
13 calegoics e+  Besondere Bigenschaften oder Typen
14 |categoncal s Flugbid oder Flugverhaken
15 c‘atﬂmrﬁi Lebensr=um

Status data

x D Stelus Mates
hl To be checked

[dia | Mot to be reconded

|- [ Not eppkcabie

[07 | Data unavalable

T:I " |Hn_lrtu1:|'uiﬂn

(0|8 | Data wihheid

Descrpter tree: | 1.-| femnetes |10 |Mesing data

The left part of the descriptor view tab shows all descriptors available for the description's
project. The entries in column "!" indicate some additional information about the descriptor:

Descriptor is referenced in the summary data (e)

Descriptor is referenced in the status data (©)

Descriptor is mandatory, values must be specified (!)

Descriptor is inapplicable because of other specified descriptors/categorical states (x)
Descriptor is exclusive, only one categorical states shall be selected (e)

If resources are linked to a descriptor, the entry is marked by a square (o) behind its
sequency number and a tool tip appears when the mouse cursor is moved over the "No."
column (see below). By double-clicking the sequence number a "Media view" window can be
opened to view the resources.

3 o |categorical Fweite grolfflachige Gefiederfarbe
4 o categorical » Weitere Gefiederfarben
g Double click to view resource links

7 categorical | e Schnabelfarbe

If for the project descriptor trees are defined, the Descriptor tree: drop-down list and
Restricted check box are shown below the descriptor list (see image below left). If a
descriptor tree is selected, the names of the descriptor tree node hierarchy is included in the
descriptor names (see image below right). This feature is useful, if several descriptors with
ambigious names exist the can now be distinguished. E.g. two descriptors "colour"”, one at
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descriptor tree node "Leaf", the other at descriptor tree node "Blossom" will become "Leaf
If the descriptor name already includes the hierarchy, the
duplicate parts will be filtered. In the mentioned example the descriptor names "Leaf colour"
and "Blossom colour" will not be changed, if the descriptor tree is selected.

colour" and "Blossom colour".

If additionally the Restricted option is set, only the descriptors included in the selected
descriptor tree are displayed (see image below right, missing descriptor number 14). So you
have the option to create several descriptor trees that include only special aspects of the
description's property (e.g. morphology, molecular biology and so on) to get a clearly arranged

descriptor list.

:-—-

Descriptor name

soral development, systemic or local

soral development, effect on the growth of the e...

soral development, sterility

soral development, preverted developments

sofi

san,
san,
san,
san,
san,
san,

s0f,

, details of soral position in flower

details of soral position in spikelet

details of soral position in inflorescences an...

details of soral position in/on/anound stem
details of sor on leaves

details of soral position in roat, rhizome, tuber
vigibility

hypertrophic growth of host tissue

details of galls

S0,
S0,

s0f,

sofi

san,
san,
san,
san,

S0,

overall shape

rudiments or complete organs attachedto s...

size width (ca.)

. size length (ca.)

fusion

colour of the mature sori

colour and other aspects of old sor
colour of young son

details of colour

2 categorical
3 categorical
4 categorical
h categorical
G categorical
7 categorical
g categorical
1) categorical
10 categorical
11 categorical
12 categorical
13 categorical
14 categorical
15 categorical
16 categorical
17 quantitative
18 quantitative
15 categorical
20 categorical
21 categorical
el categorical
23 categorical
Descriptor tree:
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-- Sori and Symptoms soral development, in which...

Descriptar name

2 categorical Sor and Symptoms soral development, systemi...
3 categorical | e Sor and Symptoms soral development, effect o...
4 categorical | e Sor and Symptoms soral development, sterlity

4] categorical | e Sori and Symptoms soral development, prevent ...
G categorical | e Sor and Symptoms sori, details of soral position ...
7 categorical Sor and Symptoms sori, details of soral position ...
3 categarical Sor and Symptoms sori, details of soral position ..
5 categorcal | x Sori and Symptoms sori, details of soral position ..
10 categorical |x Sor and Symptoms sori, details of sor on leaves
11 categorical Sor and Symptoms sori, details of soral position ...
12 categorical | e Sor and Symptoms sori, wisibility

13 categorical | e Sor and Symptoms sori, hypertrophic growth of ..
15 categorical | e Sor and Symptoms sori, overall shape

16 categorical | e Sor and Symptoms sori, udiments or complete ...
17 quantitative | = Sori and Symptoms sori, size width (ca )

18 quantitative | = Sori and Symptoms sori, size length (ca.)

15 categorical | e Sor and Symptoms sor, fusion

20 categorical |ex | Sor and Symptoms son, colour of the mature sori
21 categorcal | x Sori and Symptoms sori, colour and other aspec...
22 categorcal | x Sori and Symptoms sori, colour of young sor

23 categorical |x Sor and Symptoms sori, details of colour

24 categorical | e Sor and Symptoms sori, spore mass, whenyou... | ¥
Descriptor tree: | Character groups for Smut g Restricted

Editing summary data

The right part of the descriptor view tab shows at the bottom the Status data values of the
selected descriptor. It is possible to select several values for each descriptor. In the "Notes"
column additional information concerning the selected data status may be entered. By a
double click on the "Notes" entry a separate edit window can be opened.

Depending on the descriptor type you can find at the top either Categorical states (see
large picture above), Statistical measures, Descriptive text or Molecular sequence (see
pictures below). In the "Notes" columns additional information concerning the specific
categorical state rsp. statistical measure may be entered. By a double click on the "Notes"

entry a separate edit window can be opened.
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Statistical measures

% Mo, Measure Value  Modifier Motes
b Lower range limit {egacy ... |5 v

]

[]

[]

[]

Upper range limit Jegacy ... |15 -

Minimum value -

Maximum value 20 -

LY== T N I+ B -

Mean (= average) -

Measurement unit: pm

Descriptive text
Homo sapiens mRMNGA for prepro cortistatin like peptide, complete » |
‘cds

Notes:
Here are notes ..

Page 111



Maolecular sequence

NNACTCATGTGGTGGAT TCCTCCTATGTAAAACAAAGCCT
AACTTGGAAGAAAGAGAGAAAAAGTTCAGTTTTACACATC

Mucleotide Gap: - Pos: 81

Motes:
This is a test sequence. On position 60 "Adenine” is present ...

To enter a statistical measure value click in the "Value" field and enter the value, the check
mark in field "x" will be set automatically. If recommended modifier values are defined (see
"Editing the Descriptor" and "Editing the Project"), a value may be selected from the drop
down list "Modifier". If no modifier values are available, the appropriate table column may be
hidden. In the "Notes" field an additional text may be added. By double-clicking the "Notes"
field the Extended text editor can be opened.

The descriptive text may be edited diretly in the window, which shows the pure text without
any formatting. In the notes field an additional text may be entered. By double-clicking the
text fields the Extended text editor can be opened.

The molecular sequence window displays in the status line below the edit area the
sequence type ("Nucleotide" or "Protein"), the symbol length ("Len:") in case of proteine
sequences, the gap symbol ("Gap:") if defined, the long text of the actual element and the
position ("Pos:") (see image below). In case of three-letter proteine symbols the position is
the number of the amino acid symbol, not the character position. By pressing the TAB key the
cursor jumps to the next symbol.

Protein Len: 3 Gap: --- Histidine Pos: 11

When characters are entered in the edit area that are recognized as valid symbols, they will
automatically be formatted. One-letter symbols are converted to upper case characters,
three-letter symbols are converted according the "Xxx" schema, e.g. "Ala" for "Alanine". The
sybols for the nucleotide bases "Adenine", "Cytosine", "Guanine", "Thymine" and "Uracil"
are dispayed with different colors. Ambiguity symbols and gap symbols are shown in grey
color. If the ambiguity symbols have not been enabled in the descriptor data, they will be
displayed with yellow background. Symbols that have not been recognized are displayed with
red background.

The molecular sequence window offers some additional functions available in the sequence
menu. It may be opened by moving the mouse cursor over the control header ("Molecular
sequence", see window below left) or from the context menu (right-click on the sequence edit

area, see windows below right). With menu item l’Hlmport you may read the seqeunce data

from a file and insert them to the description. With menu item E"Export you may export the
actual sequence data to a file.
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Malecular sequence
[[]Open #fImport & Export 2

NNACTCATGTGGTGGAT TCCTCCTATGTAAAACAAAGCCT

[] Openwindow »

&=
AACTCGGAAGAAAGAGAGAAAAAGTTCAGTTTTACACATC K

He

Show menu

Import
Export

By double-clicking the molecular sequence area or from sequence menu E|Open > A
Sequence a separate edit window may be opened (see image below). On the top of the
window there is the drop-down menu Insert symbol: where a value may be selected from a

list. After selecting the value press the [ENTER] key or click on f'?*to insert the selected
symbol at the cursor position.

L Main stibtes  Desciptor view | Continwous view  Resource links  Sample data

Jf‘-o _Type. | Descriptorname .].. s mimm pr— {ABENI

:i{ Edit Proteine 1-letter - O > MESE
Insert symbaol: lo]

KLOWERT.ZU | ABENDIISTIEINISCHOENER TAG MORGENS UM HALE'SECHSIKOMMT DIE
KLEINETHEX | Alanine

Arginine
Asparagine
HAspartic acid
Cysteine
Glutamic acid
Glutamine
Glycine
Histidine
Isoleucine
Leucine
L wl e
Methionine
Phemyalanine 3
Profine deine
Senne
Threonine
Tryptophan F
Protein Len: Iyrosine Asn or Asp Pos: 67 F—
Jaline

Apbrrchen Selenocysteine 0K
===t Pyrrclysine - : :

-+ H_GJF symbal I | Eﬂ [ Mot 1o be recorded
To select a categorical state set a check mark in field "x" with a mouse click. If
recommended modifier or frequency values are defined (see Editing the Descriptor and Editing
the Project), values may be selected from the drop down lists "Modifier" rsp. "Frequency". If
no modifier or frequency values are available, the appropriate table column may be hidden. In

the "Notes" field an additional text may be added. By double-clicking the "Notes" field the
Extended text editor can be opened.

felect the symbol for msert |

If a "Modifier" or "Frequency" value is selected, the multiple specification of a dedicated
categorical state is possible. A tool tip offers to add a row by doouble-click, if mouse cursor is
moved over the "State" field (left picture below, picture in the midddle after double click).
Multiple specifications of one categorical state are only allowed if they have been assigned
different modifier and frequency values. Inputs offending these restrictions will be ignored an a
cell error will indicate the problem (right picture below).
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Categorical states

x Mo, State Modffier Frequency  Motes
1)1 polygonal - |imeg...
]2 roundish -

3 epidemoid Double click to add row B

State collection model: OrSeq

Categorical states

x MNo. State Modifier Frequency  Motes
ET polygonal . 5

M1 |polygonal fwhe... = Silees.
|2 roundish = =

/3 epidemoid B =
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Categorical states

| St/ collaction madel:” OrSeq

If resources are linked to a categorical state a tool tip appears when the mouse cursor is
moved over the ID (left picture below). By double-clicking the ID a "Media view" window can

X N, e Modifier Frequency  Motes

BV |pobvgona o - |

|1 polygonal whe. | Unambiguous value is required
(2 roundish = =

0|3 | epidemoid = =

be opened to view the resources (right picture below).

Categorical states

Mo,  State

Motes

o | Kanadagans, Schwane, Starche (30-160 cm)

o |Graugans, Bussard (70-50 cm)

Enten, Krahen, Kolkrabe (40-70 cm)

Double click to view resource links i

H][E] « [w]=E

o | Keine Vogel, Zaunkonig, Spedinge, Drosseln (...

Page 115



% Media view — O by

s

_‘4 &y o7
O & R L

|hﬁp:fﬁspedes-id.netfafmedia;‘thumb;‘fﬁﬂfBirds_sizes| -

If more than one resources have been assigned to one entry, a slider will be visible at the
bottom of the "Media view" window. To switch through the available resources the slider can

be moved using the mouse or the right and left arrow keys (see below).

2 Media view — O >

.—--—-—-—-—-—---—- —

4 Media view — O x

SSES

o

La

S

|http://speciesid niet/o/media/thumb,/5/51/Field_site | ]

|http://speciesid net/o/media/thumb./5/53/Meadow_|| ]

LA

i

Continue with:

Edit descriptions - Main attributes tab
Edit descriptions - Molecular sequence symbols

Edit descriptions - Import sequence data

Edit descriptions - Export sequence data
Edit descriptions - Continuous view tab

Edit descriptions - Resource links tab

Edit descriptions - Sample data tab
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Editing the description - Molecular sequence
symbols

The editor for sequence data recognizes predefined symbols for nucleotide and protein
sequences according the IUPAC definitions.

Nucleic acid symbols

Symbol Name

|A ||Adenine |
|C ||Cytosine |
|G ||Guanine |
|T ||Thymine |
|U ||Uraci|e |
|W ||Weak (AorT) |
|S ||Strong (Gor Q) |
M |[aMino (A or ©) |
(K |[Keto (G or T) |
|R ||puRine (GorA) |
|Y ||pYrimidine (CorT) |
|B ||not A (B comes after A) |
|D ||not C (D comes after C) |
|H ||not G (H comes after G) |
|V ||not T (V comes after T and U) |
|N ||No idea (not a gap) |

The symbols with grey background are ambiguity symbols. The difference between "N" and a
gap symbol (usually "-", but any other symbol may be defined in the descriptor) is that a gap
symbol represents an unspecified number of unknown symbols but "N" stands for exatly one
nucleic acid.

Amino acid symbols

|Name || 1-letter sybmol ||3-Ietter sybmol |
IAIanine “A HAIa I
Arginine R Arg

|Asparagine ||N ||Asn |
|Aspartic acid ||S ||Asp |
|Cysteine ||C ||Cys |
|Glutamic acid ||E ||Glu |
|Glutamine ||Q ||Gln |
|Glycine ||G ||Gly |
|Histidine I ||His |
|Iso|eucine ”I ||Ile |
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|Leucine ||L ||Leu |
|Lysine ||K ||Lys |
|Methionine ”M ||Met |
|Pheny|a|anine ||F ||Phe |
|Pro|ine ||P ||Pro |
|Serine ||S ||Ser |
|Threonine ||T ||Thr |
|Tryptophan ”W ||Trp |
|Tyrosine ||Y ||Tyr |
|Va|ine ||V ||Va| |
|Se|enocysteine ||U ||Sec |
|Pyrro|ysine ||0 ||Py| |
|Asparagine or aspartic acid ||B ||Asx |
|Glutamine or glutamic acid ||Z ||Glx |
|Leucine or Isoleucine ||J ||Xle |
|Unspecified or unknown amino acid ||X ||Xaa |

The symbols with grey background are ambiguity symbols. The difference between "X" rsp.
"Xaa" and a gap symbol (e.g. "---", but any other symbol may be defined in the descriptor) is
that a gap symbol represents an unspecified humber of unknown symbols but "X" rsp. "Xaa"
stand for exatly one nucleic acid. The amino acids "Selenocysteine" and Pyrrolysine" are
non-standard amino acids that only occur in certain species.

Continue with:

Edit descriptions - Main attributes tab
Edit descriptions - Descriptor view tab
Edit descriptions - Import sequence data
Edit descriptions - Export sequence data
Edit descriptions - Continuous view tab
Edit descriptions - Resource links tab
Edit descriptions - Sample data tab
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Editing the description - Import sequence data

With this form you can import sequence data from a file into the database. Choose *Hlmport
from the sequence menu to open the window for the import. Format specifies the file format,
currently FASTA and FASTQ are supported. Click on the ‘Zdbutton to select the file with the
data you want to import.

=Sequenz 1 Kommentarzals A MTEITAAMVKELRESTGAGMMDCKNAL

Description:  First descriplion
Descripior.  Sixth test descriptor

Sequence settings Sequence preview
) hppend sequence at end SerMaThiVal SerGlulleAsnSerGiu Thrfep PheVal Alal ysAsnfAspGinPhelle Alal
= eu Thriysfap Thr ThrilaHizleGinSerfen SerleuGin SerValGluGluLeuHis SerS
) Inset sequence at begnning er Thrlle AsnGly'Val Lys PheGluGhu TyrLeulysSerGinle Al a Thill=GlyGlufsnLeu
e _ : ValVal AmArgPhela ThrieulysAlaGlyMlaAsnGhyVal Val AsnGly TyrlleHis Thrfs
®) Urverwile exising sequence nEyAmValGlyValVal leAlaNlaMaCysAap SerAlaGluVal laSerlLys SerArgAsp L
eul eufrgGinleCysMet Hiz
Header settings Motes preview
() Append header af end of notes [] grome comments »Sequent 2

Hommentzrzele B
() Insen header before notes Hommantarzels C

(@) Crvarwiite notes with header

() lgnione header information

Aobrechen oK

The Contents of the file will be shown in the upper part of the window. For each segeunce of
the file a separate data row is visible. Select the row you want to import and the selected
sequence will be visible in the Sequence preview section. Since in FASTA always a
one-letter coding is used, the sequence will be converted to the three-letter coding if the
descriptor requires this format (see image above). In the Sequence settings you may specify
if an already existing sequence of the descriptor shall be replaced or if the imported data shall
be inserted before or after the sequence. The Header settings determine the handling of the
FASTA header and comment lines. You have the choice to replace the notes by the header
and command lines, to insert them at the beginning or the end or ignore them. If option
Ignore comments is checked, only the header line will be inserted into the notes. In the
Notes preview section you can see the resulting notes.

The FASTQ format contains a quality string, which specifies each symbol's reliablility. Unless
you select one of the Ignore options of the Header settings section the quality string is
inserted int the notes. There the title "QUALITY STRING" marks the start of the quality string
to allow a later data export to FASTQ (see image below).

i Import sequence data - O 5
File: O+Subversion'\ Projelde’ Diversity Descriplions'bin Debug Impor " FAS T Atest fas 1 =
Format: FASTA w

Contents Header Comments Saquanca
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Apbrechen

(@) Owanarte notes with headar
() ignoma header information

#H |mport sequence data — O .y
Flle; |0 Subversion' Projeste \ Divemity Descriptions \bin'\Debug Impen Exanple_Fasig bt | &
Fomat: I_Fﬂ.‘:"FU_ w
Contents: Header Comments Sequence
@MO0ET4:107:D000DDDND-AKPCR 1. QUALITY STRING {251 symbuols), ACB TCATCTIEGTCAT TTAGAGGAMGTAS
EMO0E74:107.00D000000-AKFCR:1:1.. | QUALITY STRING (251 symbols): COC.. | AMGTGACTTEETCATT TAGAGGAAGT.,
EMODET4.107-00000MM00-AKPCR: 1:1... | QUALITY STRING (251 symbols): COC... | AMGTGACTTGGTCATTTAGRGGAAGT...
(@MO0E74-107-000000000-AFPCR:1:1...  QUALITY STRING {251 s-_.rnhnh;::_ﬂI... TECGAGACTTGGETCATTTAGAGGAAG. ..
EMO0ETA 07 000000000-AKFCR:TT,. QUALITY STRING 251 symbols): COC. | AMGTGACTTGGTCATTTAGAGGAAGT
EMO0ET4 102 000000D00-AKMUN-1:1... | QUALITY STRING (250 symbols): COC... | AMGTGACTTGGTCAT TTAGAGGAAGT..
MOCETA102:.000000000-AKMUN-1:1... |[GQUALITY STRING 251 ola): COC .. AAGTGACTTGSTCATTTAGAGGAMGT .
Description:  Description copy
Descriptor: Nudeolide descriptor
Sequence preview

TCATCTTGGTCAT T TAGAGGAAG TAAAAG TOGTAACAAGG T TTCOGTAGGT
GAMCCTGOGGAAGGATCAT TACTGAGAT AGGG TCCTCACGGGLC TGACCTC

[] ignore commerts

CAACCCCATGTCTAAATTACCT T TGT TGOCTOGG TEREGOCG TLGAAAGLCT
ATTTTTATGLCTCTGCOG TOGECCT TAACCOGCCC TOGAGOGOCCACCGAL
GGATTTTTTAAACCATTTTTGAAACGAGACT TCTGAGTGAMATTTAA

hokes preview

EMO0ET4 107 000000000-AKPCR: 17100 8654 1122 1:N006
QUALITY STRING (251 gymbols):

ACBCCCEDF ECPCFFRGGGFGGREAFEGGERGGEECFGEEFFGFGGEGGEGEFEEGEDGE

FGEGETEGGGGLEFRGFGEGEICAGGFEEEFGGGGGEEF FCEBFCECGS . ?

FGOBCEG FGFCAERCFGECDFC FEGGCBBFEGGEGEE C-F@FEGFFB<DGCFFRGFC<FAA
FFC+@+7 F FGGCRG>EGBFBE" > BEF. EEECEETFEEI9E@CLRG™
+5+14+1=FGGEEECS+++ CCATCGC=ECC

Finally click button OK to perform the import of Cancel to abort.

Continue with:

Edit descriptions - Main attributes tab
Edit descriptions - Descriptor view tab

Edit descriptions - Molecular sequence symbols

Edit descriptions - Export sequence data

Edit descriptions - Continuous view tab

Edit descriptions - Resource links tab

Edit descriptions - Sample data tab

OK
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Editing the description - Export sequence data

With this form you can export data from the database to a file. Choose H"’Export from the
sequence menu to open the window for the export. Format specifies the file format,
currently FASTA and FASTQ are supported.

He Export sequence data = O X
File: D wSubversion'\Projekte’\Diversity Descriptions\bin' Debug' Bxpot\ Seguence fas =l _':I
Farmat: FASTA ' [ Ovene exssting fie

n Sawe file

Description.  Description copy
Descriptor: Sodh test descriptor

Header seftings Comments settings
() Generabe new headsar () lonore notes ] Inzet description camments
(®) Find FASTA headerfrom notes (®) Find FASTA comments from notes
() Fnd FASTG header from notes () Insert notes as comment ines
Header preview
=Sequens 1

:Descnphon: Descnpton copy
:Descriptor: Sedh test descriptor
[Hommentarels &

Sequence preview
AXLMTEITAAMVKELRESTGAGMMDCENALSETNGDFDKAVOLLREKGLGKAAKKADRLAAEGLYSVEVSDDFTIAAMRP
SYLSYEDLDMTFVENEYKALYAELEKENEERBERLKDPNKPEHKIPGFASREGL SDAILKEAEEKIKEEL KAQGKFEKIVYD
MIEGKMNSFIADNSOLD SKLTLMGE VMDD KK TVES MAEKEKEFGGKIKIVEFICFEVGEGEVAAGL

In the Header settings you may specify if a new header shall be generated or if the notes
shall be searched for a FASTA rsp. FASTQ header. In case of FASTA export you may specify
in the Comments settings section if FASTA comment lines from the notes (starting with ";")
shall be inserted after the header, the whole notes shall be inserted as FASTA comments or if
the notes shall be ignored. If Insert description comments is checked, two comment linsed
wit the description and descriptor title will be generated.

In the Header preview section you may check and edit the resulting header, in the
Sequence preview section the converted sequence in one-letter notation is displayed.

In case of FASTQ export the Comments settings are irrelevant. If the notes include a
QUALITY STRING sections, it is inserted in the FASTQ output (see image below). If no quality
string can be found or the Find FASTQ quality from notes has been unchecked, the lowest
quaality value "!" is inserted.
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:rﬁ Export sequence data e 0 w0

Farmat: FASTO w [ Owenate exating fie
ﬂ Sawe file

Description,  Description copy
Descriptor,  Nucleotide descriptor
Header settings
() Generste new header
() Find FASTA header from notes
(%) Fnd FASTQ header from notes [+ Find FASTQ quakty from notes

Hesder preview
EMODE74:107;000000M0-AKPCR: 1- 1101 B654:1122 1:N:0:16

Sequence preview

TCATCTTGEGETCAT T TAGAGGAAG TAARAG TCETAACAAGG TTTOCGTAGE TGAACCTGLGEAAGGATCAT TACTGAGATAGEG TCCTCACGGECC TGACTTOC
AR A TG T TAAAT TACCTT TG T TGO T GG TEGE G TOG ARG TAT T T TTATGCCTCTGOOG TOGECC T TAALCCGCCC TCRAGDGOOC ADCGACGEA,
TT T T TARACCAT TT T TGAAACGAGAC T TCTGAG TGARAT TTAA

+

ACBCCCEDF ECACFFRGGGRGEEAFEGGEEE GGG FGGEFRGFGEGEEEFGEGOGGRE EG B FEGGEGE EFFGFGGGGIC FEGFAEEFGG GLGEEF CERFCEC

GG, PrEDBCEGFGEFCAERCFGECOFCFGEGCBAFEGGNG L FEFEGFFB<DGCFFFGRCFAAFFCHE
+7:F;FGGCRG">EGAFBE"> BEF EEECEETFRESIO@ECCRG" +3+1+1=FGGSEEC G+ CCANCGCECC

Click on the ‘Zlbutton to select the file where the data shall be exported. By default the data
are appended at the end of the selected file, check the Overwrite existing file option to

overwrite it. Finally click the [Esave file button to write the data.

Continue with:

Edit descriptions - Main attributes tab

Edit descriptions - Descriptor view tab

Edit descriptions - Molecular sequence symbols
Edit descriptions - Import sequence data

Edit descriptions - Continuous view tab

Edit descriptions - Resource links tab

Edit descriptions - Sample data tab

File: |D.\.Sl.tn'l:mil:-n'-.F‘rl:ljl:l-:tl:~,€“Jivorsih'|]n:=cd|:dil:-na'ﬂr!"~Dub.Jg'~Emuﬂ: ‘eguence fg | o | Wet|
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Editing the description - Continuous view tab

Main attibutes  Descriptor view  Contnuous view  Besource inks  Sampie data

Summary dala
| {5 Watters Gefiedefarben | 4
L cremefarben bis hellbraun =
= mitelbraun bis dunkelbraun, rotbraun ~d
= achwarz R'_
] € Musterung auf Brust oder Bauch L
L& auffalig und kontastreich gebandert, gestredt A
-  Fabe der Beire
= graufarbig £
5 £ Schnabefabe
i graufarhig

C Schnabefom

& mil Hakenspize

{7 Sehnabslange redstiv um Koo
namnal

C Schoabeldcke relativ zum Kopl

c

uniautfalig, unentschieden

i

Auffahiger Ssgenstnch

fehlend
= £ Auffaliger Augening
tehland
=| { Besonders Goenschaften oder Typen

L& Grefvogealaig
5 ¢ Plugbid oder Fugvethahen

& Sihouette habicht- oder falkenahnlich
] C Lebensrsum

L& Stadte, Dorfer, Garten, Parks

La Felder, Wiesen und Weiden. Hacken

= Wald
L
2 ¢ Caegoncal Descrnior = ¥ Cuenttative Descrptor
Categoncal date(s) Quantitative messsre
= Tx Teud Descrigtor B & Seguence Descriotor
Teod Sequence

The continuous view tab provides an alternate view on the descriptive data. In the Summary
data only the descriptors are included where data have been entered. At the right side there
is a tool strip. The displayed buttons will change depending on the selected entry. The

descriptor types C categorical, £ quantitive, Txtext and b4 sequence are indicated by

different colours and icons as shown in the example at the bottom. By pressing the Tubutton
on the tool strip this example may be hidden. Descriptors that are marked as mandatory are
displayed with light red text, descriptors that are inapplicable are greyed out. Additionally
coloured background indicated possible problems, e.g. if an inapplicability rule has been
ignored or a not allowed descriptor has been used. A tool tip text shows the error or
warning reason when the mouse curser is moved over the element.

By pressing the “ubutton the tree view may be expanded to display the contained categorical

states, quantitative measures or texts. By pressing the “Ebutton the tree will be collapsed to
descriptor level.

To insert a descriptor press ,;';!', to delete a descriptor select the entry and press #%. If only a

single value shall be removed, select the entry and use the = button. All these functions can
alternatively be accessed by the context menu by a right-click on the tree node.
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Summary data

La cremsfarben bs helloraun
& mitebraun bis durkebraun, rotbraun
L gohwiarz
=  Musterung auf Brust oder Bauch
Le :
= Faltl “hm ,'-ﬂ Append descriptor
L graufarbig
= ' Schrabefarhe
= graufahig =
=l Schnabsifom
L& mit Hekenspilze % Copy text
= £ Schnaballange relabv zum Kopé

VRN

= Remove value

2 A0

\iew resources

If for a descriptor resources, e.g. pictures, are avaialble, this is indicated by the background

color of the descriptor icon. Categorical states with resources are marked with icon “ (see
first entries in picture above). The resources may be accessed by a right-click on the tree

node and selecting context menu item &l view resources (see picture above).

Structured descriptor view

If for the project a structured descriptor tree is defined, i.e. a descriptor tree that contains at
least one descriptor tree node, the Descriptor tree: drop-down list is shown below the
descriptor tree (see image below left). If a descriptor tree is selected, the descriptor tree
node hierarchy will be included in the output and the descriptors will be arranged accordingly.
The names of the descriptor tree nodes and the descriptors will be reduced by parts
contained in the supriour hierarchy nodes (see image below right).

Tx literature references P
¥ momhology mycorhizal svstem lenath [mml (%) :

Wl mormhology mycorhizal system mmification presencetype

morphalogy mycorhizal system tips {per 10 mm} number (7)

momhology mycorhizal system mmification orders (7

momphology mycorhizal system abundance (7

morphology mycorhizal system main axds diameter [mml ()

mormhology mycorhizal system taste {after 2-3 min chewinag} (7)

mophology mycorhizal system rhizomorphs presence

momphology mycorhizal system rhizomorphs frequency (-

momphology unemified ends mantle hydrophobicity presence (%)

momphology unemified ends shape (7)

morhaology unemified ends shape {of distal end} (7)

momphology unemified ends length [mm (%)

momphology unamified ends diameter [mm] (#)

momphology unemified ends colour

momphology unemified ends very tip colour (7)

momphology unemified ends older parts colour (#)

mophology unemified ends mantle cortical cells wisibility (7)

morphology un@mified ends mantle {distinct} suface visibility

momhology unmmified ends mantle transparency (7)

momhology unmmified ends mantle laticfers visibiliby

mormhology unemified ends mantle secreted latex {after scratching

mormhology unemified ends mantle secreted latex {after scratching

momphology unemified ends mantle dots presence-colour (7)

momphology unemified ends mantle carbonizing presence A

R N N R N e N e W R bl s I e R e T b B W i

2H ]

Descriptar tree: W
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 anatomy mantle longitudinal section merstem presence-kind ~
 anatomy emanating elements cystidia presence-number :
-—£ lterature
—£ momphology mycomhizal system
----- ¥ length [mm] (7}
o-C
----- ¥ tips {per 10 mm} number (7}
----- ¥ mmification orders (7)
----- C abundance (%)
----- ¥ main axis diameter [mm] (%)
----- C taste {after 2-3 min chewina} (7}
+]- rhizomorphs presence
----- C rthizomomhs frequency (4
morphology unramified ends
morphology thizomorphs
morphology sclenotia
anatomy entine mycomrhiza
anatomy entine mycomhiza laticifers
anatomy martle
anatomy martle outer mantle layer {apart from tip}
anatomy martle outer mantle layer {of ectomyconhizal tip}
anatomy mantle middle martle laver
anatomy mantle inner martle layer
anatomy mantle longitudinal section
anatomy mantle longitudinal section tannin cells

'_|
s}
]

hhhhhd b dddd b

anatomy mantle longitudinal section corical cells W
>
Descrptortree: | Main descriptor tree W

If for a descriptor tree node resources are available, this is indicated by the grey background
color of the descriptor tree icon. The resources may be accessed by a right-click on the tree

node and selecting context menu item &l view resources. Additional descriptor tree node
information, e.g. an optional abbreviation or details text can be viewed as bubble help by
placing the mouse cursor over the item.

Editing summary data

A click on .”dopens an edit window at the right part of the tab. This window provides the
same functions as available in the descriptor view tab. The picture below shows the resource
linked to a categorical state that can be opened by doule-clicking the state ID in the
Categorical states section.
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Main atinbutes  Descriptor view | Confinuous view  Rasourceinks  Sample data
Summary dats Calegoncal ates

B C Homemnile A |x No. Smte
& Enten,

Notes

Lorinaaidas ; [0 = |aufalhg und kantrastreich gefieckt oder getuph
- auffilig und kantrastreich gebinden, gestret
mufilig und kantrasireich gefleckdt bis geabichel |
richt gemustet

| % Media view - O # 2 =
1]

Continue with:

Edit descriptions - Main attributes tab

Edit descriptions - Descriptor view tab

Edit descriptions - Molecular sequence symbols
Edit descriptions - Import sequence data

Edit descriptions - Export sequence data

Edit descriptions - Resource links tab

Edit descriptions - Sample data tab
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Editing the description - Resource links tab

Main aftributes  Descripior view  Continuous wiew  Resource ks Sample data

pedia/cammons /3/81 Nothem _Goshawk_ac
wiipadia/commonss/d ' 3a/Acc ne gl 0

Hmmmmkmmmmumﬂwmmemmu arilé

| < »
Resources
Ma. Resournce name | Flanimg : Role 2.4
1 Hahbich secondary = I- hitp:/fupload wikimedia oy wikipedia/com
Hahicht Jungtiers secondary =~ e
|Hah|d‘lﬁ.g secondary  ~ »
| e
12
>

URL [u/whipedia/commons/d/de/Ace_nestipg| Sie |1066 | Wiah [1280 | Height (960 | Dummion [ ]

The resouce links tab allows assigment and inspection of resource links for the description. In
the lower Resources part of the tab there are two tables. Ar the left the "Resource" table
specifies the single resources, at the right the "Resource variant" table contains the
associated URLs to images, video or sound resources.

To enter a new resource select the empty line at the end of the "Resource" table and click on
the "Resource name" field. After entering the "Resource name" (leave the cell by pressing the
TAB key) automatically a new value for the sequence number ("No.") is initialized. The
sequence number determines the display order in tables and may be changed manually. You
may order the resource entries by clicking on the column header or by using the arrow buttons

in the left tool strip (4 and wfor up and down, A and Xto shift the selected entry to top or

bottom). After ordering the resources click button 2to renumber the entries starting with "1"
and make the changes effective. In field "Ranking" you may enter a numeric value in range 0

. 10 expressing the suitability of the resource. In field "Role" you may select one of the
offered values.

If you want to delete a resource, you have three choices:

1. Select the resource and press the #<button in the left tool strip.

2. Select the resource and press the Delete key on the keyboard.

3. Enter the sequence number column ("No.") and remove the value. After leaving the cell
the entry will be deleted.

In any case you will be asked if you want to delete the data row, if resource links are
present.
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To view or edit the additional resource data and copyright information press on the button A
besides the resource table. In field License: and a link to the license text in the web may be

entered, in field Rights: you may enter a copyright text. By pressing the @button a browser
window can be opened to navigate to the license page in the web. Furthermore you may
enter a detailled text (field Details:), the resource language (field Language:) and set the
Display embedded flag (see picture below). If any additional resource data have been
entered, this will be indicated by a square (o) behind the resource name's sequence number
(see picture above).

© Resource details and copyright information = 2| o

Habicht Jungtiere

Licenss it '..;..f.-'?_,:.,-,f_?':..'...'.'.';' i !'_'_'IA_."__-'_.,.:F,.I,_.-*.\,:,!;I}?& . 'a

Rights: [CC 3.0 Wispeda

Dietasls

Language | ] Desplay embedded

Abbrechen 0K

To enter a resource link, first select the entry in the "Resource" table, then select the empty
line at the end of the "Resource variant table". By clicking on the "URL" field a web address
may be entered. By double-clicking the "URL" field a browser window opens to navigate to the
resource. For each resource several URLs to resource variants with different quality levels,
e.g. different resolution, may be inserted. For each entry in the URL table a different value of
"Variant" must be selected.

As an alternative to a resource URL a colour may be spcified in the format "color://#rrggbb"
where "rrggbb" specifies a hexadecimal colour code. The colour can simply be seleced by

clicking the button % besides the resource variant table.

To remove a resource variant, select the entry and press the #button in the right tool strip
or the Delete key on the keyboard. Alternatively you may delete the "URL" entry in the
resource variant table.

The upper part of the resource links tab consists of a preview window on the left side and the
complete list of resource links. By selecting one of the links the preview is shown on the

preview window. If you press button Q'in the preview window, the resource is opened in a
separate viewer window.

At the bottom of the resource links tab the media data of a selected URL are displayed. These
data can be edited by double-clicking the "Type" entry in the resource variant table, by

clicking at one of the media data value fields or the Jbutton. The edit dialog provides the
possibility to access the URL to get available data. Additionally the values may be edited
manually.
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[# Edit media data — O X
LIRL: http:/ /upload wikimedia .orgwikipedia/commons/4./4e/Acc_nest jpg
| " Access URL to get media data |
MIMEtype: |image/ipeg | SzeB} |1086 |
Width: | 1280 | Height:  |960 |
Duration [s]: | |
[ Abbrechen oK

Continue with::

Edit descriptions - Main attributes tab

Edit descriptions - Descriptor view tab

Edit descriptions - Molecular sequence symbols
Edit descriptions - Import sequence data

Edit descriptions - Export sequence data

Edit descriptions - Continuous view tab

Edit descriptions - Sample data tab
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Editing the description - Sample data tab

Event data
-= Name: |Accpiter gertile in Ingolstad: | o 161587 |
Pl Pntahe | Sovenl Aocipiin: gavelinthat vians chasrved ding e sxfamidn.
{Stat)date: |11.112015|~| (14:2537:4]| Enddate:
Gea. area: | - [Bundesrepubilc Deutachiand, Bavaria, Ingolstact et
Lat. (NS) [48.7667 | Long (EW): [11.4286 | M
Geo. datum: | |
Geo. notes: lhed |
Samping unis
Unts: 2  Descrtorires: “ v from descrptor: 0 % todesorptor 19 3 M
0O

The sample data tab allows assigment and inspection of sampling events and associated
sampling units for the description. In the upper left Sampling events part of the tab there is
a list of the sampling events stored for the description. By selecting a sampling event entry
the Event data are shown in the upper right part of the tab. Here you may edit the event
name, a detailled description, the date and time rsp. a date and time span and geographic

data. To insert a new sampling event click on the = button in the Sampling events section,

to delete the selected sampling event and all stored sampling unit data press the = button
(see image above).

The geographic area may be linked to an entry of a DiversityGazetteers database (see
section Module related entry). If latitiude and longituede have not yet been entered, the

coordinates of the selected DiversityGazetteers entry will be inserted. By pressing the o3
button a window to select the coordinates by Google maps will be opened. Field Geo. datum
allows entering short text concerning the geodetic datum. If coordinates are entered using
Google maps a remark that WGS84 coordinates are used will be inserted.

Editing sampling unit data

For each sampling events one or several Sampling units may be entered. A sampling unit
represents a tuple of values that belong together, e.g. because they represent a single

specimen. For each descriptor, which is represented by the table column, a value may be
entered in a sampling unit, which builds a single table line. The background colour of each
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table column indicates the type of sample data: Categorical, quantitative, text or sequence .
If the number of sampling units is displayed in field Units of the Sampling units section in the
lower part of the tab. If sampling units are present, the number is displayed with yellow
background (see image below).

To view the unit data, select a Descriptor tree and choose the descriptor sequence range (
From descriptor ... to descriptor) to restrict the number of columns displayed in the unit

table. Finally press button Mand the sampling untis will be displayed (see image below). If
you prefer to display the present sampling units automatically whenever you select a sampling
event, click on the number behind Units. The background changes from yellow to red to
indicate this mode. When you select a cell and resources are available for the selected

descriptor column, the button &l will be shown. You may click it to view the descriptor
resources.

To insert a new sampling unit press button L. By clicking on the free space at the beginning
of a table line you mark the whole sampling unit (see picture below). Now you have the
additional options to delete the unit by pressing button #or to copy the data to a new
sampling unit by pressing the Baibutton. Keep in mind that all unit data will be copied, even if
you do not see all descriptor columns due to the display restrictions.

Samping units
Lints: 2 Diescplor tree | From desenptor: 0 2= o descriptor; |39 =
5} 1 2 3 4 5 5
B WTJIEQ ut Kompergrofe Dberwiegends Fweite Waters Musterung auf Farbe der B
P Gefiederfarbe grelflachige Gefiederdfarben Brust oder Bauch
Gefiederdatbe
s
< »
Link specimen: | [ ™

When you select the Sampling unit ID cell you may enter a collection specimen in the Unit
specimen control below the units table. By clicking the “Abutton (see section Module related
entry) you can link it to an entry in a DiversityCollection database. If the sampling unit is
linked to a database entry in DiversityCollection, the text of the Unit specimen: control is
shown with light yellow background. You may view the linked data by clicking the “Abutton or
double clicking the Sampling unit ID cell.

To modify categorical sampling data enter the table cell and press the ™ button within the
cell. A control will be opened where you can select the categorical states and enter notes or
modifier values (if defined) for each single state (see image below).
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For all other sampling data the value can be entered directly in the table cell. Notes for the
selected table cell are entered in the Notes: text box directly below the units table. For
categorical, text and molecular sequence sample data a separate edit window can be opened

by double-clicking the table cell. For molecular sequence data the tool strip buttons *H

(import) and E"’(export) allow import and export from rsp. to dedicated file formats as
described in sections Import sequence data and Export sequence data.

0|0/0/0|0/4,0,0

Continue with:

Edit descriptions - Main attributes tab

Edit descriptions - Descriptor view tab

Edit descriptions - Molecular sequence symbols
Edit descriptions - Import sequence data

Edit descriptions - Export sequence data

Edit descriptions - Continuous view tab

Edit descriptions - Resource links tab
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Editing the descriptor

After starting a database query and selecting an entry in the result list the dataset is diplayed
in the edit window. In the header area the dataset name is shown (see picture below). Below
the header area the descriptor name may be edited in a text box and the sequence number
(No.) can be set, which determines the display order in descriptor lists. Changes of the
descriptor name will be visible in the header after saving the dataset. To check dataset

changes, click on the button to open the history.

The main descriptor data may be accessed in the first Main attributes tab, which is
described below. Click on one of the other tabs in the picture below to go directly to the

appropriate manual chapter.

® DivessitgDescrpbons, Databzce DversbyDesonptions? 08 Biowlkl w411 - ] X
Conpectian Edk [ Gnd  Query  Data  Admasishation  Help
A DBy X | B 55 Descripls Weitere Gefiedarfarhan =
Gusrrremds 1-14
1 - Kéepas gitila o = 4 2 = E
2 - Oty wizgreeds Cefaderarbe Desaiplur. |\lerore Getederfamen e 4 o LD =
3 - Twele grodinchize Gefederfart = ke = i
4 - Wetere Gefedertarben Wer girioden Cmsgoncal simes. Descrptortree ModfenFrecuemcy  Fesouce inks =
|5 - Musterung auf Brus] cder Blwsch Nbver— |
f - Farbe der Bonn o
; : Ei:::lﬁf::::-l:' Dt :—-er aach de Faben won Strchen. Birgen slc
|8 - Schnabaificge relatly zum Kopf
10 - Echnaceidicks refatty zum Kopf
| 1 - AuMsiger Augensirich
{2 < Agirakper SAugesrng
13 - Basondsrs Eiganschallan odar
SRS S B s e
eder by | Seguenc i~ | § 4l - Holes:  |Mehrfachauewah! miighch
¥ TRy EA |
Qusry condtans Natural langusge siopan
Descricbor = Wordrg |
L Tl = I
: —— hifiera |
Derinls '~
Potgect = g | - sfter
T
Mandstory - Dh=mcrpior by Dercrpior sstirgs
Enchmive = Sl meamurement soaie !'-'r—rg v |
LR (= = State cofechon model | OrSel |
Categoncal steie
= Tile: = ~ Repralabity | Sanda [ 1, THHHOE
Dhiraczipter e - |
GE; i Exx Fvadaiit Slandand 1 MHIES 308
e THe = — !—I lustve ¥ Bandan [
ke . ] Mandalon
i T =+ ™
Dleracriober fras
= T =
Temnoda = =
Bgwgnmerd  +
Edit descriptars -

Main attributes tab

The main attributes tab provides access to an abbreviation, a detailled descriptor text, notes
and wording information for natural laguage descriptions. In the bottom area the Descriptor
type, Descriptor settings, Measurement data (only for quantitative descriptors) and
Molecular sequence data (only for sequence descriptors) can be adjusted. The descriptor
type can only be modified, if the descriptor is not referenced by any description. If the
descriptor type "Categorical" is changed, already entered categorical states will be deleted.

The check box Exclusive (only for categorical descriptors) indicates that only one state shall
be specified in a description. Check box Mandatory indicates that for this descriptor always
data shall be specified. Statistical measurement scale specifies for categorical descriptors,
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if the states are unordered (e.g. red/green/blue) of ordered (e.g. bad/medium/good). For
quantitative descriptors it specifies if intervals or ratios are measured. Repeatability and
Availability specify how reliable (different measurements or scorings by different observers)
and accessible the descriptor is, e.g. for identification.

For quantitative descriptors the Unit of the measurement values my be specified either by
directly entering the string or alternatively by selecting a Prefix (e.g. "k" for "kilo" = 1000) and
the Base unit (e.g. "g" for "gramm"). Unit is prefix indicates that the measurement unit
preceeds the measurement value. Minimum and Maximum specify the absolute range limits
expected for the measurement values. If in a description specific values, e.g. "Mean", exceed
these limits, a warning will be shown. Values are integer indicates that dedicated values,
e.g. "Min" or "Max", are expected to be integer values. Take care that statisical measures like
"Mean" certainly may be real numbers. If this condition is violated in the description data, a

warning will be displayed.

For sequence descriptors the sequence type Nucleodide sequence or Proteine sequence
must be selected. Enable ambiguity symbols determines if in the sequence data ambiguity
symbols like "S" for "C or G" in nucleotide sequences, are allowed. In case of protein
sequences the Symbol length may be chosen from one letter sybols (e.g. "A" for "Alanine")
and three letter symbols (e.g. "Ala" for "Alanine). The Gap symbol is a symbol that indicates
gaps of unspecified length and must meet the selected symbol length.

Descriptors are not directly assigned to a project, instead descriptor trees are used. One
descriptor may be included in several descriptor trees and therefore belong to several projects
or it might be unassigned. You can easily find descriptors that are not included in any
descriptor tree by setting "Descriptor tree" -> "Assignment" to "@" in the search criteria. By
opening the Descriptor tree tab these descriptors may be easily inserted into a tree by

selecting the tree (node) and clicking o

Read only

If the actually selected descriptor is referenced by more than ony project and not all of the
projects can be modified by the actual user, the descriptor data cannot be changed, which
will be indicated at the lower right corner of the application window (see above).

Continue with:

Edit descriptors - Categorical states tab
Edit descriptors - Descriptor tree tab
Edit descriptors - Madifier/Frequency tab
Edit descriptors - Resource links tab
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Editing the descriptor - Categorical states tab
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The Categorical states tab is only enabled, if the descriptor type has been set to
"Categorical". The upper part of the state tab shows the table of categorical states. To enter
a new state select the empty line at the end of the table and click on the "Categorical state"
field. After entering the "Categorical state" name (leave the cell by pressing the TAB key)
automatically a new value for the sequence number ("No.") is initialized. The sequence number
determines the display order in tables and may be changed manually. You may order the state
entries by clicking on the column header or by using the arrow buttons in the tool strip right

besides the states (a and wfor up and down, 4 and Xto shift the selected entry to top or

bottom). After ordering the states click button Zto renumber the entries starting with "1"
and make the changes effective.

If you want to delete a categorical state, you have three choices:

1. Select the state and press the #button in the tool strip right besides the states.

2. Select the state and press the Delete key on the keyboard.

3. Enter the sequence number column ("No.") and remove the value. After leaving the cell
the entry will be deleted.

In any case you will be asked if you want to delete the data row. If the categorical state is
already used in any description items, the number of affected entries will be shown and you
have the option to abort the action.

If for a state at least one assigned resource is present, the state is marked by a square (o)

behind its sequence number (see image above). After selecting the categorical state its
assigned resources ar displayed in the lower part of the state tab, the State resource links.
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It allows management of resources linked to a categorical state marked in the upper table. For
a detailled description take a look at the Resource links tab section.

Continue with:

Edit descriptors - Main attributes tab
Edit descriptors - Descriptor tree tab
Edit descriptors - Madifier/Frequency tab
Edit descriptors - Resource links tab

Page 136



Editing the descriptor - Descriptor tree tab
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The Descriptor tree tab provides the possibility for a structured assignment of the
descriptors to the projects. The Descriptor tree consists of three node types, which show
the administered projects, descriptor trees, descriptor tree nodes and descriptors. The
tree parts' colours are shown in the example at the bottom. By pressing the Tabutton on the

tool stipe at the right side the example may be hidden. The buttons displayed on the too strip
will change depending on the selected entry.

Descriptor trees are the root of a tree and may only be appended at a project. To insert a

new descriptor tree select a project and press +°. Descriptor tree nodes may be appended
at a descriptor tree or another descriptor tree node. To insert a new descriptor tree node,

select the parent and press ¥, Descriptors may be appended to a descriptor tree or a
descriptor tree node. To append a descriptor select the parent and press -T-', to remove it
select the descriptor and press =* | All these functions can alternatively be accessed by the

context menu by a right click on the entry. The descriptor type is indicated by different icons.

Categorical descriptors are marked as ™, quantitative descriptors as ™, text descriptors as
 and sequence descriptors as ~

You may change the name of a Descriptor tree or a Descriptor tree node in three different
ways:
1. Select the tree element (single click) and then click once on it.

2. Select the tree element (single click) and click on button ﬁin the tool bar on the
right.

. . . a .
3. Right-click the tree element and select item ==Edit name from the context menu.
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You may edit the name of the selected node within the tree. The Descriptor tree must be
globally unique. The Descriptor tree node names must be unique with respect to their tree
position, i.e. all nhodes with the same parent within a descriptor tree must have distinguished
names.

If a Descriptor tree or a Descriptor tree node does not contain any other element, it may

be deleted by pressing =- (delete descriptor tree) rsp. ;E(delete descriptor tree node).
Please be aware that in edit mode "Descriptor" the descriptor tree shows only the descriptor
that as actually selected in the query panel! To get a complete overview of all descriptors
assigned to a certain descriptor tree and to delete trees or nodes with all included objects,
select edit mode "Project" (see Edit projects).

If projects and their associated descriptor trees cannot be changed, because the project has
been set to "read-only" state, these parts are displayed with grey text color (see project
"Schmetterlinge" in picture above).

Descriptor trees can be marked as "tree complete”, to indicate that they should contain all
descriptors of the project. In this case the symbol of the descriptor tree changes from “to

“&, Setting and resetting the "tree complete" flag is described in the Edit projects section,
where additional edit options are availabe.

When a new descriptor tree or descriptor tree node is inserted it gets a numeric name, which

may be changed by clicking on the node or selecting Ll?from the context menu. Take care
that the names of the discriptor trees must be unambiguous within the whole database! The
names of the descriptor tree nodes must only be unambiguous within one parent.

The descriptor trees support three main functions:

e Assignment of descriptors to a certain project

e Selection of recommended Frequency/Modifier values and Statistical measures for
a certain descriptor

e Structured arragement of the descriptors, e.g. for hierarchical selection lists and
definition of descriptor subsets for description editing and export

If no descriptor tree is installed for a certain project, all descriptors, modifier/frequency values
and statistical measures will be usable in the project's descriptions. If a project contains
several descriptor trees, the available descriptors are the superset of the descriptors assigned
to all contained trees.

Sorting of descriptor tree elements

By pressing the “ubutton you can expand the tree view to display all elements, by pressing

*Kthe tree will be collapsed to descriptor tree level. With the arrow buttons (. wrsp. - ¥)
you can move descriptor tree nodes up or down rsp. to the top or the bottom. An additional

ordering option is to select the descriptor tree node you want to move and click the ##
button. The button's back color changes to féd and you may now select the new position in
the tree.

In operation mode Edit projects you may take over the descriptor order from a descriptor tree

to the descriptor sequence numbers of all project's descriptors. This will affect the descriptor
presentation for description data editing or document generation.

Descriptor tree node details etails

For Descriptor tree nodes you may enter an abbreviation a details text and assign resource
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data. Select the Descriptor tree node (single click) and click on button I=’ﬂin the tool bar on

the right. Alternatively you may right-click the Descriptor tree node and select Akedit
details from the context menu. An edit window as shown below will be opened.

if descnplar bree node detal ==
| Ed pt de details | b
First node of copy

Abbray.: {lat
Detads: | Thiz i the firet descripbor tree node,
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If resources are assigned to a Descriptor tree node, its symbol is shown with grey
background in the descriptor tree. You may view the resources by right-clicking it and

selecting k] View resources from the context menu.

Recommended statistical measures, modifiers and frequency values

Click on Xin the tool bar to close the edit window in the right part of the tab or on “to
reopen it. In the edit window you can select recommended modifier/frequency values and
statistical measures. The recommended values can be administered for a selected descriptor
or for a selected descriptor tree node. In the latter case selected values are inherited by all
subordinate nodes, which will be indicated by the background colour if a subordinate node is
selected in the descriptor tree.
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Deescrptor tree
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The picture below shows an example for a descriptor where the recommended statistical
measures Minimum value, Maximum value and Mean are inherited by the superior node.

Descriptor tree:
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For the contained descriptor only additional values

cannot be de-selected.
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may be selected, but the inherited values
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Continue with:

Edit descriptors - Main attributes tab
Edit descriptors -

Categorical states tab

Edit descriptors - Madifier/Frequency tab

Edit descriptors - Resource links tab
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Editing the descriptor - Modifier/Frequency
tab

Main siirbtes  Calsgoncal siates  Descrpiortes  Modfier/Frequency  Resource links
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The Modifier/Frequency tab allows definition of modifier and frequency values. The
sequence number column ("No.") determines the display sequence in selection lists. You may
order the entries by clicking on a column header. With the arrow buttons (. #) you can
move the selected entries up or down within the table, clicking button “or Xshifts the
selected entries to the top respective bottom of the table. After ordering the entries click

button Z'to renumber the table entries (starting with "1" for the first table entry) and make

the changes effective. After pressing button J-]colurm "Use" shows the number of references
in the database for each modifier rsp. frequency value.

To enter a new modifier or frequency value, select the empty line on the end of the table and
click on the "Modifier" rsp. "Frequency" field to enter the new values. After entering the new
entry name automatically a new value for "No." is initialized. To delete an entry, select the
entry and press the &tool strip button, the Delete key or remove the value in the sequence
number column ("No.").

There is a number of predefined modifier and frequency values commonly used. These values
can be accessed by pressing the 9 button, which opens one of the windows shown below.
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f“'-:‘i Organize predefined values —
Predefined modfier values

[ liuncertain) [Certainty]

[«]almost certainly [Certainty]

[likely [Certairty]

[«]perhaps [Certainty]

[ possibly [Certainty]

[ Ipresumably [Certainty]

[ Iprobably [Certainty]

[ Iprobably nat [Certainty]

very likely [Certainty]

[ 1iby misinterpretation) [Misinterpretation]
[ loften misinterpreted as [Misinterpretation]
[ Irarely misinterpreted as [Misinterpretation]
[ ]sometimes misinterpreted as [Misinterpretation]
[ blackish [COther/Colar]

[«]bluish [Cther/Caolar]

[ bright [Cther/Colar]

[ ]bright to pale [Cther/Calar]

[ Ibrownish [Cther/Color]

[ dark [Cther/Colar]

[ Idark to light [Cther/Calar]

[ Idarkish [Other/Colar]

[ ]deep [Other/Colar]

[ ]deeply [Cther/Colar]

[ dirty [Cther/Calar]

[ dull [Other/Colar]

Abbrechen

OK

Pt

= O &
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) Organize predefined values

Predefined frequency values

[ lisometimes) [Frequency 1]
[«]abundant [Frequency 1]
[«]almost always [Frequency 1]
[«]almost never [Frequency 1]
[«]always [Frequency 1]

[ ]at least one [Frequency 1]
[ lat least some [Frequency 1]
[ lcommanly [Frequency 1]

[ liew [Frequency 1]

[ irequently [Frequency 1]
[ present, [Frequency 1]

[ linfrequently [Frequency 1]
[ |less often [Frequency 1]

[ Imany [Frequency 1]

[ Imore commanly [Frequency 1]
[ Imoare often [Frequency 1]

[ Imost commenly [Frequency 1]
[«]mastly [Frequency 1]

[ Inever [Frequency 1]

[ Inet commanly [Frequency 1]
[ Joccasional [Frequency 1]

[ Joccasionally [Frequency 1]
[« often [Frequency 1]

[ Ipredominant [Frequency 1]
[ lpredominantly [Frequency 1]

Abbrechen

OK

Pt

= O &

By checking of uncecking the values, they can easily be inserted or deleted from the modifier
rsp. frequency list. Values that are already used in the database are marked by a grey text
colour. When these values are marked to be removed from the list, you will be asked for each
single value if it really shall be deleted after pressing OK. New values are inserted at the end

of the list (see below).
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You may order the modifier and frequency values according the sequence of the predefined
values by pressing the = button, which opens one of the windows shown below. Values that

are not in the predefined lists will be shifted to the end of the list.
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b St modifier/frequency values — O
MName Class m ::1" o
almost certainly 6 1
pethaps Certairty a 3
very likely Certainty 9 4
bluish Other 10 i
Spring Seasonal 1 H
Summer Seasonal 2 7
dudomn Snasonal 3 8
Wirter Seasonal 4 i |
uncertain Certainty 5 10
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b St modifier/frequency values = O *

= e |2 [,

abundart 5 1
almost always Frequency 5 '2
almost never Frequency ; 2

3 4

4 o

2 6

1 7

Continue with:

Edit descriptors - Main attributes tab
Edit descriptors - Categorical states tab
Edit descriptors - Descriptor tree tab
Edit descriptors - Resource links tab
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Editing the descriptor - Resource links tab
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The resouce links tab allows assigment and inspection of resource links for the descriptor. In
the lower Resources part of the tab there are two tables. Ar the left the "Resource" table
specifies the single resources, at the right the "Resource variant" table contains the
associated URLs to images, video or sound resources.

To enter a new resource select the empty line at the end of the "Resource" table and click on
the "Resource name" field. After entering the "Resource name" (leave the cell by pressing the
TAB key) automatically a new value for the sequence number ("No.") is initialized. The
sequence number determines the display order in tables and may be changed manually. You
may order the resource entries by clicking on the column header or by using the arrow buttons

in the left tool strip (. and wfor up and down, A and Xto shift the selected entry to top or

bottom). After ordering the resources click button Zto renumber the entries starting with "1"
and make the changes effective. In field "Ranking" you may enter a numeric value in range 0
... 10 expressing the suitability of the resource. In field "Role" you may select one of the
offered values.

If you want to delete a resource, you have three choices:

1. Select the resource and press the #button in the left tool strip.

2. Select the resource and press the Delete key on the keyboard.

3. Enter the sequence number column ("No.") and remove the value. After leaving the cell
the entry will be deleted.

In any case you will be asked if you want to delete the data row, if resource links are
present.
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To view or edit the additional resource data and copyright information press on the button A
besides the resource table. In field License: and a link to the license text in the web may be

entered, in field Rights: you may enter a copyright text. By pressing the @button a browser
window can be opened to navigate to the license page in the web. Furthermore you may
enter a detailled text (field Details:), the resource language (field Language:) and set the
Display embedded flag (see picture below). If any additional resource data have been
entered, this will be indicated by a square (o) behind the resource name's sequence number.

© Resource details and copyright information = =] .

Erfassung weiterer Farben

Licenae | @

Rights: |

Detade: |

Language | ] Desplay embedded

Abbrechen OK

To enter a resource link, first select the entry in the "Resource" table, then select the empty
line at the end of the "Resource variant table". By clicking on the "URL" field a web address
may be entered. By double-clicking the "URL" field a browser window opens to navigate to the
resource. For each resource several URLs to resource variants with different quality levels,
e.g. different resolution, may be inserted. For each entry in the URL table a different value of
"Variant" must be selected.

As an alternative to a resource URL a colour may be spcified in the format "color://#rrggbb"
where "rrggbb" specifies a hexadecimal colour code. The colour can simply be seleced by

clicking the button % besides the resource variant table.

To remove a resource variant, select the entry and press the #button in the right tool strip
or the Delete key on the keyboard. Alternatively you may delete the "URL" entry in the
resource variant table.

The upper part of the resource links tab consists of a preview window on the left side and the
complete list of resource links. By selecting one of the links the preview is shown on the

preview window. If you press button Q'in the preview window, the resource is opened in a
separate viewer window.

At the bottom of the resource links tab the media data of a selected URL are displayed. These
data can be edited by double-clicking the "Type" entry in the resource variant table, by

clicking at one of the media data value fields or the Jbutton. The edit dialog provides the
possibility to access the URL to get available data. Alternatively the values may be edited
manually.
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[# Edit media data — O X
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Continue with:

Edit descriptors - Main attributes tab
Edit descriptors - Categorical states tab
Edit descriptors - Descriptor tree tab
Edit descriptors - Madifier/Frequency tab
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Editing the project

After starting a database query and selecting an entry in the result list the dataset is diplayed

in the edit window. In the header area the dataset name and the project language are shown

(see picture below). Below the header area the project name may be edited in a text box.

Changes of the project name or the project language will be visible in the header after saving

the dataset. To check dataset changes, click on the “button to open the history.

The main project data may be accessed in the first Main attributes tab, which is described
below. Click on one of the other tabs in the picture below to go directly to the appropriate

manual chapter.

Main attributes tab

The main attributes tab provides access to a license URI, a short rights text and a detailled
project text. The project language can be selected from a list. In field Rights you may enter a
copyright text, in field License and a link to the license text in the web may be entered. By

pressing the abutton a browser window can be opened to navigate in the web.

With combo box Language you can select the project's default language. You man change

the display and sorting of the entries in the Language combo box from "<code> -

<description>" to "<description> - <code>" (and back) by clicking the button . If you need
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language codes that are not included in the list, click the # button. For more details see Edit

language codes.
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In the bottom area at the left side the Parent project and Workbench project can be

adjusted. If the project has no parent, select "Root" (symbol k). The Parent project
adjustment has an influence on the available descriptors, recommended modifier and
frequency values and recommended statistical measures, because these adjustments are
inherited by the subordinate project. If for a project in the Parent project tree no write

access is possible, this is indicated by grey text colour and symbol . The missing write

rights for a parent project has no influence on accessability of the actually selected project,
except that the parent project adjustment cannot be changed.

Parent project

m Root

----- ] I%..l Schmettedinge

= Vogel
[ ]y Vogel Deutschlands

The Workbench project (except the dummy value "DiversityDescriptions") references a
project entry administered in DiversityProjects. It determins visibility and accessability of the
local DiversityDescriptions projects for the database user. Each local project is assigned to
exactly one Workbench project. When you mark the entry you may view the database link
by clicking on URI or view the data stored in DiversityProjects by clicking on symbol ©*at the
right (see image balow). For details about access rights administration see section "Data
access".

Waorkbench project
UBTCourse2

Dlﬁl Tutorial

[ I UBTCoursel
[ G3 UBTCourse2
[ I UBTCourse3
15 UBTCourses

=
=
»

Read only

Fully accessible workbench projects are marked with the symbol I'.l If only read access is

allowed, the workbench project is shown with grey text and symbol [i(see picture above). If
the actually selected project has been assigned to a "read only" workbench project, e.g. by
another user with appropriate rights, this is indicated at the right bottom corner of tha
application window (see picture below right).

In the Scope values section at the right the values for scope types "Sex", "Stage" and
"Other scope" may defined. When you mark one of the entries, a tool strip with the available
operations is shown at the right border of the control. To insert a new value, select the scope

type and press button = . In case of "Sex" one of the predefined "sex status" values derived
from the SDD standard has to be selected. In all other cases a new value with a numeric key

is appended, that can be renamed by pressing the # button and selecting ﬂ?Edit scope
name or by clicking at the name.

In case of "Sex" scope the "Edit" menu offers the additional menu items “’ Reset scope name
, Which appears if the name differs from the original "sex status". Further the "sex status"

value may be changed with menu item ¥ Set sex status. For the other scope types you may
enter a details text by pressing the # button and selecting JEdit scope details.

To remove a scope value, select it and press the *“button. To make a value available for the
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project, the check box must be checked. If the selected project has a parent and a value has
already been checked in the parent project, this is indicated by the background colour (see

image below).

Scope values

[]Sex
o[ |mannlich

Continue with:

Edit projects - Descriptor applicability tab

Edit projects - Descriptor tree tab

Edit projects - Move/Copy descriptor trees

Edit projects - Modifier/Frequency tab
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Editing the project - Descriptor applicability
tab

Main attrbutes  Descriptor applicabilty | Descriptortree | Modifier/ Frequency
Descriptor |mmrﬂnn§mﬁnlﬁﬁfw:m v]- Mo EH --|
Confrolling stales Dependent descriptors

re mycoEhiza laliciers presence

Sl +[8

The Descriptor applicability tab serves the administration of dependencies between
categorical states and dependent descriptors. First a descriptor has to be selected either by
its name in the alphabetically ordered drop down list or its sequence number ("No.") in the first
line of the descriptor dependencies tab. If for the selected project a descriptor tree is

present, the ™ button allows selecting the descriptor form the descriptor tree (see picture
below).
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Main attributes  Descrptor applicabiity  Descriptorires  Modifier/Frequency
Dieacriptor: gmduwaﬁmmjmﬂﬁaldidmime vE:—' Mo |E|'.! v|
=% Main character list for Desmy -

-—& anatomy entre myconhiza
£ anstanmy ertire myconhiza labcifers

:---I anatomy entire mycomhiza laticifers presence
. anatomy entre mycorhiza iaticffers location

AlE|l | E

! -8 anatomy entre mycorhiza laticifiers ramfication pressnce-abundance
| lm anatomy entre mycarhiza laticiers septa presence

| ——m anstemy enlre mycorhiza |aticliers cortents colow

'@ anatomy ertire mycorhiza laticifers cell length

| @ anzomy entie mycorhiza laticiers cell diameter

- anatomy entie mycorhiza laticlers call wal thickness

@ anatomy entire mycorhiza laticferous sofitary (gloeopieroua) celis presence
| @ anzomy entie mycorhiza blue granules presence

! L= anatomy entre mycarhiza blue granules location

fi-~€ anatomy mantie

H-~E anatomy mantie cuter mantle layer (apart from tp)

H-—& anatomy mantie suter mantle layer fof ectommyconhizal tp)

fi- & anatomy mantle middle martle layer
] anatomy mantie inner martie laver

The table Controlling states in the upper left part of the tab shows the categorical states if
a categorical descriptor has been selected. When you have adusted the restrichted descriptor

view, visible by the button Pilin the toolbar of the Dependent descriptor section, only the
actually set dependent descriptors are displayed here. You can switch to an alternate Full
descriptor view as described below. For each categorical state Dependent descriptors can
be inserted by pressing the +button. A dialog window opens to select the descriptor either
by its name, sequence number or using the descriptor tree (see picture below).
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Select controlling descriptor

Please select the controlling descriptor:

Descriptar: b | = Mo
E|;_5 Main character list for Deemy L]
—E morphology mycormhizal system
—E morphology unramified ends
| Eric —E morphology rhizomorphs
e [tl-~& morphology sclerotia
[#--—& anatomy entire mycorhiza
El—E anatomy entire mycorhiza laticifers
----- -8 anatomy entire mycorrhiza laticifers pn
----- -8 anatomy entire mycorhiza laticifers loc
----- -8 anatomy entire mycorhiza laticifers rai
----- -® anatomy entire mycomhiza laticifers se
----- -8 anatomy entire mycorhiza laticifers co
----- -8 anatomy entire mycorhiza laticiferous
States contr ..... -® anatomy entire mycomrhiza blue granul
Code [ ----- -m anatomy entire mycormhiza blue granul Categorical state
—E anatomy mantle
[#--—& anatomy mantle outer martle layer {apart | )
1922 |a —E anatomy mantle outer martle layer {of ech _;paraepldennal
4111 a —E anatomy mantle middle martle layer Eu:uccasiu:unalh,' present
-~ anatomy mantle inner mantle layer
—E anatomy mantle longitudinal section
—E anatomy mantle longitudinal section tannir
—E anatomy mantle longitudinal section cortic
Fl-—= anatomy mantle lonaiodinal section Haric
< >

In column "Rule" the symbol ' indicates that the dependent descriptor is inapplicable if the
controlling state is present in a description. The symbol [indicates that the controlling state
must be present in a description if the controlled descriptor shall be applicable. The rule can
be toggled by clicking the symbol in the table or by pressing the corresponding button (
rsp. ) at the right. To remove a dependent descriptor select it and press the = button.

In the lower part of the tab you find the States controlling this descriptor. You may
double-click on the item to select navigate to it for editing. Alternatively you may edit the
controlling descriptor states using the control buttons of the tool strip at the right. By
double-clicking an entry in Dependent descriptors or in States controlling this descriptor
you may navigate forwards and backwards in the chain of dependent descriptors.

If you want to get an overview of all the project's descriptor dependencies or want to delete
all dependencies, take a look at the Applicability tree section below.

Calculation of the descriptor applicability

To decide if a descriptor is applicable in a description, the following conditions are evaluated:

o Inapplicable-if rule: If only controlling states are present in a description, these make
the controlled descriptor inapplicable. The character remains applicable if either no
state at all, or any non-controlling states are present.

o Applicable-if rule: If any controlling state is present in a description, these make the
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controlled descriptor applicable. It is inapplicable if only non-controlling states are
present.

¢ Special condition 1: If the controlling descriptor is inapplicable (through another
applicability rule, or through an explicit "Not applicable" data status value), the
controlled descriptor is always inapplicable as well.

¢ Special condition 2: If no data for the controlling character are present in a
description (data completely missing or only status is "Missing data" or "Not to be
recorded"), the controlled character always remains applicable.

Full descriptor view

By clicking the button Piin the toolbar of the Dependent descriptor section, you can
chenge to the full descriptor view (see image below). In section Dependent descriptors all
available project descriptors are shown. You may set a dependency by selecting the
descriptor and clicking the button rsp. 4. To remove the dependency, click on button 0,
Alternatively you may click on they symbol in the table column "Rule" to change the values in

the sequence H-> -5 [,

If you select a values for the Descriptor tree, the descriptor list is restricted to the values
included in that descriptor tree. Please be aware that existing dependencies might be hidden
by such a selection!

Main stiribwtes  Descrptor applicabiily | Descriplortree Modfier/ Frequency
Descriptor. | anatomy entire myconhiza laticfers shape

d
F
z

J

Controfing stales Dependent descripiors
;- Dacriptor navee >
siraight and even 1 |morphalogy scherofia colour

R T | e ——
| anatomy entire mycohiza emanating elements presencetype
| anatomy entine myconhiza emanating elements cystidia location

| anatomy entire myconteza crystals presence

jmuﬂuqumuﬁ
o o I 1

1522 mmmmmmmw |
4111 mdumﬁunlum {of ectonmycorhiza former) abundance ommﬂynmﬂmmd} meana that the ococumence..

You can return to the restricted descriptor view by clicking on button £l
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Applicability tree

Instead of the States controlling this descriptor you may display a complete overview of
the descriptor applicability rules by pressing the ®tbutton in the Dependent descriptors
section (see image below). By double-clicking an itemin the Applicability tree you can open
it for editing.

Main atribeges  Descriptor soplicabity  Descriptortree  Modfier/Frequency

Descriptor: | anatomy entire myconhiza laficfers shape v|* No: (63~
Cordrofing states Dependent descriptors
Mo. Categotical state -] MNo. Descrptor name Rue A0
straight and ever 55 rrmhdﬁwmma c.ulm i D é
2 |womdike, uneven Eﬁ_nupl'ldugjl sclernfia fomation location _ _Q__ 0O
57  anatomy entie mycomhiza emanating elementa pragence-type =l s
56 analomy entire myconhiza emanating elements cystidia location o [®
59 Ianut{:rwﬂ'ﬁrt myconhiza crystals presence (] .
&0 ?mmmm crystals location [} '
F conhiza [@icfem presence |
B2 | analomy entire mycorhizs laticfers location O
! : - : = P
| Descriptor tree: | bl
[63]: anatomy entire mycorhiza laticfers shape ~

Cie [63.7] stranght and even

" [Z] [67]: anatomy enfire myconhiza laticfers presence

[*1]: anatomy entre mycorhiza blue grarmedes presence

C= [71.1] absent

. [72]: anatomy enfire myconhiza biue granules location
[E [124] anatomy martie outer mantls layer {apart from tip) blue granules location

] 144} anatomy mante middle martle layer cell blue gramules location

[F [159] anatomy mante inrer mante ieyer cell blue grames location

. [H 1295 anatomy emanatng slements fizomamphs bhie gramies location

[74]: anatomy manile matrx presence

";.5 [74.7] absent (Mo gluing substance between hyphae: the hyphae appearto be separated by spaces of air or water)
[75]: anatormy marntie matix beation

I | [53}: anatomy mantie outer mantle layer {apart from tp) matrx kind b

By pressing the )§<button in the Applicability tree section you can delete all dependencies
shown in the tree.

Continue with::

Edit projects - Main attributes tab

Edit projects - Descriptor tree tab

Edit projects - Move/Copy descriptor trees
Edit projects - Modifier/Frequency tab
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Editing the project - Descriptor tree tab

Wain atriwtes | Descrptor apphcabitty  Descriptor tree  Modfier/ Frequency

Depcriptor tree
Al -} ‘ogal Dewgschlands ')(:
E man character trea for Yogel (Deutschiand)]
- -@ Wormpenmie .I'i
- [berwiegende Gelledefarbe 5y
L--m Pweite groBliachige Gefiededfarbe
8 Weiemne Gehededarben =
-m Musterung auf Brust nder Bauch -
=
Farbe der Baina 4
Schnabelfarbe
Schraabelform
Schnaballanges relativ zum Kopf
Schnabeldicke relatiy zum Kopf
AufFallger Augenstrich
PoffEliger Augenning
Besonders Eigenschaften oder Typen
Fuagbild oder Fugverhalten
Lebensmaum E PO,

]

ooQg

[
T
:

LICI]

5 :..
L
T

;iﬂ*‘lﬁ!i;;

= r‘ Project
=% Descriplor trea S
S-—£ Descriptor tres node
-8 Descriptor [aim

The Descriptor tree tab provides the possibility for a structured assignment of the
descriptors to the projects. The Descriptor tree consists of three node types, which show
the administered projects, descriptor trees, descriptor tree nodes and descriptors. The
tree parts' colours are shown in the example at the bottom. By pressing the Tubutton on the

tool stip at the right side the example may be hidden. The buttons displayed on the too strip
will change depending on the selected entry.

By default only the selected project. its subordinated projects and their descriptor trees are

displayed. You may select the "Show all projects" option by clicking the button in the tool
strip to show alle projects. To indicate that this option is active, the icon background will be
changed to @@ color (see images below). Be aware that this option might slow down data
loading.

Descriptor trees are the root of a tree and may only be appended at a project. To insert a
new descriptor tree select a project and press £= , to delete it select the descriptor tree and
press =F Descriptor tree nodes may be appended at a descriptor tree or another descriptor
tree node. To insert a new descriptor tree node, select the parent and press -T-E, to remove it
select the descriptor tree node and press = Descriptors may be appended to a descriptor
tree or a descriptor tree node. To append a descriptor select the parent and press iy , to

remove it select the descriptor and press =& _All these functions can alternatively be
accessed by the context menu by a right click on the entry. The descriptor type is indicated

by different icons. Categorical descriptors are marked as ™, quantitative descriptors as ®,
text descriptors as ™and sequence descriptors as ~
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You may change the name of a Descriptor tree or a Descriptor tree node in three different
ways:

1. Select the tree element (single click) and then click once on it.

2. Select the tree element (single click) and click on button Li?in the tool bar on the
right.

3. Right-click the tree element and select item -4 Edit name from the context menu.

You may edit the name of the selected node within the tree. The Descriptor tree must be
globally unique. The Descriptor tree node names must be unique with respect to their tree
position, i.e. all nodes with the same parent within a descriptor tree must have distinguished
names.

If projects and their associated descriptor trees cannot be changed, because the project has
been set to "read-only" state, these parts are displayed with grey text color (see project
"Schmetterlinge" in picture above).

When a new descriptor tree or descriptor tree node is inserted it gets numeric name, which

may be changed by clicking on the node or selecting # from the context menu. Take care
that the names of the discriptor trees must be unambiguous within the whole database! The
names of the descriptor tree nodes must only be unambiguous within one parent.

The descriptor trees support three main functions:

Assignment of descriptors to a certain project
Selection of recommended Frequency/Modifier values and Statistical measures for
a certain descriptor

e Structured arragement of the descriptors, e.g. for hierarchical selection lists and
definition of descriptor subsets for description editing and export

If no descriptor tree is installed for a certain project, all descriptors, modifier/frequency values
and statistical measures will be usable in the project's descriptions. If a project contains
several descriptor trees, the available descriptors are the superset of the descriptors assigned
to all contained trees.

Editing the project descriptor assignemnts for a tree node

When you use button PFto append a descriptor to a tree node, you will be offered all
accessible descriptors in the database. In many cases, when you have already assigned all
required descriptors to the project, you may wish to build some additional structured

descriptor trees. If you select a descriptor tree or a descriptor tree node, the button g
shown (see image below left). After clicking this button you will get a selection list with all
descriptors assigned to the project. Descriptors that are included in the tree node are
selected in the list (see image below right). You may easily change the selection and click
"OK" to make the changes effective.
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Descriptar tree

B E. Copy of Main project
E-7E Main tree for Copy of Main project
o=
. i-m Second test descriptor
----- -m Muclectide descriptor
----- —# First test descriptor
_ toom Proteine 1detter
Z-—& Second node of copy
Looom Sivth test descriptor
- F. Subordinated project
B Tree for Subordinated project
-5 First node of copy [ID-0000678234]
@ Third test descriptor
----- -@ Fourth test descriptor
----- -® Second test descriptor
‘..sm Sixth test descriptor

=)

HOb b @ B BX

B
Y]

NIER I

=
1=
Lzl

=
o
o

N R R

Page 161



4 Edit descriptor assignments  — O >

Edit descriptor assignements for Descriptor c
tree node ‘First node of copy”
Check all 4items of 7 Check none

First test descriptor
Second test descriptor
[ ] Third test descriptor

[ ] Fourth test descriptor
[] Sixth test descriptor
Muclectide descriptor
Proteine 14etter

Add to selection: | | =

Remove from sel | |

Abbrechen QK

Sorting of descriptor tree elements

By pressing the “ubutton you can expand the tree view to display all elements, by pressing

*Kthe tree will be collapsed to descriptor tree level. With the arrow buttons (. wrsp. a ¥)
you can move descriptors or descriptor tree nodes up or down rsp. to the top or the bottom.
An additional ordering option is to select the descriptor tree node you want to move and click

the ¥ button. The button's back color changes to 8@ and you may now select the new
position in the tree. If you select a descriptor tree or a descriptor tree node, you may arrange

abe

the contained descriptors in alphabedical order by clicking the buttons lE(ascending) or «—
(descending).

A descriptor tree may be marked as "tree complete" to indicate that this tree shall contain all
descriptors for the project. This is done by selecting the descriptor tree node and clicking the

button ¥ . To indicate that the tree is marked as complete the tree icon changes to “= (see
picture below).
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Descriptor tree

c [ Libellen
----- 2 Fflanzen
i =t Pilze

[;; Schmettedinge
EI[-I Vogel

-y Vigel Deutschlands
==l main character tres for Vogel (

..... - Korpergrole

----- - [berwiegende Gefiederfarbe

----- -u Sweite grolflachige Gefiederfarhe

----- - Weitere Gefiederfarben

----- - Musterung auf Brust oder Bauch

----- - Farbe der Beine

----- - Schnabeffarbe

----- - Schnabeform

----- -# Schnabellange relativ zum Kopf

----- -# Schnabeldicke relativ zum Kopf

----- -u Auffalliger Augenstrich

----- -u Auffalliger Augenring

----- - Besondere Eigenschaften oder Typen
----- - Flughild oder FAugverhalten

----- - Lebensraum

EEI---[:i Vogel weltweit

The "tree complete" flag may be removed by clicking the button ¥and the tree icon will be

changed back to " (see picture below).

+ll"5<|EENX

-
—
—

| Ui | Y Hh | )

=
Iz
(=]

=
o
o

AT
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Descriptar tree

- (@ Libellen
2 Pflanzen

. Pilze
H- & Schmettedings
=3 Vogel
=y Vogel Deutschlands
=B main character tree for Voge
..... - Korpergrole
----- -8 [berwiegende Gefiededarbe
----- -u Zweite grolflachige Gefiededfarbe
----- -m Weitere Gefiederdarben
----- -# Musterung auf Brust oder Bauch
----- -m Farbe der Beine
----- -m Schnabelfarbe
----- -u Schnabelform
----- -# Schnabellange relativ zum Kopf
----- -8 Schnabeldicke relativ zum Kopf
----- -m Auffalliger Augenstrich
----- -m Auffalliger Augenring
----- -# Besondere Eigenschaften oder Typen
----- -2 Fugbild oder FAugverhalten
----- -u Lebensraum
EEI---ﬁ Wogel weltweit

If a descriptor tree is marked as "tree complete", it can be used to take over the sorting of
the descriptor nodes to the sequence number of the descriptors. But you must be aware that
the descriptor's sequence number (field "No." in "Edit descriptor" main panel) is not project or
tree dependent, i.e. that this operations will have influence on the dispolay sequence of all

descriptions using these descriptors. Click on button ﬂ(see picture above) to open the

descriptor sorting window below.

KR X

1
| Hi

=
1l
o

=
o
o

AT
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b Sort descriptors — | bl

Descriptor name m: ;de? no
Musterung auf Brust oder Bauch 1

- - 1 2
Uberwiegende Gefiededarbe 2 3
Zweite grolflachige Gefiederfarbe 3 4
Weitere Gefiederfarben 4 5

Farbe der Beine 6 @ e
Schnabeffarbe 7 7z
Schnabelform g .
Schnabellange relativ zum Kopf 3 ‘ﬁ? - .
Schnabeldicke relativ zum Kopf 10 L
Auffaliger Augenstrich 11 LI
Auffalliger Augenring 12 I 3 -
Besonders Eigenschaften oder Typen 1 3
Ruabild oder Augverhalten 14 “
Lebensraum 13 @4 N

The first column shows the descriptor names as sorted in the descriptor tree, the second
column shows the current sequence number int the database and the last column shows the
new sequence number. If the sequence number stays unchanged, the new sequence number
is displayed with d, otherewise with yellow background. You may click on a
new sequence number and change its value manually. By clicking on the table headers, you
may sort the table display according descriptor names, old or new sequence numbers. If a
descriptor may not be changed, because it is assigned to a project where the user has no
write access, the whole line is displayed with H and cannot be changed. Finally
click on OK to accept or Cancel to reject the changes.

An additional option available for complete trees is to copy missing descriptors with button .
The descriptors available for a certain project include all descriptors assigned to all descriptor
trees of the project and its sub-projects. In our example a new descriptor tree has been

assigned to the upmost project (see image below left). After clicking the -|'-""button all valid
descriptors are inserted to the descriptor tree (see image below right).
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Descriptor tree

Vogel X
Bl MNew tree for Vige o
H o Y =]
v | Vogel Deutschlands i
[+ %% main character tree for Vogel (Deutschland) y |
Elﬁ Vogel weltweit =
[+-"E% main character tree for Voael §<
s

bdd

i

=

B

-

abe

=y

ab

rondes

FN

)
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Descriptor tree
EI[:. Wogel
B New tree for Wogel
----- -m [ID:0000161624]
----- -m [ID:0000161626]
----- -m [ID:0000161628]
-u Kompergrole
-2 Uberwiegende Gefiederfarbe
-u Fweite grolfflachige Gefiederfarbe
- Weitere Gefiederfarben
-u Musterung auf Brust oder Bauch
- Farbe der Beine e
- 5Schnabeffarbe
----- - 5Schnabeform
-
-
-
-
-
-
-

X D RX

—
—
—

Schnabellange rel§ g descriptor tree node(s) inserted
Schnabeldicke relg

Auffalliger ﬂugensﬂ
Auffalliger Augeni
Besondere Eigens QK
Flughild oder Flugw
Lebensraum
[—:IF. Yogel Deutschlands
-5 main character tree for Yogel (Deutschland)
I'_—'Iﬁ Yogel weltweit
- 2E main character tree for Yoael

& | A e Trwrem | L

Descriptor tree node details

For Descriptor tree nodes you may enter an abbreviation a details text and assign resource
data. Select the Descriptor tree node (single click) and click on button jin the tool bar on

the right. Alternatively you may right-click the Descriptor tree node and select AEdit
details from the context menu. An edit window as shown below will be opened.
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3 Edit descriptor bree node details == O b
| p

First node of copy

Abbray.: {1t
Detads: | Thiz i the firet descripbor tree node.

Decnphar tree nods resoumres

[Feps /Lo wirmedia org wiprda Cormon /4 Das_—Siegel - der —riversty o

hitga. //www Google. de./Agle_rd=crbi=_FONEWMERABGE 2 ol Algws, id=s4

URL |bogen_und_der_-Urunde-_20130818_0244png| Sze |142 | s 477 Height 535 | Duration

If resources are assigned to a Descriptor tree node, its symbol is shown with grey
background in the descriptor tree. You may view the resources by right-clicking it and

selecting k] view resources from the context menu.

Recommended statistical measures, modifiers and frequency values

Click on xin the tool bar to close the edit window in the right part of the tab or on “to
reopen it. In the edit window you can select recommended modifier/frequency values and
statistical measures. The recommended values can be administered for a selected descriptor
or for a selected descriptor tree node. In the latter case selected values are inherited by all
subordinate nodes, which will be indicated by the background colour if a subordinate node is
selected in the descriptor tree.
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Man sitdbudes  Descriplor applcablty  Descriptorfres | Modfier/ Frequency

Descriptor tree
=i~y Copyof Mai project
| =" Main e for Copy of Main project
=88 Fistnode of copy
=@ Second test descriptor
i--m Nuclectide descriptor
‘@ Fir#t test descnptor
- Secord node of copy
L—m Sixdh test descriptor
1- (4 Subordinated project
= Tree for Subordinated propect
i Third teat descrptor
i@ Fourth lest descriplor
" -m Second test descriptor
= -'-] Main project
=)--%8 Main tree for Main projecs
First lest descriphon
- -8 Second lesd descriptor
-B Fourth test descriptar
-@ Fifth test descrptor
-~ Sedh test desciptor
ie-—m Nucleotlide descrptor
-~ Proteing THetter
#=E Testtee

Recommended & atistical mesure
[ JLower range limit fhuman estmate) |

[(Central o typical valee human estimate)

] Upper range limit legacy data stat. meth. unjnown)

| [ JCentr=! or typical value (egacy data stat. meth. unkno,
[ hriimum value

) Mesmum v

[<IMean (= average)

[ Harmonic mean

[ Geometric mean

| CIMode

[CIMedan

Y Ip— |

< >

S| A4 || E X

Recommended modfier

et ~ |J

! [iurecertzin)
| CIhato

Sy | Progect
=5 Descriplor tree
--& Descrioterime node
M Descriptor

| CJabundart
[Jeahr saken
[ lrarely
[almnat Al B

The picture below shows an example for a descriptor where the recommended statistical
measures Minimum value, Maximum value and Mean are inherited by the superior node.

[ Upper range lenit fruman estmate) 4

{ ] Lower range limit flegacy data stat. meth. unknown) =

Main sftibutes  Descriptor apphcabilty  Descrptortree Modifier/Frequency

: Hret node of copy

—-# Second test descaptor
—-8 Nuclectide descriptor
i fo-m First test descrptor
5 £ Second noda of copy
——m Smth test descrplor
Subordinated project
L@ Third test descrptor
—-m Fourth test descrplor
| ) -8 Second test descriptor

1l
':|-a.1 T

For the contained descriptor only additional values

cannot be de-selected.

Recommended slatstical mesure

[JlLawes range limit fuman estimate) A
] Uppes range limit fuman estimate)

[} Central or typical value fuman estimata)

[JLowes range limit fegacy data stat. meth, unkmown)
[l Upper range limit fegacy dasta siat. meth. unknown)
] Central or typical vahse fegacy data stat meth unkno
A Minimum valus

Bl Masmum value

A Mesn (= average)

[ Hamonic mean

] Geometric mean

[CIMede

[CIMedian

[ [F [

| [ %% % E KX

(%]

may be selected, but the inherited values
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Main attnbutes  Descriptor applicabley  Descriptorree  Modifiar Frequency

Continue with:

Edit projects - Main attributes tab
Edit projects - Descriptor applicability tab

Edit projects - Move/Copy descriptor trees
Edit projects - Modifier/Frequency tab

Descrptor iree Recommendsd statigtical mesurs
- 1 Copy of Main project 3, |[]Lowerrange imt fuman estimste) A |9
"= Maintme for Copy of Main proedt i [_|Upper range imt (human estimate) I
=-58 Firt node of copy [[]Central or typécal value fruman estimats) |
! . -m Second test desrriptor & | [JLowermnge imt fegacy data stat. math, unknown) |
--—m Nudeotde descriptor T [ upper range imit f=gacy data =tat. meth. unknown)
R | esoripion & |[central or typical value legacy dats siat. meth, unlom
-~ Second node of coov o | M valse
-a Sth test deacriptor O | L] Madmum value
= F. Subordnated proyect " [[IMaan {= avarags)
=% Treefor Subordinated project # | [JHamonic maan [
.- Third tes! descriptor ¥ |[ceometnc mean
-~ Fouth st deseriplor o [(IMade
-a Second test descriotor 4 [T Median
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Editing the project - Move or copy descriptor
trees

Using the context menue, you may move or copy parts of a descriptor tree to other branches.
Please note that for the move and copy operations the selected project, marked by its
background colour in the descriptor tree, is assumed as the target project. You may copy
descriptor trees or parts of projects with read-only access to your selected project. The
move operation is certainly not possible in those cases. Note that by the copy operations only
the tree structures will be copied, associated recommended statistical measures, modifiers
and frequencies will not be copied! The move operations preserve those adjustments.

Remark: If you want to move or copy element from an other than the selected project,

activate the "Show all projects" option by clicking the button @in the tool strip. The icon
background will be changed to -pcolor to indicate that this option is active.

1. Move or copy a descriptor tree

Right click on the descriptor tree you want to move/copy. A context menu opens, that offers

the options Copy '<tree name>' to '<project name>' rsp. Move '<tree name>' to
'project name' (see picture below left). If you selected "Move", the descriptor tree is
removed from the original project and appended to your selected project. If you selected
"Copy", a copy of the tree will be appended to the selected project. In this case numeric IDs
are appended to generate unique tree and tree node names (see picture below right). The
copy function can be used to generate a clone of a descriptor tree in the selected project.

Descriptor tree

= |;..i Copy of Main project
BT Vain tree for pemm

? =
..... —E First nodd == Edit name
""" - ieculz & Mark descriptor tree as complete
- Nuc
i & First { 7=  Append descriptor tree node
E-—& Second .
:—m Sbdh 7 Append descriptor
2y | Subordinatec i Delete descriptor tree
= Main project
-3 Main tree for| Copy ‘Main tree for Copy of Main project’ to 'Main project’
: ;i::tu;:ztt Mowve 'Main tree for Copy of Main project’ to 'Main project’
""" & Fouthte % Copy descriptor tree to descriptor tree node ..,
----- -u Fifth test : ;
_____ a0 Sixth test % Move descriptor tree to descriptor tree node ..
----- - Nucleotid
2 Copy text
----- - Proteine & i
B8 Testtree

E-—& Mew tree node
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Descriptar tree
'-:-'f:l Copy of Main project
-7z Main tree for Copy of Main project
EI—E First node of copy
. i--m Second test descriptor
% Muclectide descriptor
¢ - First test descriptor
B~ Second node of copy
be—m Sidh test descriptor
I:I Subordinated project
Main project
=-—& First node of copy [I0:0000672039]
-~ Second test descriptor
% Muclectide descriptor
: ‘... First test descriptor
B~ Second node of copy [I0:0000678053]
t.om Sixth test descriptor
B Main tree for Main project

o
e e

Additionally you may copy the contents of a descriptor tree to a descriptor tree node by
clicking selecting the option “£/Copy descriptor tree to descriptor tree node ... rsp.
Move descriptor tree to descriptor tree node ... (see picture above left). A separate
window opens to select the target node (see picture below left). Find the move result in the
right picture below. Since the tree has been moved, the tree node names have not been

changed. One duplicate descriptor has not been moved to the target node.

(@ Move descriptor tree to descriptor tree ... — O *

EI[:I Main project
-8 Main tree for Copy of Main project [ID:0000672083]
—& First node of copy [I0:0000678085]

Move "Main tree for Copy of Main project” to "New tree node”

Abbrechen QK
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Descriptar tree

=Ey ] Copy of Main project

b2 Main tree for Copy of Main project

I:I Subordinated project

[:i Main project

Tf Main tree for Copy of Main project [I0:0000672088]

[+ Main tree for Main project
=7 Testtree
SRR New tree node |

EI—E First node of copy
t--m Second test descriptor

----- -» Mucleotide descriptor
t.om First test descriptor
E~—-€ Second node of copy

b Sidth test descriptor
----- @ Fourth test descriptor
----- —# First test descriptor
----- -# Second test descriptor

2. Move or copy a descriptor tree node

Right click on the descriptor tree node you want to move/copy. A context menu opens, that

offers the options Copy descriptor tree node ... rsp. Move descriptor tree node ...
(see picture below left). After selecting one of there items a dialog windows opens where you
may select the target descriptor tree or descriptor tree node (see picture below right).

Descriptar tree
L—__I[:. Copy of Main project
L—__ITE Main tree for Copy of Main project
RS e of o
. @ Secondt = Edit name
{ be-m Nuclectic
: @ Firsttest| 3= Append descriptor tree node
-E Secondnode ;®  Append descriptor
- Subordinated pro
= I:i Main project =& Delete descriptor tree node
-7 Main tree for Mail 3
J _____ _® First test des Copy descriptor tree node ...
----- - Second test Move descriptor tree node ...
-~ Fourth test dg _
--m Fthtest dest B8 Copy text
i—m Sih test descriptor

Page 173



Copy descriptor tree node ... — O

= [:. Main project

4 Main tree for Main project

Copy "First node of copy’to "Main tree for Main project”

Abbrechen

oK

If you selected "Move", the descriptor tree node is removed from the original position and

appended to the selected tree position. If you selected "Copy", a copy of the tree node will
be appended to the selected tree position. In this case numeric IDs are appended to generate
unique tree node names (see picture below). The copy function can also be used to generate
a clone of a descriptor tree node in the selected project.

Descriptar tree

=3 Copy of Main project

B Main tree for Copy of Main project

EI -—& First node of copy

{  i.._m Second test descriptor

- - Mucleotide descriptor

. eo-m First test descriptor
[#-—& Second node of copy

- I:I Subordinated project

Main project

- FE Main tree for Main project

EI —E First node of copy [I0:0000672055]

-8 Second test descriptar

o
._'Tl-i}m

il Mucleotide descriptor
: fm First test descriptor
----- - First test descriptor

----- - Second test descriptor

3. Move or copy a descriptor

Right click on the descriptor you want to move/copy. A context menu opens, that offers the
options %Copy descriptor ... rsp. %Move descriptor ...

(see picture below left). After

selecting one of there items a dialog windows opens where you may select the target
descriptor tree or descriptor tree node (see picture below right).
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Descriptor tree

- Copy of Main project
B- [1 Main project
=-7%E Main tree for Main project
----- - First test descriptor
----- -2 Second test descriptor

Remove descriptor

----- - Proteine 14
=7 Test tree @I
EI—E Mew tree nd

) Copy text

Copy descriptor ...
|-]_il| Mowe descriptor ...

% Copy descriptor .. —

EI[:I Main project
E-E Testtree

] I\ tree node |

Copy "Sbdh test descriptor’to "Mew tree node”

Abbrechen

oK

If you selected "Move", the descriptor is removed from the original position and appended to
the selected tree position. If you selected "Copy", a new descriptor node will be appended to
the selected tree position (see picture below).

Descriptar tree
O Copy of Main project
El[-l Main project
=5 Main tree for Main project
----- —# First test descriptor
----- -8 Second test descriptor
----- @ Fourth test descriptor
----- -# Fifth test descriptor
-~ Sith test descriptor
-~ Mucleotide descriptor
~— Proteine 1detter
=" Test tree
2~ MNew tree nods
----- - Fourth test descriptor
----- - First test descriptor
----- -8 Second test descriptor

Y < th test descriptor
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Continue with:

Edit projects - Main attributes tab

Edit projects - Descriptor applicability tab
Edit projects - Descriptor tree tab

Edit projects - Modifier/Frequency tab
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Editing the project - Modifier/Frequency tab

..............................

Mo, Modfier Clzss léd | Mo Freguency Low  Hoh | Jd
e o
2 Summer Seasonal w12 often 05 1 =
- -
3 Hytomn Seaecnal i 3 always 1 |1 =
4 Winter Seasonal - 4 mstly 05 1
= oL S v " . T
5 uncertain Certainty -
= . =
ik i
= “
et b

The Modifier/Frequency tab allows definition of modifier and frequency values. The
sequence number column ("No.") determines the display sequence in selection lists. You may
order the entries by clicking on a column header. With the arrow buttons (.. #) you can
move the selected entries up or down within the table, clicking button “or Xshifts the
selected entries to the top respective bottom of the table. After ordering the entries click

button E'to renumber the table entries (starting with "1" for the first table entry) and make

the changes effective. After pressing button lﬂcolumn "Use" shows the number of references
in the database for each modifier rsp. frequency value.

To enter a new modifier or frequency value, select the empty line on the end of the table and
click on the "Modifier" rsp. "Frequency" field to enter the new values. After entering the new
entry name automatically a new value for "No." is initialized. To delete an entry, select the

entry and press the #tool strip button, the Delete key or remove the value in the sequence
number column ("No.").

There is a number of predefined modifier and frequency values commonly used. These values
can be accessed by pressing the &9 button, which opens one of the windows shown below.
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f“'-:‘i Organize predefined values —
Predefined modfier values

[ liuncertain) [Certainty]

[«]almost certainly [Certainty]

[likely [Certairty]

[«]perhaps [Certainty]

[ possibly [Certainty]

[ Ipresumably [Certainty]

[ Iprobably [Certainty]

[ Iprobably nat [Certainty]

very likely [Certainty]

[ 1iby misinterpretation) [Misinterpretation]
[ loften misinterpreted as [Misinterpretation]
[ Irarely misinterpreted as [Misinterpretation]
[ ]sometimes misinterpreted as [Misinterpretation]
[ blackish [COther/Colar]

[«]bluish [Cther/Caolar]

[ bright [Cther/Colar]

[ ]bright to pale [Cther/Calar]

[ Ibrownish [Cther/Color]

[ dark [Cther/Colar]

[ Idark to light [Cther/Calar]

[ Idarkish [Other/Colar]

[ ]deep [Other/Colar]

[ ]deeply [Cther/Colar]

[ dirty [Cther/Calar]

[ dull [Other/Colar]

Abbrechen

OK

Pt

= O &
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) Organize predefined values

Predefined frequency values

[ lisometimes) [Frequency 1]
[«]abundant [Frequency 1]
[«]almost always [Frequency 1]
[«]almost never [Frequency 1]
[«]always [Frequency 1]

[ ]at least one [Frequency 1]
[ lat least some [Frequency 1]
[ lcommanly [Frequency 1]

[ liew [Frequency 1]

[ irequently [Frequency 1]
[ present, [Frequency 1]

[ linfrequently [Frequency 1]
[ |less often [Frequency 1]

[ Imany [Frequency 1]

[ Imore commanly [Frequency 1]
[ Imoare often [Frequency 1]

[ Imost commenly [Frequency 1]
[«]mastly [Frequency 1]

[ Inever [Frequency 1]

[ Inet commanly [Frequency 1]
[ Joccasional [Frequency 1]

[ Joccasionally [Frequency 1]
[« often [Frequency 1]

[ Ipredominant [Frequency 1]
[ lpredominantly [Frequency 1]

Abbrechen

OK

Pt

= O &

By checking of uncecking the values, they can easily be inserted or deleted from the modifier
rsp. frequency list. Values that are already used in the database are marked by a grey text
colour. When these values are marked to be removed from the list, you will be asked for each
single value if it really shall be deleted after pressing OK. New values are inserted at the end

of the list (see below).
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No. Modfier Qs [@d | Mo Frequency low  High |gJ

1 Speing Seasonal 'fg rarely (]

2 Summer Sessonal '; often ;

3 Hagomn Seasonal all B -
4 Wirter Seasonal ¥

- -

5 uncenain Cenmainty !

X =

12 12

Al il

= el

b b

You may order the modifier and frequency values according the sequence of the predefined
values by pressing the & button, which opens one of the windows shown below. Values that

are not in the predefined lists will be shifted to the end of the list.
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b St modifier/frequency values — O
MName Class m ::1" o
almost certainly 6 1
pethaps Certairty a 3
very likely Certainty 9 4
bluish Other 10 i
Spring Seasonal 1 H
Summer Seasonal 2 7
dudomn Snasonal 3 8
Wirter Seasonal 4 i |
uncertain Certainty 5 10
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b St modifier/frequency values = O *

MName Class m SN:;;"'m

abundart 5 1
almost always Frequency 6 2
almost never Frequency ; 2

3 4

4 o

2 6

1 7

Continue with:

Edit projects - Main attributes tab

Edit projects - Descriptor applicability tab
Edit projects - Descriptor tree tab

Edit projects - Move/Copy descriptor trees
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Description grid view

After starting a database query for descriptions select Herid -> Description grid view ...
from the menu. The query result list is passed to the description grid view formand a window
as shown below opens (click the button = Display description table to build the table
output). In the first line the database name is displayed. If you move the mouse cursor over

the database name, a tooltip shows the actual connection paramter.

E Dlezzzhon gud vy ] =
o o Warkshup 0| =

P via o | 7
Descaptny e s

Fren ] & 15 =

L femrneme quandutive nessms.

| e
Dopoain Aridiboctior Tamsdurams AZZ_HO_4HT
Deazmma
¥ 1 2 4 L] E 7 g ] w
" Dty alon Tomw EBacDewe T Cultez Enviaawr Bl Ciosest Dusscriplion A I BT
D ol of el slarsTp e naae l&rﬁ:& Ie-;:ll?h fﬁﬂ% m %ﬂ-

2 Periai

| st | e |
The table in the lower part of the window shows the description titles in the first column and
the summary data in the other columns. Each summary column holds the data of a certain
descriptor. If a cell with summary data is selected, the summary details and the descriptor
status data are displayed in the upper right part of the window. The upper left part of the
window shows the selection parameters that are used for building the description table. You

may change the table colors by clicking the button €. A form as shown below will be
opened.

-ﬁ: Select descriptor colurnn colors

sequence

||nﬂmet |

Click on buttons categorical, quanitative, text or sequence to select the corresponding

table colors. By clicking the “’ Reset button below the color, the corresponding default value
will be selected. After changing the table colors by a click on the OK button, you must
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re-draw the table.

Selection parameters

In the upper left part of the parameters for the description table can be adjusted. If in the
query list passed to the form descriptions of different projects are present, the displayed
project can be selected with the Project: drop-down box. The entries in the drow-down list
include the project name, followed by the number of descriptions for that project in brackets
and an asterisk (*) if the user has only read access for that project.

The Descriptor tree drop-down box restricts the descriptor columns to the descriptors
contained in the selected tree. Furthermore the tree hierarchy is included in the descriptor
names if a structured descriptor tree is selected (see images below).

Project: Encarsia (§1) v|
Descriptor tree: | hd | 7
From descriptor: iﬂ E| to descriptor: |'IEI li'”
[+] Separate quanitative measures
=z Display description table
Description Encarsia accenta
Descriptor:
= 1 2 3 4
w3 Description ground colour dark brown spots ground colour
e title crossband on on gl
[ face stemmaticum

Encarsia accenta

Encarsia adela
Encarsia adusta

Encarsia afer
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Project: Encarsia {&1) e

Descriptor tree; Defauﬁ Feature Tree .

1

From descriptor: |0 to deseriptor: |19 =

Separate quanitative measures

&% Display description table

Description: Encarsia accenta

Descriptar:

= 1 2 3 4

= ek Colour Head Colour Head Colour Head Colour

= DES&TEIDH ground colour dark brown spots Artenna

[ crossband on on ground colour

face stemmaticum sl

Encarsia adela 1 1 2 1 2
Encarsia adusta 4 1 1 1 2
Encarsia aferi T 1 1 1 2

The values From descriptor and to descriptor limit the range of descriptor sequence
numbers that is included in the discription tabe. Be aware that this restiction is additionally
effective to a selected desriptor tree! If you want to de-activate this restriction, select "from
value 0 "to" value 999999 by a double-click on the labels From descriptor rsp. to descriptor
. The limitation of the number of descriptor columns makes speeds up the description table
generation, especally if many descriptor (e.g. some hundrets) are present.

If you select option Separate statistical measures, separate columns will be insterted in
the data grid for each quantitative descriptor and its recommended statistical measures. This
option may be useful for editing quantitative summary data that use other statistical measures
than Min, UMethLower, Mean, UMethUpper and Max (see section Data editing for details.

Finally click the button Eéi:f—'-"Display description table to build a new description table
according to your settings. During output of the description table the icon of the button

changes to G and you may abort processing by clicking the button.

Continue with:

e Description grid view - Data editing
e Description grid view - Copy or create descriptions
o Description grid view - Save or discard changes

Page 185



Description grid view - Data editing

The first column of the description table shows the description titles, which are fixed. IL.e. if
you scroll the summary data to the right, the titles are still visible at the left. The other
columns show the summary data, where the descriptor type is indicated by the background
colour: categorical, quantitative, text or sequence. The column titles include the descriptor
name, the mesurement unit in square bracket for quantitative descriptors and the descriptor's
sequence number (see image below).

51 Descrshnn gnd vew 0 S
DivessityDescripbons  Works haog | =
Pt L = N sl e wery o St e
AOGERGTTIGATCE T GRCTCAGAR TEAACTC TR0 - 0 s Fdotwss.
Descnmr ree. 2 TN CAGACAT GLASG TOEAATRA | FARAL TETCET
CGGGAGAGAT AT ARAL | GLUGLALTHGE | GAGT AAL ul e
Fraiarlior A0 2 N =3 BT A AR T AL T T CGAG TGGGERART ARARLT: . Crickhar b repmddd
" GliAAALTL | I AR T ADUTGLA | AR PLECAGIEA LD ' o
[ Gegemme quantative nessors GLLRAGRA | GACALE T 1G] | AAALEAS T 1AL IO TGARA L ok appizabds
CR G | LA A | | AL |0 s B AL T A :
& Dol deacislon ok FEAAFT) AL AMGLUTAOEA L LA UG RO AR |_ ¢ Ligts Lnawnlase
! RN TG LTI AL B LR 1A | AR 1, [t Fiok garmtalin
Gl 10 | AR S AL | OGRS 1T | 1l : .
AATGEEIGAAAEUC AT AGEAALGOCTHTS | AN [ & [iata meithha o
Gt 1A T T TGN T4 | AARCT DTG TAAEAS
4 GAMGAN TAMA TGADGE TACCA T TG TAMGE FODGEET = (T 0 Muwngdeis
DemArh Aridbactor kavangorensts he_Z)_E3 R P 4ES
Dewmwer 5 Partial nbasomal segencs 185 Wolcy!
Crkern achon | 1788F v | of E 3 e
= = & a 3 24 23 - ar I s
Descamia 532 on Cater Pohegenzily Fafis Cullez AFI2KE TergELre s3al onerichTent - Falogeraily FCconien A7 HHE
il sy ke ol colEon Cupue 4 reroinended e e iphar) e Bf Cupale 015
™ SEapuiad SRR ACHg) i URE
155 Tl
Erchhuater famid ARAOTTIGATE . RSN PEESS 7 o ELLET TR S 52 A A
b |Fedincierbann i [ EaaTTTEC . ey 2 ’ el iy b 3 ' i (!
Bload sl Furd a1 ger] o ey ol & sh &
Edsstubiscdoag. CTELCTMACAD .. OGN 15, AT . Saldasiba war . I B SR S A
Edashotiscier . . GTECCTHACAD . OSM 13268 AT o] e carnbawere . PR BB N
L 3
Flizmchan CK

When a summary cell in the description table is selected, the field Description: shows the
description title and field Descriptor: shows the symbols according the descriptor type (C

for categorical, X for quantitative, Ixfor text and 2 for sequence) and the descriptor title. If
for a descriptor resources are available, this fact is indicated by a coloured symbol
background. You may view them by a double-click on the descriptor title. If for a description

resources are available, the symbol el s displayed before the title. Double click in that symbol
to view the resources.

For the selected cell the summary data and the descriptor status data are displayed in the
upper right area of the window (see image above). You may edit the data within these
controls as described in section Editing the description - Descriptor view tab of this manual.
For modified summary cells the text colour changes to blue and the description titles will be
shown with yellow background in the table.

Changing the description title
To change the description title, double-click on it in field Description: to open a separate edit

window. After comitting the changes with "OK" the description will be marked as modified (see
images below).
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Edit description title — | >

B /U Q&3

Ardibacter kavangonensis Ac_23_E3 modified|

Abbrechen oK
Description:
Descriptor: x Partial ribosomal sequence 165
Column action: | Insert v A |
= 19 20
L Description MaCl range |zolation Date
— title (zalt
[ tolerance) [%]

Fere————
[ 3 | Ardibacter kawan... | A1/

Changing the summary data in the table

Categorical summary data

€ategorical, states are specified by their sequence number. Multiples are separated by a
forward slash ("/", see image below). Existing "notes" will be removed, if the corresponding

categorical state is not specified in the input.
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Categorical states Status data

x  MNo. State Motes x D Status Motes
1 + n! To be checked

]|z - e Mot to be recorded

k! 1 HIE Mot applicable

4 2z 17 Data unavailable

[1l5 3 (1l Mot interpretable

s 4 (|8 |Data withheld

17 ] (1|0 | Missing data

8 +/-

State collection model: Or3et

25 26 27 28 29 0
Temperature solationsenrchment  Pathogenicity GC-content AP 20ME Class
recomended procedure (plant) [mol] Cupule 05

['C] URE

L pure culture was ... 532 2 Acidobacteria
isolated by subse .. 2 e 1/4/8 Acidobactera

Quantitative summary data

If you did not check the option Separate quantitative measures, for quantitative summary
data only the five quantitative measures

Min Minimum value

UMethLower Lower range limit (legacy data stat. meth. unknown)
Mean Mean (= average)

UMethUpper Upper range limit (legacy data stat. meth. unknown)
Max Maximum value

can be specified within the summary table. The values must be specified in theis given order
and separated by a forward slash ("/"). E.g. 1////100 means "Min=1, Max = 100". If only one
value without any slashes is entered, it is assumed than only the "Mean" value is specified. To
indicate that values for other than the five mentioned statistical measures are present in the
data, an asterisk ("*") is appended in the summary table (see image below, cell value 1////100
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% Mo, Measurs Value Notes % 1D Status MNotes

h 4 Lower range limit legacy dat... h ! To be checked

(1|5 |Upper range limit {egacy dat... 8 Mot to be recorded

1|6 Certral or typical value egac... | 526 - Mot applicable

|7 Minimum value 1 7 Data unavailable

|8 Maximum value 100 H Mot interpretable

(1|9 |Mean (= average) § | Data withheld

0 Missing data

Measurement unit: mol%

25 26 27 28 29 k1]
Temperature solation/enrichment  Pathogenicity GC-content AP 20ME Class
recomended procedure (plant) [mali] Cupule 05

['C] URE

If you checked the option Separate quantitative measures, for each statistical measure in
the quantitative summary data a separate column will be allocated in the data grid view. L.e.
you can direcly enter your values into the table (see image below).
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Statistical measures Status data

x Mo, Measure Value Notes x D Status MNotes
[1/4 Lower range limit (legacy dat... n ! To be checked

1|5 lUpper range limit legacy dat... le Mot to be recorded

E |Central ortypical value Jega... |526 HIE Mot applicable

) Minimum value 1 17 Data unavailable
H Maximum value 100 [1l# Mot interpretable

]ls Mean (= average) [ Data withheld

[]/0 | Missing data

Measurement unit: mol%

28 28 28 28 28 28
GC-content GC-content GC-content GC-content GC-content GC-content
[mal] [mal%] [mal] [mal%] [mal] [mal%]
Lower range pper range Central or Minimum Maximum Mean (=
limit {egacy limit {egacy typical value value value average)
data stat. data stat. leqacy data
meth. meth. stat. meth.
unknowr) unknown) unknowr)
832
465
hha 5.9
hha 5.9

Text descriptor and Molecular sequence data

For Text and sequence data the texts may be edited directly within the table. The
corresponding "notes" will not be affected.

Changing values in a table column

It is possible to modify several values of a single table column. Therefore select the table

entries that shall be edited - by selecting an entry and clicking the button iin section
Column action you may select the whole table column (see image below). Then select the
required operation: "Insert", "Append", "Replace" or "Clear" and enter the new rsp. new and old
value. After clicking the action button - depending on the selected Column action this is 4
(Insert), f“rJ"(Append), € (Replace) or ﬁ(CIear). Be aware that this feature performs a pure
text operation in the table columns. Especially for quantitative and categorical data columns

the resulting data will be interpreted according to the rules described above an might lead to
unsexpected results, if not designed ver carefully.
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Description: Blastocatella fastidiosa A2-16
Descriptar; C APl 20NE Cupule 04 ADH{Arg)
Column action: |Inset  ~ | A1/

= 21 22 23
k3 Description : Pathogenicity Fartial Culture
— tithe {animal) nbosomal collection
[ SEqQUENCE Accession

Ardibacter famid...
Aridibacter kavan... |
b Blastocatella fasti...
Edaphobacter ag. ..
Edaphobacterm...

Continue with:

e Description grid view - Selection parameters

e Description grid view - Copy or create descriptions
e Description grid view - Save or discard changes

AP1 20MNE
Cupule 04
ADH({Ag)
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Description grid view - Copy or create
descriptions

To copy one or more descriptions select the whole data rows by clicking in the area left from
the "Description title" column. In the tool strip the copy button B2iappears (see image below).

D{wvhungnﬂum - ] =
DiversityDescriptons Warkshop LAk
P Ao Tt ———|
Desowir Wit e W
Fearidh [E & ok E] [
2 Dioey 2 sarrohon et

&7

After clicking the B&ibutton you may be asked if you want to copy description resources, too.
Be aware that the copy operation is directly performed within the database. I.e. that local
changes that have been done in the sources desrcriptions will not be included in the targets
unless you save your data before copy (see image below, second and last line in descriptors
28 and 29).
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New description

To enter a new description, click on button [Jand a new row will be appended (see image
below). Same as for copy the new description is created directly within the database.

[ Dasznhon gd wew = () i
DiversityDescripons Warkshop e =

Fajoct RealweclidCE — —
M*m - = S = Ll B = e - = H|

e gt B \odenan |2

£ Dy £ pecicton e
Deacisior
2 2 z F2] S P = o] 3 Fo)
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Continue with:

e Description grid view - Selection parameters
e Description grid view - Data editing
e Description grid view - Save or discard changes
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Description grid view - Save or discard
changes

When you click in button "OK" the description grid view is closed and all changes are
automatically saved in the database. If you did some changes and want to save them without

leaving the form, simply click on .(see image below). If you close the window, e.g. by
clicking the "Cancel" button, and still have unsaved changes, you will be asked to save or

discard the changes.

E [laeszhonn g vesy ] =
e R e e 2
Pyt iR MY = e [ el T A i
T e = . h:; This 'x a ieck dadt o damonst-stw i-s LN [nemcdon a il Plots,

Undo all changes

You may discard all unsaved changes without leaving the form by clicking the “?button and
the data will be reloaded form the database (see image below).
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Sample data grid view

After starting a database query for descriptions select Herid -> Sample data grid view
... from the menu. The query result list is passed to the description grid view formand a
window as shown below opens. In the first line the database name is displayed. If you move
the mouse cursor over the database name, a tooltip shows the actual connection paramter.

[ sarnpde date gz viess - o

DiversityDescriptions3 0 9 Test =]

FJ*fwriEmdﬁhmmm
£ ki Capy of My firt description |78AA005]

it
i
1 I 1 s =3 SN T ol

i Thpiag rarcin [riew i Eundesrepini: Lsumsotiand. Hawars Kl Usohs tachau 707 E

N Fire oo |
EM Seumrd e 2

4 bl ot
Desckem e,

4] fe: 3

4 wampkn eveniis) selacied M wwrpheg ol medecied

Sl m EEE

P | i 1 ||.'|

[rr—— I

The table in the lower parThe table in the lower part of the window shows the sampling unit
IDs in the first column and the sample data in the other columns. Each sample column holds
the data of a certain descriptor. The upper part of the window shows the selection
parameters that are used for building the sampling unit table. You may change the table colors

by clicking the button €. A form as shown below will be opened.

&% Select descriptor column colors . O >

Click on buttons categorical, quanitative, text or sequence to select the corresponding

table colors. By clicking the *’ Reset button below the color, the corresponding default value
will be selected. After changing the table colors by a click on the OK button, you must
re-draw the table.
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Selection parameters

In the upper left part of the parameters for the samping unit table can be adjusted. If in the
query list passed to the form descriptions of different projects are present, the displayed
project can be selected with the Project drop-down box. The entries in the drow-down list
include the project name, followed by the number of descriptions for that project in brackets
and an asterisk (*) if the user has only read access for that project.

After selecing a project in section Descriptions and sampling events (right upper part of
the window) the descriptions and their sampling events are listed. Here you may select the
descriptions and sampling events that shall be used for building the sampling unit table. The

buttons IIl""-IaII, " 'none and = swap can be used to change the selection of all tree
elements. By pressing the M.button the tree view may be expanded to display the contained

sampling events, by pressing the K button only the descriptions will be shown. In the bottom
of the section the currently selected number of sampling events and sampling units is
displayed.

When you click on a single sampling event and more than one description is in the list, the

button §5§_—5§appears in the tool strip. By clicking this button you can open a description
selection window and thus shift the sampling event to a different parent description.

The Descriptor tree drop-down box restricts the descriptor columns to the descriptors
contained in the selected tree. Furthermore the tree hierarchy is included in the descriptor
names if a structured descriptor tree is selected (see images below).

Project: vty first test project (3) o
Descriptor tree: e
From descriptor; |0 Z to descriptor: |19 =

H Display sampling units table

Sampl. evert:  [ID-0007873991]
Description:  [22] Copy of My first description [7874007]

Descriptar:

& 1 1 2 2

i Samp:ill:;g . First descriptor Copy of First Secand Copy of Second

ST descriptor descriptor descriptor [mm] d

[ | jm]

[ 3 g2

83 1 1
84 Second state - T... 2% Hali
a5 First state wf'leh B 3 3
6 Second state wh... 125 p21
7 First state ' 126 Wi
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Project: My first test project (3) o
Descrptortree: | Structured tree for My first project e

From descriptor: |0 = to deseriptor: |19 =

H Display sampling units table

Sampl. evert:  [ID:0007873991]
Description:  [as) Copy of My first description [7874007]

Descrptor:
= 1 2 3
K3 Sampling unit Level 1 First Level 1 Level Level 1 Level
—y D descriptor 2 Second 2 Third
escrptor escriptor
d d
[mm]
bk a2
&3 i1 1
a4 Second state-T... 236 Hallihallo
85 ‘First state when g.... 2 3
6 Second state wh... 125 p21

The values From descriptor and to descriptor limit the range of descriptor sequence
numbers that is included in the discription tabe. Be aware that this restiction is additionally
effective to a selected desriptor tree! If you want to de-activate this restriction, select "from'
value 0 "to" value 999999 by a double-click on the labels From descriptor rsp. to descriptor
. The limitation of the number of descriptor columns makes speeds up the description table
generation, especally if many descriptor (e.g. some hundrets) are present.

Finally click the button U Display sampling units table to build a new sampling unit table
according to your settings. During output of the sampling unit table the icon of the button

changes to G and you may abort processing by clicking the button.

Continue with:

e Sample data grid view - Data editing
e Sample data grid view - Save or discard changes
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Sample data grid view - Data editing

The first column of the sampling unit table shows the sampling unit IDs titles, which are fixed.

I.e. if you scroll the sample data to the right, the IDs are still visible at the left. The other
columns show the sample data, where the descriptor type is indicated by the background
colour: categorical, quantitative, text or sequence. The column titles include the descriptor

name, the mesurement unit in square bracket for quantitative descriptors and the descriptor's

sequence number (see image below).
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When a sample cell in the sampling unit table is selected, the field Sampl. event: shows the

sampling event titles, field Description: shows the description title and field Descriptor:
shows the symbols according the descriptor type (C for categorical, £ for quantitative, Ix

for text and # for sequence) and the descriptor title. If for a descriptor resources are
available, this fact is indicated by a coloured symbol background. You may view them by a

double-click on the descriptor title. If for a description resources are available, the symbol [as]

is displayed before the title. Double click in that symbol to view the resources.

For the selected cell the sample data may be edited as described in section Editing the
description - Sample data tab of this manual. For modified sample cells the text colour
changes to blue and the sample unit IDs will be shown with yellow background in the table.

Changing the sampling event

To shift samling units to a different sampling event, select the whole data rows by clicking in

the area left from the "Sampling unit ID" column. In the tool strip the set event button %
appears. After clicking the button a window for selecting the new parent sampling event will

be opened (see image below).
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Copy sampling units

To copy one or more sampling units select the whole data rows by clicking in the area left
from the "Sampling unit ID" column. In the tool strip the copy button B2appears (see image

below).

B ¥FD| s D

CREIFTEIEa -

L

After clicking the B&ibutton the copied line are inserte at the end of the tabel (see image

below).
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Delete sampling units

To delete one or more sampling units select the whole data rows by clicking in the area left
from the "Sampling unit ID" column. In the tool strip the copy button X appears.

New sampling unit

To enter a new sampling, click on button [Cland a new row will be appended. After clicking the
button a window for selecting the sampling event will be opened.

Continue with:

e Sample data grid view - Selection parameters
e Sample data grid view - Save or discard changes
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Sample data grid view - Save or discard
changes

When you click in button "OK" the sample data grig view is closed and all changes are
automatically saved in the database. If you did some changes and want to save them without
leaving the form, simply click on .(see image below). If you close the window, e.g. by
clicking the "Cancel" button, and still have unsaved changes, you will be asked to save or
discard the changes.

m Earnple dte gns ves
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Undo all changes

You may discard all unsaved changes without leaving the form by clicking the “?button and
the data will be reloaded form the database (see image below).
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Extended text editor

In the most text fields you can open an extended text editor by double-clicking the text field,
whic proviedes the following features:

e Text formatting
o RTF-like text formatting
o Inserting text links

Text formatting

In the text fields you may use some HTML mark-ups <b>bold</b> <i>italic</i> and
<u>underline</u> for text formatting (see image below left). Additionally the tags <br>, <br/>
or <br /> may be inserted to indicate a new text line, but the most common way is to press
the ENTER key instead. The format tags will have an effect if documents are generated from
the database.

Descriptive text

Agerer R (1987-1595) Colour Atlas of Ectomycomhizae. 1st-Sth -
delivery. Einhom, Schwabisch Gmand.<br/> Berg B (15859)
Charaktersierung und Vergleich von Ektomylcomhizen gekalider
Fichtenbestande. Digs Univ Manchen.<br/> Danielson RM,
Pruden M (15859) The mycorhizal status of urban sprice.
Mycologia 81(3): 335-341.<br/"> Haug |, Pritsch K {1552)
Ectomycomhizal types of spruce (<i=Picea abies</i= (L) Karst.)in
the Black Forest, @ microscopical atlas. Kemforschungszentrum,
Kansruhe <br/> Ingleby K, Mason PA, Last FT, Feming LV (1550)
|dentification of ectomycomhizas. ITE Research Publication no. 5.
HMS0, London.<br/= Weiss M {1588) Eldomykomhizen von
«i>Picea abies</>. Symthese, Ontogenie und Reaktion auf
Umwehschadstuﬁe Digs Univ Minchen <br/= Weiss M (15839)

ama byssoides In Agerer R {ed) Colour Atlas of
EE’[EII'IT!,"CDI‘I‘|‘II2EIE plate 23, Einhom-Vedag, Schwabisch
Gmiand.<br/= Weiss M (1550} Studien an Eldomylomhizen XXV,
Urtersuchungen zur Ontogenie von Bktomykcomhizen an <i=Ficea
abies«</>. Nova Hedwigia 50: 361-353 <br/> Weiss M, Agerer R
(1588) Studien an BEldormdcomhizen X1, Drei nichtidentifizierte
Wylcomhizen an «<i=Ficea abies</i= (L.) Karst. aus einer
Baumschule. Eur. J. For. Path. 18: 26-43.

Motes:
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Edit literature references — O x

U@ 3
Agerer R (1387-1995) Colour Atlaz of BEctomycomhizae. 1st-9th delivery. Bnhom, Schwabisch Gmind.
Berg B (1589) Charakterisierung und Vergleich von Eltomykohizen gekalkter Fichtenbestande. Diss Univ Minchen
Daniglson RM, Pruden M (1385} The mycomhizal status of urban spruce. Mycologia 81(3); 335-341.
Haug |, Prtsch K (1932) Ectomycorhizal types of spruce (Ficea ahies (L) Karst ) in the Black Forest, a microscopical atlas
Kemforschungszentrum, Kardsnihe
Ingleby K, Mason FA. Last FT, Feming LV {1593] identification of ectomycanhizas. ITE Research Pubication no. 5. HMS0, London.

Weiss M (1989) ETR e lonns . In Agerer R (ed) Colour Atlas of Ectomycorhizae, plate 23, Einhom-Verlag, Schwabisch Gmind
Weizs M (1950) Stumem an Ektamkm“uzen HHV. Untersuchungen zur Ontogenie von Bldomykomhizen an Fices abies. Nova Hedwigia
50: 361-393

Yeizs M, Agerer A (1588) Studien an Bdomykomhizen x|, Direi nichtidentifiziete Mykomhizen an Fices abies (L) Karst. aus einer
Baumschule, Bur. J. For. Path. 18: 26-43

Abbrechen QK

By double-clicking the text field you can open a separate edit window that shows the text
formatting (see image above right). You can easily change the formatting by selecting a text
and clicking the buttons B, I or U.

To reload the original text into the edit window click the button. By clicking OK the changes

are taken over to the text field, to ignore the changes, click the cancel button.

RTF-like text formatting

In some projects RTF-like mark-ups are used to indicate text formatting, e.g. \i{}italics\i0O{}
for italics. If you double-click on the text field you can open the separate edit window and

button & indicates that RTF-like format mark-ups have been detected (see image below).
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= O x.

Edit including

B/ ujlQe-|AK

‘iltAgrautus\i0f P. Beauv., \if}Agrestishi0l} Bub.. “i}Anomalotis it} Steud., i{iBromidium 00 Nees. \i}Candolza il Steud., “a{)
Chaetotrops 0 Kurth, \iDecandolea®il]) Batard, “{IDidymochaetan0]) Steud . \i{lLachnagrostis 0} Trn,, \i{}Neoschischkiniay0{]
Tevedev, i{iNotonemail{} Raf., \if}Pentathenum i} Mabelek, “i{}Podagrostis il (Grseb ) Scrbn., \i{}Senisetum i} Koidz., il

Trichodium 0} Michawe:, ifVifa\il{] Adans

Abbrechen QK

<

By clicking the & button the edit window will show you the formatted text (see image below
left). After clicking OK the text will be stored using the HTML mark-ups, which is the standard

for DiversityDescriptions (see image below right).
= O .

Edit including

B I U|@ B
Agzules P Beauv ., Agrestis Bub . Anomalots Steud ., Smmidum Nees, Candodes Steud .. Chasfofmois Kunth, Jecancnles Batard,
Didimochaefa Steud . Lachnagosts Tin,, Meoschischlava Tavelev, Mionena Raf., Fatathewm Nabelek, Podagrostis (Grseb ) Scribn,,

Senissfum Koidz., Trichodium Michawe, 1z Adans.

oK
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Descriptive text

d=fgraulus<i= P. Beauv., <i=Agrestis<i> Bub., <=Anomalotis</i> =

Steud., <i=Bromidium=/> Mees, <i>Candollea<Ai= Steud.,
<ixChaetotropis <= Kurth, <izDecandolea</ > Batard,

<=Didymochaeta</i= Steud., <i>Lachnagrostis <= Trin.,
<ixMeaschischkinia</i= Tsvelev, <:MNotonema</= Raf.,

<xPentatherum</i= Nabelek, <i>Podagrostis</i> (Griseb.) Scrbn.,
<xSenisetum </ Koidz., <ixTrchodium<As Michawe, <-Vifa<is

Adans.

Motes:

Inserting links into text

You may open an internet browser by klicking the button Q. After navigating to your target
page, click OK to insert the link at the current cursor position. By klicking the drop-down

button C‘ﬁyou can select a Diversity Workbench database and search for a certain database

entry (see image below).

Edit Reference

B I U|@F @

A link to Google: it Agents ...

bWy Vs Td L Y. BOEGIa kY Dgdaws

rd

oo

A link t
ink: to Deversity Dt Collection ...

Exsiccatae ...
Gazetieers ...
Projects ...
References ...
Sampling plots ...
Scientific terms ...

Taxon names ...

Abbrechen

After selecting a found entry and clicking OK the database link is inserted at the current

cursor position (see image below).

0K
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Edit Reference

E I U Q@[3

A link to Google: hitps / /wwow ooogle de/ofe rd=criei=cWWis Tdl YmJBGHGEE K Y Dofaws rd=ss|

Abbrechen

A link to Diversty Dascriptions; hitp //id ansb info/Descriptions/5338

oK

When the link is clicked either the web browser opens (for regular HTML links) or the Diversity
Workbench application to display the databease entry (see image below).

ID

Description name

Dt ailn

Project

Fighds
License

Tamesn ruasne

Ulrservation
Specimen
Geographic area
Slage

Parl

Cther scope

% DiversityDescriptions  (DiversityDescriptions_Tutorial)  Server development.diversityworkben... - O b 4

Baag

Common Frog (Rana temporania)

500 of ET| reptiies and amphibizns

Comman Frog

Page 209



Table editors

For the data selected in the main window the table editors offer a direct access to the tables
of the database. Underneath the menu Grid select one of the ﬂTabIe editors. A window
with the content of the table will open. Columns with a gray background can not be edited
here. Columns with a light gray background are linked to the contents of lookup tables where
you can change according to the contents of these tables. The following tables are included
for direct access:

I;i Project

& samplingEvent
2% Descri ption

i Descriptor

‘i CategoricalState
fas] Resource
%ResourceVa riant

1= .
=-Translation

Depending on the edit mode the following options are available in the ﬂTabIe editors menue:

Edit descriptions

o @Sampling events to edit the sampling events of the descriptions in the
query result list

o ==Descriptions to edit the descriptions in the query result list

o E’IEIDescription resources to edit the resource entries for the descriptions in
the query result list

o UBResource variants to edit the resource variant entries for the descriptions
in the query result list

o '=Translations to edit the translation entries for the descriptions in the query
result list
Edit descriptors:

o T Descriptors to edit the descriptors in the query result list

o Descriptor resources to edit the resource entries for the descriptors in the
query result list

o ﬂszsCategorical states to edit the categorical states of the descriptors in the
query result list

o ':ECategorical state resources to edit the resource entries for the categorical
states of the descriptors in the query result list

o HZResource variants to edit the resource variant entries for the descriptors
and categorical states in the query result list

o '=Translations to edit the translation entries for the descriptors and
categorical states in the query result list

Edit prorjects

o I‘iProject to edit the projects in the query result list

o _%Descriptor tree node resources to edit the resource entries for the
descriptor tree nodes of the projects in the query result list

o HZResource variants to edit the resource variant entries for the descriptor
tree nodes of the projects in the query result list

o '=Translations to edit the translation entries for the projects in the query
result list
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As an example see below the table editor window for projects.

f3 Prgect - o %

: i Exat
- S| e i Fle DiEv &

Read-only

If for parts of the query result no write access exists, the table editor will be opened in
read-only mode. Especially for descriptors you should keep in mind that they may belong to
more than one project. Therefore the table editors for descriptors, categorical states and
their resources or resource variants may be opened for read-only, if you have not write
permissions for all projects in the database.

Editing

You can either edit the contents of the table directly or perform changes to any number of

marked fields. To mark a whole column use the = button. Once you have selected the
contents to change, select one of the modes of change that appear in the upper left corner.
The modes of change are:

o JInsert: Insert the given value at the beginning of the content
o @Append: Append the given value at the end of the content

o Fe?RepIace: Replace a string in the content with the given value
« #Clear: Remove the content

After selecting the change mode, enter the text in the field where necessary and click on the
corresponding button to perform the changes.

Page 211



If you want to delete a line in the database, select it by clicking in the space before the line
and press the #button. Take care that an undo of that action is not possible.

Filtering

To filter the content of the table, click in the column that should be used for filtering. Then
choose the mode of comparision:

e =: The content must be exactly like the given value
e ~ : The content must contain the given value
# : The content must be different to the given value

If you want the filtering to be case sensitive, choose the [¥la<>A option. After all parameters

are set, click on the Tbutton. To undo the filtering, click on the C button. This will reset the

data to the last saved version. If you want your changes to be saved, click the Ebutton
before you reset the filtering. If you close the window all changes so far will be saved

automatically. If you do not want to save your changes, click on the M*button to close the
window without saving.

Export

To export the data as a tab separated text file, click on the _#button. The file will be
automatically saved in the client-folder.
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Translations

For each project a default language is selected in the Edit project panel. In Diversity
Descriptions for most database entries additionally translated expressions can be stored in
the Translation table. Even for the default language adjusted for the project alternate
expressions may be entered. In several export and document generation forms it is possible to
select an alternate output language, if translations are available. Translatable entities are
listed in the following table.

|Database table ||Database columns
CategoricalState label, detail, abbreviation, wording
DataStatus_Enum label, detail, abbreviation
Description label, detail, wording

Descriptor label, detail, abbreviation, wording_before, wording_after, wording
DescriptorTree label

DescriptorTreeNode label, detail, abbreviation
Frequency label

Modifier label

OtherScope label, detail

Project label, detail

Resource label, detail
ResourceVariant_Enum label, detail

SamplingEvent label, detail

SexStatus_Enum label, detail, abbreviation
StatisticalMeasure_Enum label, abbreviation

All mentioned entities may be edited using the translations editor. If for an output a
translation language is specified, a situation may occur that for a certain entity not
translation is stored in the database. In those cases automatically the original database
values will be used.

As you can see in the table above, no translations are supported for the descriptive data, i.e.
summary or sampling data. Concerning categorical data, there is a tranlsation support,
because the terminology parts (Descriptor and CategoricalState) my be translated.
Quatitative data mainly include numeric values and their statistical measure, where the
measure texts themselves can be translated. The same is valid for descriptor status data.
Molecular sequence data naturally do not contain any translatable texts. Finally only the
contents of text descriptor data and notes, that can be included in any summary or sampling
data, are not supported for translation.

Data export

The export format SDD is XML based and offers multilingual support. By default the document
language ist set to the project default language and the original database entries (labels,
detail texts and so on) are included without explicit language tag. If translations are stored in
the database, they are included in the SDD output with their specific language tag. As an
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option translations may be completely excluded from export or the SDD document language
may even be switched to one of the available translation languages. Please be aware, that
the enumerated values (DataStatus_Enum, StatisticalMeasures_Enum and SexStatus_Enum)
are identified by specific tags within SDD. Therefore the translations for these are not
included in the SDD file!

The export format DELTA is text based and does not support multilinguality. By default the
original database entries are used in the DELTA output. If translations are stored in the
database, you may select one of the available languages for the DELTA output.

In both cases the general rule applies that if for a certain term no translated value is present,
the original value will be used. For details concerning the data export see here.

Data import

In the SDD import form the available languages are displayed. You have the options to omit
translations during import or select a different language as the project's default language.

The DELTA import form offers the option to import translations for descriptors, categorical
states and description items from separate DELTA files with identical structure. In a first step
the complete data are imported form a main DELTA file. In subsequent steps the identifier for
additional languages may be imported from additional language specific DELTA files.

Document generators

The is a number of document generators to generate HTML or Media Wiki output. In this form
an "Export language" field is shown if any translations are available in the database. In those
cases you have the choice to adjust the default language or one of the offered tranlsations
languages. Anyway, there may be some fixed expressions in the generated documents, where
currently no mutilingual support is available.
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Editing translations

After connecting a database select Edit -> i‘ﬁTranslations ... fromthe menu (see image
below). You have to select the mandatory parameter Project and the Table. If you want to
enter a new translation text, the Column and the target Language must be selected. If you
omit one of those parameters, only existing tranlation texts from the database will be shown.

You man change the display and sorting of the entries in the Language combo box from
"<code> - <description>" to "<description> - <code>" (and back) by clicking the button
you need language codes that are not included in the list, click the .’button. For more details
see Edit language codes.

= If

| tebrachen oo

With the numeric control Items you may adjust how many database items shall be selected

for display. After clicking the Mputton the query results are displayed. By clicking the
buttons ®and #you can load the next rsp. previous matches.

The table lists the internal ID of the data entry ("ID"), the table column ("Column"), the
project language ("PL"), the "Original text", the translation language ("TL") and the "Translated
text" (see image below). In table column "x" lines without write access will be marked as x .
If you have write access, you may enter the tranlated text directly in the table.

& Translatians - CoverstyDescrabons, Datahase DiversityDeserpbions3 08 BicivEl w3023 = u} ks
Proect |Sthmeeings v Teble  Descrpton | Courn: [fend T —— e A hens 10 2] om
I Coum  PL  Oegndien T Trensded i |-
-

-
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A& Transtations - DiverstyDvscrahons, Datashase: Dierstylescnptionsd 0% Bicivl v 3023 o o =

Project | Schmetierings: w Table: Descrpton ~| Cowmn: [ 4 Lenguage: en -Engisch w ek Remn V00 2 220 E
0 Cokarry FL Original et TL Tranelsled et o |
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T B e ] e =
i < Twmmemoneoms o -
161376 {nbel | de Acronicta pa {Piebeuie) =
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21306 Inkel [ET-re— o 1=
1157207 Jated 't | Lopharomes macuma fefleckie Tussck Bémmammer) n -
161308 - fabed {de Eupthenia wgaumats {Rithcher Goidntan Sicer 7 = r}{
1E1309 label \de Hylaphanes solons on

AGETH [de  |Fuson eus =

15111 label \de Stuemia pael {Wicner Machipfauenaice ) en

161426 lnbed | da Aphartapus hypeactus (Braunes Waldegel) o

151458 fnbel | Cakge eusiochus (Eanarenister) &

11437 labad a0 Maemn i cxitLmakn ™

161428 Il |t Desiepitvia ipencr Jilliens Wairachwanmen on

161478 label [te | Bolorta thor oy Portmustasticton an

1E1430 label | e Fama complana Gaftint-Fechlontarchon) 0

151464 Label | da Fuspifryilyan asivia {Soabicnen Schachanlalan an

V51465 kel ltn | Tpslopha remonia o

=

You may copy the original text of selected lines to the translated text by clicking the button
B or delete the translated text with button . To select all translated texts click on button
i. In modified lines the background color of the first two columns will be change to yellow

(see image below). With button .you can save the modified data, with button *”you can
reload the table, i.e. discard the changes.
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G112 lakel  de | Enrstoces emweken DiskerSaker) e

IG1160 lshel  de  |Costacoewesa cemsngens o

1E1276 labed loe  |Acronictapa Pk} en

121277 liel  ge | Eysaenafipenddse (Gemenes Btwrépizner =

1151206 kel |00 |Belnomjn =

151907 el lde | Lopharomes mecuma Kefeckie Tussck Bémmamnner) =

P e S =

151308 inkel lee | mpphenes smons o

HE1310 ke [t |Esnaers =

181311 ok de Satumia pyt (Wiener Machpfauenauge) o

181425 |t e Aphantepus hypeantus (Braunes Waldmge) =

151426 | lnbd | e Calige susiochus {Eanareriaiter} &

151477 lakal | an Macmcin it o

161478 okl |t Desiepitila aipencr (iltiersr Wairachwanmer: o

1571429 Lkl [de | Bolea thom pen Petmutefitor) =

HE1430 kel | e Eseema complana Kidsinh-Aechtantarchan) o

151464 Lakd |da | Fupitydeyas siia (5o Sdheckantaton an

TET465 ol ! Tpackephia remenila n

If you selected any Translated text entries, it is possible to modify several values
simultaneously. Therefore select the table entries that shall be edited - by clicking the button

iyou may select the whole table column. Then select the required operation in the Edit
section: "Insert", "Append" or "Replace" and enter the new rsp. new and old value. After

clicking the action button - depending on the selected operation this is J(Insert), t?

(Append) or {2 (Replace).

By double-clicking the table line or clicking the I:"iilbutton you can open a separate edit window

(see image below). This form works almost in the same way as the Extended text editor.

meys @~

o LW n
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Edit language codes

In the Diversity Descriptions database language codes are used for two purposes: The first
one is to indicate the project's default language. Furthermore for the most important parts of
the data translations may be entered, which carry a laguage code, too.

By all means the language codes consists of an at most three-letter string. In the application
you may select the language code from a drop-down box, which shows the language code - in
most cases a two-letter ISO 639-1 code - and the corresponding long name. By clicking the

“=button you may change the display sequence (see images below).

Language: |en - Englisch o ."f

a ~
eo - Esperanto
es - Spanisch
et - Estnisch
el - Baskisch
Parent projefa - Farsi

v, fi - Finnisch
Rod - Fardisch
fr - Franzosisch
gl - Galizisch
gu - Gujarati
he - Hebraisch
hi - Hindi
hr - Kroatisch
hu - Ungarisch
hy - Armenisch

id - Indonesisch
Workbenchis - slandisch

- it - talienisch i
Lm?lﬁ iv - Invarante Sprache (Invarantes Land) —
3 LIAYja - Japanisch
ka - Georgisch
kk - Kasachisch
kn - Kannada
ko - Koreanisch
kok - Konkani
by - Kirgisistan
it - Litauisch
Iv - Lettisch
Edit projects |mk - Mazedonisch ¥ o
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Language: |Englisch -en v e

4 #

Esperanto - eo
Estrisch - et
Fardisch -fo
Farsi -fa
Parent projg Finnisch - fi

W] Franzosisch -fr
I:‘mm‘G.Ehlizisu::h -gl
Georgisch - ka
Griechisch - &l
Gujarati - gu
Hebraisch - he
Hindi - hi
Indonesisch -id
Invariante Sprache (Invarartes Land) - iv
Islandisch - is
ftalienisch - it
Workbench Japanisch -ja

- Kannada - kn I
i Kasachisch - kk &

3 LIAfKatalanisch - ca

Kirgisistan - ky

Kiswahili - sw

Konkani - kok

Koreanisch - ko

Kroatisch - hr

Lettisch - v

Litauisch - It

Malaiisch - ms

Edit projects |Marathi - mr bt

e

Most of the values are provided by the operating system. Anyway there might be the need to
include additional values, e.g. "eo" for Esperanto. For those cases as a second source
additional language codes may be stored in the application's settings. Finally, language codes
that are present in the database but neither included in the operating system's list nor the
application settings will be included at the end of the selection list with background, if
neccessary.

To edit the language codes, click the # button and a new window will open (see image
below). The operating system's entries are shown with a light blue background and cannot be
modified. The language codes that are stored in the application settings are shown with white
background and may be edited. To enter a new value, use the empty line at the end of the
table. To delete an entry, mark the whole line by clicking on the row header and press the
delete key on the keyboard.

Edit language codes — O et
Code Description |ze ~
Uk i ...E.U.k.r;i.nis.m R I e
T s s
uz : Usbek,sd-, B CR XTI : x
.v.i. a5 manamemﬁ e A oo
m S m,nemsm{vwnfadﬂ} ................................................ | x ......
dp Darsi
egy Eaypt
20 Esperanto

Abbrechen Ok




By clicking OK the changes will be stored in the settings.

Page 221



Summarize data

Currently the following functions for summarizing data are available:

#* Summarize descriptions : Summarize the data of selected descriptions and create a new

one or update an existing description.

TJ‘"}Summarize sample data : Summarize the sample data of selected descriptions and
update their summary data.

Summarizing methods

Depending on the selected summarizing function either the descriptor data of selected
descriptions or the sampling data of the selected descriptions build the data source.
Summarization of the data is done according their data type.

Categorical summary data

For building of categorical summary data the single categorical states of the data sources are
accumulated. In general for each states test notes can be entered. To summarize the text
notes, the different notes are accumulated (append in a new line), if they are not yet
included in the summary note.

If modifier have to be processed, each combination of a categerical state and a modifier will
be treated as separate values. Summarization of notes text will be done separately for each
of these tuples. Only modifiers that are assigned to a descriptor as recommended modifier
(see Editing the descriptor - Descriptor tree tab ) are evaluated, otherwise the modifier values
are ignored.

Categorical descriptors may be marked as "exclusive", which means that only on state may be
selected. If the approptiate option is set for the summarization, the categorical states that is
most often selected in the source data will be used in the target.

Quantitative summary data

For building of quantitative summary data from the numeric values of the data sources all
recommended statistical measures (see Editing the descriptor - Descriptor tree tab ) for the
processed descriptor are calculated. Text notes are accumulated for each statistical measure
the same way as described for categorical summary data.

If modifier have to be processed, all the modifier are accumulated for eache statistical
measure. Since in the resulting quantitative summary data only one modifier value is allowed
for each statistical measure, the most often used modfier is inserted.

Text descriptor data

To summarize the text descriptor data, the different texts are accumulated (append in a new
line), if they are note yet included in the summary text. Text notes are accumulated in the
same way.
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Molecular sequence data

To summarize the moecular sequence data, the different sequences are accumulated (append
in a new line), if they are note yet included in the target sequence. Text notes are

accumulated in the same way.

Statistical measures

Name Abbr. Calculation
Lower range limit (human estimate) - X1..Xp sorted list: x;
Upper range limit (human estimate) + X1..Xn sorted list: x,
Central or typical value (human estimate) centr. X1..Xp sorted list: X,/
Lower range limit (legacy data stat. meth. unknown) -(?) X1..Xp sorted list: x;
Upper range limit (legacy data stat. meth. unknown) +(?) X1..Xn sorted list: xp
: centr.(?) et
Central or typical value (legacy data stat. meth. unknown) X1..Xp sorted list: X,/
Minimum value Min Absolute smallest value
Maximum value Max Absolute largest value
Mean (= average) W H=C/n) S X
: hu=n/(Zn)(1/x))
Harmonic mean hp hu=0 if any x=0
Geometric mean gy gu="VImxXi
Mode mode Value that appears most
often (ambigious!)
X1..Xn sorted list
Median med. n odd: med=X(n+1)2
n even: med=(x,/+x
(n/2+1))/2
Interquartile mean (= average) IQM X1..Xp sorted list
IQM=p(X0.25n+1--X0.75n+1)
Variance (sample df = n-1) Var. Sn-1=(/n1)Z (my(Xim1)°
Variance (population; df = n; rarely applicable!) }/;gb N Sn=("/n)Z (ny (Xi-11)°
Standard deviation (sample) s.d. On-1=VSn-1
Standard deviation (population; df = n; rarely applicable!) ?L.)%lp ) 0,=VSh
Mean deviation m.d. md=("/0)% ) |Xi-H |
Mean deviation from median m.d.m. mdm=(1/n)z(n)|xi-med|
Coefficient of variation (sample) cv CV=0,/u
Corrected coefficient of variation (sample) CcvC CVC=0,-1/M
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Total range

TR

X1..Xn sorted list

TR=X,-X1
. X1..X, sorted list

Interquartile range IQR

q 9 Q IQR=X0¢.75n+1-X0.25n+1
Standard error of mean s.e. 0x=0n-1/VN
Standard error of variance (of multiple samples) §.e.(var. Sx=Sn-1/Nn
Skewness Skw.  |Ivy=("/n)Em((x1)/0)’
Kurtosis Kurt. Kurt=("/n)Z (my((x-1)/0)*
Sample size n Number of values
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Summarize description data

With this form you can summarize the information of selected descriptions and store the
summarized data in a new description or update an existing one. After connecting a database

select Edit -> %' Summarize descriptions ... from the menu.

Description selection

In the first tab Description selection you search for the source descriptions that shall be
summarized into a new or an existing target description (see image below).

2 Suerenane descrgihans = u] =
DiverstyDescriptions SMNK [e] [
£ Descrptior seiectan %L [ieacriplor miscson - 35 Gerrstor opfom
=
Suzhkritizren Suchegebnsse 1-6
a Fmjet = = [ConthakaChaskdenstia wl= G dvegane_IKPY Coryhaks 010_Holm
Description C_dregana_KRs Corymake 011_par_T
| | Cdresana KPS Corgmabs 013 _par_m
= Tte = - C_depane_INPA C_dreganc_ KPS Carymals 013 _par
Dietailn - C_drepane WP Corymale 0F6_par f
o Til = = |
Ebiwphr —T = i :
113 Categoiical » = ul--
Qusntlsti, * = |-
 Tet - - "‘i' necken nach Desesiption - LT
(R e i B i S et e e Tl
v ¥ RALIERS (1]

un’.

You have to select at least the mandatory parameter Project and start a query with button

. From the result list superfluous entries may be removed with the Ebutton. For a
detailled description of the query control please refer to section Query.

Descriptor selection

In tab Descriptor selection select the descriptors that shall be summarized in table column
OK (see image below). You can select rsp. deselect all descriptors with buttons Mand [,
Button = inverts all selections. To select all categorical, quantitative, text or sequence

descriptors the buttons €, E, Txand & are avaiable. With button “Eyou may select a
descriptor tree rsp. descriptor tree node to select all descriptors assigned to the selected
element.
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SLETeTanee desc s — u] s
- b

For quantitative descriptors a statistical measure must be specified where the values for
summarization are available. When the descriptor table is filled, for each quantitative
descriptor the available recommended measures are checked if one of the measures "Mean (=
average)", "Central or typical value (human estimate)", "Central or typical value (legacy data
stat. meth. unknown)", "Mode" or "Sample size" is available (priority in this sequence), it is

pre-selected in colum Measure. You may modify this adjustment for each single descriptor or
use button &to change the setting for all selected descriptors.

Generator options

In section Summarize options you may specify to Ignore notes and to Ignore modfier
values of the source descriptions. If you select Restrict exclusive descriptors, the most
often selected categorical state of a "exclusive" descriptor will be set instead of accumulating
all source values. Accumulate scopes will collect all scope values of the source descriptions
in the target. Write item count will enter notes containing information about the number of
collected items in the summary data. If you additionally select Write detailled notes, the
source description IDs will be listed in the notes. Finally, Write summary infomation inserts
a summary about summarized descriptions into the target description details (see image
below).

In section Target description you may select the Target project (usually the same as the
source description's). You may either create a New description and enter the description
name or Update a description selected form a drop-down list.

In section Status data you may control the summarization behaviour for every descriptor

DiverstyDescriptions SMNK [
55 Deswsiplion ikiction | 5 Deserptor seiecsan | i Ganarti opson
Bl on Ha Deeazsipred Tipe Mnas
1|13 Cypeusheighi ot 8ME e P S—— =
ol R L D r————— | quartgairee ST N e v
EIE Fomtice ot [ quertzaires e o Bl ol Bl 7
» |16 camace -mdh cumttate ikt ol vk ey k] W
BT Carapacs colounaom casgonoal w
B o e o orgh | cobagoncat "
" 19 | Ciwhomal bose nterie-medio deinl lobe prewerce | cotegorcal o
2 ({20 | Creboerl bose furow beeth rumbier sromargnal | cabgarcat b
a 21 Ceboerel base durow beeth shape-sizs promaggns :ma -
B |2z | Crebosral base fumow testh rumber sstromangnal cansgoncal e
E1[20 | Ohchoer bose fumow tecth shope-atae etiommrgiial ::mu 7
ma Semendn Y 1 i
144 Descrptons) sefecled
Presiaw
=
T
P

Page 226



data status value:

o Ignore
If in @ summarized description the corresponding data status is present for a descriptor
value, it will be summarized but the descriptor data status will not be set in the target
description.

e Summarize
As for Ignore the descriptor values will be summarized. Additionally the descriptor data
status will be set in the target description.

¢ Omit data
If in @ summarized description the corresponding data status is present for a descriptor
value, it will not be summarized and the descriptor data status will not be set in the
target description.

B Speemarne descnghans = 0 o
DiverstyDescriptions SMNK e

55 Dencrihion mlscton 5 Deseriplor misigon  ToF Genereor optona

Summarize oollara Sratus dats

[] Wrre summary infe E fgnere notes Data unavaiatia 1) gnoms ) Buammarioe 1) Ol ddala

[ Wiite e ot bl Fgnone modiier Data wiiheld () igname W Summarine {7 Omit data

F| e cetadled potes Fhssrg dacs L) ignors it Summanos %) Omit deta

[4] Acoumiste scopes A Festrict mocusmee descnobors Mol apphcabie W Iynore 7 Bumirarios 7 Ol ddada

Tagal dascipsion Het interpretabls ) ignoe ) Summarnze i Ot data

Target praject:  Coeythiska Cherskterstbos = Mot b be recomded (7} ignoms ) Summanps O Cinv dsts

O New : B Sty T b el 12} igners B Saanmaize 13 it el

) Lpdais Corthala Sunmasy ot

Star: genembon -‘3’;& Recaicume :..E‘

Py
=) 15 15 15 15 15 15 7 13
carapacs - engh  camnacs -lenglh  caapace <lendlh AR [T carafacs - middh Carpacs Chadiceral £
= :?!-;.';;I‘"" ] ] rm] lengih jmm| eth [mm] fmm] woloaralun caw lemgh .-sil.:
CbseryerEatlower  DhsemerEsitUpper  ObaerveEaCeniral Wean HKizan Ceeserversa eneral
» Cordhzlia Sammary |24 a7 i ZEIINAAAN | T EXEMIETARTE: 18 e
. grepane N 24 18 b
C_crepare |RPA | 25 17 E:
L drepare (RPA [ ri 2 - ;'ca
- crepane_(NPA | 25 [ [ % i
C_crepares_[RPA [ 25 [ [ 12 Laterady with Gohd .:|h9\.1_hrc9]hg .. |presd
L diropare (PR [ 25 [ [ 21 Loteraly with gl .:ln-:rr_hrcsih_: P e
i ¥
Fobrechen oK

After checking the settings click in button Start generator ‘@’ During processing the icon of

the button changes to e and you may abort by clicking the button. In the Preview area a
table with the generated rsp. updated target description (coloured background, may be

change with button %r) and the summarized source descriptions (grey background) is shown.
If the target description has been modified, this is indicated ba a yellow background of the
description title (see image above). Updated values are shown as blue text. By double-clicking
on a field in the preview table you may view the contents in a separate browser window. To
save the updated values and close the window click the OK button. To exit without saving
click Abort. In this case you will be asked if you want to save modified data.

Since building the preview table may take some time, especially if a lot of descriptors have

been selected, you may use the button Recalculate ‘@for restarting the summary process. In
this case the descriptor columns will not be re-built, only the summary data will be calculated
and actualized. This feature may be useful, if you change some settings an want to update

the data. If you use the Recalculate Lrbutton with an empty preview table, only the
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description titles will be displayed. Anyway you can view the summarized data using the =
button (see below).

You may store all changed entries by clicking the Ebutton or omit all changes and reload the
data by clicking the *’button. To view the description details of the currently selected entry

click the # button and a separate browser window opens (see image below).
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Cotala: [0 O 2020 151035 - Desartption susmarized frem

bitp:d e diverstyworkbench de/Descaptons . SMHEE577
g /e diversityworkbench derDescaplions. SMWK@573
Fiip: ek diversdyworkbench de Disscaptons_ SMRH/A581
http:/famei diverstywerkbencn deDsscaptions SMNHER74
Iitp: e dverstyworkbench deDescaplone: SMNH 4576
htip://amnic dvarstyworkbench deDescoptions SMHK /4580

Natra langaage sppod
Whasding: [

[i=scopion scopes

1y Congthake Thanmkiesstic
[T Conthala Chanaktatetial
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Soeckmari {INPA Conytheska D11
Spacimen | INPA ot 12
Fe— :mFA Confhsia 073
Speomen | INPA Conghal 016
Progect
Ll Aesibubeoss
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Summarize sample data

With this form you can summarize the information of selected descriptions and store the
summarized data in a new description or update an existing one. After connecting a database

select Edit -> L’ﬁ"Summarize sample data ... from the menu.

Description selection

In the first tab Description selection you search for the desriptions that shall be updated
by their summarized sample data (see image below).

T Susrenane sample data = u] =
DiversityDesaripticnad 0 9 Test EE
£ Deseription selecton |4 Pegeaioler sescton 4 Gererater apfions
=
Suchkrtisnen Schemebnase 1-3
fm — B v ol Ty uf Ny Twal dscpelion [TETAG0T] (787 4508
W Pmisd = - | Myfecoesprec - i mwﬁmm4m
D_:lu‘ﬂicn ¥
= Tte - -
Dt -
Emmm
ey Tl = |
Dewarplar e —— e —— ==
4 Caegoncal » = = -
Qusnitsl. * = | =
sl ST o Do = LT
Deqiece  F o= | sl - - N =l (R
v i RALILES I

oK.

You have to select at least the mandatory parameter Project and start a query with button

. From the result list superfluous entries may be removed with the Ebutton. For a
detailled description of the query control please refer to section Query.

Descriptor selection

In tab Descriptor selection select the descriptors that shall be summarized in table column
OK (see image below). You can select rsp. deselect all descriptors with buttons Mand [,
Button = inverts all selections. To select all categorical, quantitative, text or sequence

descriptors the buttons €, E, Txand & are avaiable. With button “Eyou may select a
descriptor tree rsp. descriptor tree node to select all descriptors assigned to the selected

element.
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Generator options

In section Summarize options you may specify to Ignore notes and to Ignore modfier
values of the description's sample data. If you select Restrict exclusive descriptors, the
most often selected categorical state of a "exclusive" descriptor will be set instead of
accumulating all source values. Accumulate scopes will collect all scope values of the
sampling events (geographic areas) and sampling units (specimen) in the description
summary. Write item count will enter notes containing information about the number of
collected items in the summary data. If you additionally select Write detailled notes, the
source description IDs will be listed in the notes. Finally, Write summary infomation inserts
a summary about summarized sampling events into the target description details (see image
below).

In section Descriptions and sampling events you find the descriptions from the query result
list in tab Description selection and their sampling events. You may exclude single sampling
events or even the whole description form the summarization. In the latter case the
description data will not be changed.
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After checking the settings click in button Start generator sﬁ* During processing the icon of

the button changes to

and you may abort by clicking the button. In the Preview area a

table with the updated target descriptions (coloured background, may be change with button

%r) and the summarized sampling units (grey background) is shown. If the target description
has been modified, this is indicated ba a yellow background of the description title (see image
above). Updated values are shown as blue text. By double-clicking on a field in the preview
table you may view the contents in a separate browser window. To save the updated values
and close the window click the OK button. To exit without saving click Abort. In this case
you will be asked if you want to save modified data.

Since building the preview table may take some time, especially if a lot of descriptors have

been selected, you may use the button Recalculate ‘g’for restarting the summary process. In
this case the descriptor columns will not be re-built, only the summary data will be calculated
and actualized. This feature may be useful, if you change some settings an want to update

the data. If you use the Recalculate ‘;ﬁ’button with an empty preview table, only the
description titles will be displayed. Anyway you can view the summarized data using the >

button (see below).

You may store all changed entries by clicking the Ebutton or omit all changes and reload the
data by clicking the ¥’ button. To view the description details of the currently selected entry
click the #~button and a separate browser window opens (see image below).
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Generate document

This tool is used to generate a structured documentation of database contents. To use this

tool, start a query and choose Data -> I/ Generate Document ... from the menu. The
entries of the query result will be passed to the form and depending on the query type
(description or descriptor) different output options will be provided.

For details check the following pages:

oo
i

Generate a description data document

G Generate a descriptor data document

I‘i Generate a project data document

Translations and wording

In most of the forms for document generation a control for adjusting the Export language as
shown below is included. The drop down box always offers an item "(default)" and language
codes for all translation languages available in the database. If you select the default value,
the original labels, details a.s.o. is used in the generated document. If you select a specific
language code, the corresponding tranlated values are exported. If no tranlation is stored in
the database for a specific value, the original value is used instead.

Export language
{default) W
[] Use wording

If you select the option Use wording, for descriptions, descriptors and categorical states the
values of the fields "wording" are exported instead of the names. For summary data
additionally the values "wording before" and "wording after”, which may be specified for each
descriptor, are inserted before and after the values. If ho wording is specified, the original

name is used.
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Generate a description data document

This tool is used to generate a structured documentation of description data stored in the

database. To use this tool, start a query for descriptions and choose Data -> %/ Generate
document ... from the menu. A window with will open as shown below.

3 Gerwrate docurment
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« Arbutlrhiza [itoralis + Arbutus
+« Balsamla alba Harkness + Plnus

| Aracels cholas Farer = Fobgonum
| #irihiza atresmucosa + Almos

| Arwhiza cana + Bnus

[ Anahiza eneenicaior « Mais

| Airehiza cystidobrnes = Snus
|7 Minihiza ctidubnonag « S
| Anhizs ebsicides = Snus

|7 Adrbiza Bataria + Sinud

Descriptions

Amphinema byssoides (Pers.: Fr.) J. Erikss. + Picea

[T Alrirbiza mflues = Aue

[ fnkhiza temiihyphota « Srus

[ Alrahics bestas = Arus:

1 Mirarhiza wiclacag + i

Alpava diplophlcey s (Zeflar 4 Dodps] Trappe
Al d-ning (Scheetl 5 B Gray + Finud
| | Amanda muscania {L- F.] Hooker + Beula
[ Amanda muscaia L Hooker + Fioaa
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>
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] chude desoigtons
Fpul languizgs
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Sefect colors

Femgwa: | | Femuve from selecinn =

You may select all entries by clicking the Ml an button, deselect all entries by clicking the £

none button or toggle your selection by clicking the IE‘swap button. Choose among the
provided options and click on the button Create ... documentation to create a document in
one of the available formats.

By default no descriptions will be exported that include any descriptor with data status "Data
withheld". This is indicated by the @button in the upper right corner of the window. You may

click on this button to include those descriptions. The button will change to @and only the
marked descriptor summary data will be excluded from the document.

HTML

If you create a HTML documentation, a local file named <Database
name>_Description.htm is generated in the application directory, that might be copied and
edited for own purposes. If you select option Include descriptors, the used descriptors are
included at the end of the documents and links to that empedded descriptors are set in the
description section. Otherwise the links are set to the entries specified in the Descriptor file:

text box. By clicking button % Select colors you may open a dialog window where you can
select the colors of different elements (see window below).
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€% Select HTML Colors — O by
Title Background Text
Link Vizited link Active link
| Abbrechen oK

If all descriptions in the selection box belong to the same project and a descriptor tree is
defined, the Descriptor tree: drop-down list is shown in the options (see image below left). If
a descriptor tree is selected and the Structured output keeps activated, the description
data are arranged according the selected descriptor trees. Additionally leading descriptor
name parts are omitted, if they are contained in the descriptor tree hierachy. Therefore
"literature references" becomes to "references" contained in node "Literature" as shown below.
If the selected descriptor tree contains only a subset of descriptors, only this subset will be
displayed in the output.
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If the Structured output option is deactivated, all descriptors will be included in the output in
the standard sequence order. Leading name parts will be reduced if they are already
contained in the tree hierarchy as described in the Editing the description - Continuous view
tab section. With check box Include data titles the output of the titles "State", "Text" and
"Sequence" in the descriptor data can be controlled. If you select Resolve scopes, for each
scope that is linked to a database entry a table with the foreighn database values will be

inserted. To check and adjust the module connections click on button ":!‘.

If in the datasets RTF-like formatting tags like \i{} or \sub{} are included, use option
Accept RTF mark-ups as shown in the picture below.
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If you create a MediaWiki documentation, you may copy the generated text from the output
window and insert it in the MediaWiki page. With the Layout option you may determine if all
data shall be included in a large table or if several tables with additional header lines shall be
generated (see image below).

If all descriptions in the selection box belong to the same project and a descriptor tree is
defined, the Descriptor tree: drop-down list is shown in the options (see image below left). If
a descriptor tree is selected and the Restricted option is activated, the description data are
restricted to the descriptors contained in the selected descriptor tree.
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If the Restriced option is deactivated, all descriptor data will be included in the output in the
standard sequence order. Only name parts of the descriptor tree hierarchy will be included in
the descriptor names as described in the Editing the description - Descriptor view tab

section.

Pensoft content

If you like to publish description data in some online media, e.g. the Pensoft "Biodiversity Data
Journal", the description data are expected in a dedicated Microsoft Excel format. A template
fille as shown below, that includes several tables, is available. DiversityDescriptions allows
generating tabulator separated files for tables "Taxa" and "SpeciesDescriptionMatrix" of that

template.
3 - & color
A B C (1] E
1 Taxon_Local_ID " CharacterPositon CharacterTitle CharacterValue Remarks
2 4 A BasisOfDascription holotyps
[ 3 4B Head
| & 4 BA color black
5 4 BB size Jmim
I ] 4cC Leg
) 4 Ch size black
8 4 CB color i

If all descriptions in the selection box belong to the same project and a descriptor tree is
defined, the Descriptor tree: drop-down list is shown in the options (see image below). If a
descriptor tree is selected, the description data are arranged with heading according the
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selected descriptor trees. Additionally leading descriptor name parts are omitted, if they are
contained in the descriptor tree hierachy.

When Ignore data status ist selected, it will not be included in the "CharacterValue" column.
Option Ignore RTF mark-ups will remove RTF-like formatting tags like \i{} or \sub{}. If
option Ignore notes is de-selected, notes will be inserted in the "Remarks" column of the
"SpeciesDescriptionMatrix".

If you select Resolve scopes and a scope entry for a taxon name is linked to an entry in
DiversityTaxonNames, the corresponding fields of the "Taxa" table will be filled with that data.

To check and adjust the module connections click on button ‘@* If scope data for a
geographic area is available, it will be inserted in the "Distribution" column of the "Taxa" table.
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The results are stored in local files named <Database name>_Taxa.txt and <Database
name>_SpeciesDescriptionMatrix.txt.
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Generate a descriptor data document

This tool is used to generate a structured documentation of descriptors stored in the

database. To use this tool, start a query for descriptors and choose Data -> i) Generate
Document ... from the menu. A window will open as shown below.

3 Gerwsate document
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Ml an button, deselect all entries by clicking the £

none button or toggle your selection by clicking the IE‘swap button. Choose among the
provided options and click on the button Create ... documentation to create a document in
one of the available formats.

HTML

If you create a HTML documentation, a local file named <Database name>_Descriptor.htm
is generated in the application directory, that might be copied and edited for own

purposes. By clicking button ¥ select colors you may open a dialog window where you can
select the colors of different elements (see window below).
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€% Select HTML Colors —
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If in the datasets RTF-like formatting tags like \i{} or \sub{} are included, use option

Accept RTF mark-ups as

shown in the picture below.
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MediaWiki

If you create a MediaWiki documentation, you may copy the generated text from the output
window and insert it in the MediaWiki page. With the Layout option you may determine if all
data shall be included in a large table or if several tables with additional header lines shall be

Eniitie in dalabase: cE HTH

L Wikl

Descriptors
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generated (see image below).
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Generate a project data document

This tool is used to generate a structured documentation of project related data stored in the

database. To use this tool, start a query for projects and choose Data -> i) Generate
Document ... from the menu. A window will open as shown below.
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You may select all entries by clicking the Ml an button, deselect all entries by clicking the £

none button or toggle your selection by clicking the IE‘swap button. Choose among the
provided options and click on the button Create ... documentation to create a document in

one of the available formats.

HTML

If you create a HTML documentation, a local file named <Database name>_Project.htm is
generated in the application directory, that might be copied and edited for own purposes. By
clicking button % Select colors you may open a dialog window where you can select the
colors of different elements (see window below).
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€% Select HTML Colors —

O >

Title Background Text
Linlkc Visited link Active link
Abbrechen oK

You have the choice to output additional information besides the basic project data by
selection the options Include descriptor trees, Include descriptor data or Include

applicabilities (see window below).
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MediaWiki

If you create a MediaWiki documentation, you may copy the generated text from the output
window and insert it in the MediaWiki page. With the Layout option you may determine if all
data shall be included in a large table or if several tables with additional header lines shall be

generated (see image below).

Page 243



3 Gerpeate document

Eniftiem in cdalabase: a
Project y
7 a T |none  [E] swap

I: 4: cutursl survey
T EFLbsdpfarpances:

li_
[T Deteatest

| M proyect for DELTA fesl
[ Waain project fier SO0 ket
LI Matrec tesi

T Wy it bk st

(L Hew mstric

] Froed: Smin

L. Test sod

Add: _. Addin selection o

FRemowa: Rerova Trom pelecinn =

Imi- Yeat-shgningh.”

11 ety et b igh "1

HTWL  Meda'ikl Semartic MedaWil  Descriplon aoplicabily @ =
[sacProject: Deemyesa e
Riohis [Flaass rapfacs thia hisd wih & copyright alalemant forthie data st

----- Descrplomy=z=z
|{borderst celnadding="5" styles"margin: fam 1em Tem  backgmund:2FFFFFF hoder T SAA% sold; borde ool ame collapee; empty-cols show
Idﬂur'll-al-ni_] Il hack g rll-‘llHlHll:{_'
-:\lsp:n 2] esrstums releenices
| :Hvb-'lﬂd afigrimaht; " Ty
| 1esi
| bt = “hmsd-mbgr d=fi background 2030007,
ooispan=" 2 [2]: mamnicdagy mymomhizal syslen Sengh

| etyde="teot~abgr nght."
quartfative
| bk growand White Srake;”

lea=Typaes

| ebda =" ~sligr nghl. " dee <40
|| weiues ane chsmegera/h

| :d;.i..-—'-.u hgright.”

Pl o

-shle “beckground Wi Smakes;”

|| abybemTost g Tight | ci=Link s A
| I1I|.l pcturess el oy Destmy delirion DM ! 1114]

Feble = best-zbigrdeft: backeround 0303007
colspon="2" [3]: momnhology mynomhizal sysen mmidcation presenos e

aTypeeis

| camegoncal

|abyder=background WniaSmoke;”

R T [ TR
| stale collection moded <hrSmabi

| eldba="lead g ightl " JeixStalea s
Iehs[ 1] abwart Thepmchures wreb rinDesenydefinbion DH0001 of 1] [ep 2 mectures sreborfo/Ceemyidefndon P00 10pg Zi<br
#wn[esnln: «AxMycorhizal 1ps am soliery, =ven 0 oldsr omloganetical stages, <br e ch s {20k s -n-up-cdzl:rra'.e

(it et s anah imln Dosmydotindion AD.0000 of 3 fitp:pishunes snsh i o Doy A0S ng Lkt SedxDataly cf»A soa
|bearchee of Hee mysbem lay in one flans. they oagnabs on teo cpposbe rowe e Secbs[3f e nnopcdalpar ermadal
|t pacture s snsh o Desmy/defindion 0-0002 of 51 itp . pictures: snsh o Desmydd 1|cn.-"-§r.'.':'.'1:l;| B a1, ]
| Yy [ W YOV R Wy U SRR VPR B Uy VYRS Dy By y Ly T L Ly p [y Y NN PRy o T WA PR Py SRR Ny SRR RpRpegepepe pne (g ] PR Y ey e g pepe wpy
o C
Crete Wit Biicion s, Gl : Color header _n‘ur'.:bl-e_ Coodor ires Eriy
dooumentaian 1= s | | | Lorg () i) Compace
nckids | | Desoriptortress | Desorptordata | | Applcabidties [ Links Haatlor 1
Bl angsgs i
it " Racince: by | U] Detcaptar [ Calegonod mate
L e worbng Predac: Fa |

If you specify values in text fields Replace: and by: you can perform text replacements for
Descriptor or Categorical state names in the generated output. By specifying a Prefix: for
a Semantic MediaWiki (see next section) you can generate lokal links to this kind of Wiki
pages. Additionally, you may insert the absolute link adresses by entering the base Wiki

address in the URI: filed.

Semantic MediaWiki

If you create a Semantic MediaWiki documentation, the descriptors, categorical states,
descriptor trees and descriptor applicability information are generated in a format that fits to
terminology platforms as used e.g by TDWG. In this scheme the most important entities are

"Concept" and "Collection"

. Each "Concept" represents a single descriptor or categorical state

value, which is shown on an own page. Each "Collection" represents a single descriptor tree or
descriptor tree node, which is shown on an own page. The pages are named according the
schema <prefix>: <entity label> [(<number>)], where the <number> parts may be optional,
depending on the Naming: setting (see image below):

o If Opt. order (Optional order) is selected the <number> part is omitted if the name is
unambigious. Otherwise it starts with 1 for the first duplicate and is increased for each
subsequent one to avoid duplicate page names.

o If Order is selected the <number> starts with 1 and is increased for each subsequent
duplicate to guarantee unambigious page names.

o If Entity ID is selected the <number> contains the database internal ID of each entry
to guarantee unambigious page names.
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The Cardinality option includes information about multiple occurance and the mandatory
property in the descriptor concepts. By selecting the Include trees option the descriptor
trees and the tree structure will be included as collections where subordinated tree nodes are
represented by concatenated node names, e.g. <prefix>: <Tree name>.<Node 1 name>.<Node
2 name>. If you specify values in text fields Replace: and by: you can perform text
replacements for Descriptor or Categorical state names in the generated output.

If Generate: XML for Wiki import is selected, the output is generated in an XML format that
may be imported to a semantic media wiki. To show all generated data, the two templates
"dwb_Descriptor" and "dwb_CategoricalState" must be inserted in the wiki.

If Generate: XSD/XML document is selected, an XML schema (XSD) is generated in the
main window. If schema generation was ended without problems, a selection list will be shown
where description items for the XML document may be selected. For the selected descriptions
an XML document structured according the XSD will be shown in a separate window. By
default no descriptions will be exported that include any descriptor with data status "Data

withheld". This is indicated by the @button in the upper right corner of the window. You may

click on this button to include those descriptions. The button will change to @and only the
marked descriptor summary data will be excluded from the document.

Descriptor applicability

The descriptor applicability tree shows the selected projects I;iand as subordinated nodes the
categorical descriptors € that control the applicability of dependent descriptors. Contained in
the controlling descriptor are their categorical states “zand the dependent descriptors with

the applicability rule "applicable-if" [“lor "inapplicable-if" . The descriptor names are prefixed
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with their sequence number in square brackets, the states with the descriptor's sequence
number and their own.

If you create a applicability tree documentation, two local tabulator-separated text files are
generated. The first file named <Database name>_ApplicabilityNodes.txt contains the
node list with columns "Id", "Label" and "Modularity class" ("Project", "Descriptor" or "State").
The second file named <Database name>_ApplicabilityEdges.txt contains the edges list
with columns "Source", "Target" and "Label" ("Includes" for project-descriptor relations,
"Contains" for descriptor-state relations or "Applicable" rsp. "Inapplicable" for state-descriptor
relations). You may import those files to a graphic program like "Gephi" to visualize the
descriptor applicabilities.

By selecting the option Convert to applicable rule or Convert to inapplicable rule the
applicability settings stored in the database can be converted to the required complatible
format (see image below).

3 Geprate document == 0 s
Eriitie in dababasi: P g 3
Pro e .1 HTML  Wada'Wiki  Semaric MedaWil  Descriptor aochicablty o5
3 Desmy -
v o [Tnon=  [F swap |1 3] mominodogy mysanhiral systes mmificaton presenoe b
] “ [B1]: atent
;II; :ﬂfﬂf ::;:-Ty ' B [Fl: memphology mysorhics nydem kengh
AT || | {3 1 oo tpnortis arkon assce i et el
i'_ 5 | <l [5]: momhology mypcorhizal system colour (F tubsnchedios]
lnl D\'.:-"':.g'.-'.l': o H E [B]: marphaingy mycomhizal sysbem 1ps foer 1 1)
:r i bt : B [ merphotngy mypeothizal systhem fanlcatin ini
IC L bighet | & B momhology myarhizal sydem ramiicalon orden
!l: Farn proyech for DELTA lest 1 = B [10): momnslogs myconbizsl syslen man mor dumelen
1] Wi projct fer SO0 heat | “ [3,2] monopodishpinnane
| Mastroc best ! 1[4} momphoiogy myconhizal system srfoce {f funenche Bos]
1T Wy et bt st | mepholngy mycorhizal sysem colour (I lubacke b}
| Heewe matric - [3.3]. ronopodiapramclal
] Frosect: St ! - [4): momhodogy mycorhiza syster sursos I tubemciedo]
|LZ Test sad 1 & 51 momhoiogy mycomhizal system colour [ tubsrcledie]
| | ‘i [34): dichotomeus
| H B M mesphafoqy mpcorhizal syaber malacs I fubseSos]
\ E 5 maphoiogy mpcarhizs sveem colowr f luberdedal
& [6]: momhology mycorhizel svsem ips fber 10ma) rumber
"; 3.5 meguisty pnnate. dichotomous-dis
= [4) mamphoingy mycorhizal system safame {ffuenchs foe]
E [5]: memphoiogy mycorhizal system colowr [F ubancka o
[ | E [6l mephoogy mpcortizal sydem lips e 10me) rumbe
| :; [3.6]: cosdlod
! 541 [4]: momhology mycorhizal sysbem surface [ fusenclation]
! [ [5): marphology mycomhizal system cotour (f ubercle i)
1 [B]; marphoingy mycorhiza systam tips Ser 10me ) rumbor
| "= [3.7] fubendelna
1 . 2 [G: mophology mycomhizal system tpes e 10mm ) rumber
| & [M: momphology mycomhizal system ramification ind=x
' & [8) mamhoingy mycorhizal system mnfication srdars
| B M memtvalogy mrysonbizal aysles san ars davel e
- F (1] braddke
--E [4]: momphology mycorhizal syebem sudacs {f tubencietios]
| &l [5l: merphology mycomhizal sysber colour (f tubsrcledie| o
| < »
e (8] Meep appbssities (1 Converl 10 spphosble nie ') Convet lu naocicatls s
el tres
Add: Bl selestion o documeniatan
Semgis: | | Remuve from pelecinn =—

Page 246



ﬁ Gerirate dncument — | S

Ry s HTML Ml Senariic MeckawWii | Descrintor anpheabiy -
Prijct [l Dy r
Fal [Tlnon=  [F ewsp r'iggj[!rnmnﬂag,nm,mﬂmwuﬂmﬂnﬂnﬂmﬁmuqm
e - S (3.2 menopodiaponate
oL - B Rk mephdogy mygohicd system kngi
++ =&8 [l morhology mycortizal ystem tps fer 10mn) number
| :-Elm:mhdmmmﬂidmmmiﬂ
) [8]: mephoingy mycorhizal syatem anfication aders
- 0], merphatagy mysantizal ayeee san e dianela
= [3.3]. monaedialyramdal
-2 ) momhology myconhuzdl system lengé
- A Bl momhology mycorhizal system tips jper 10ma ) rumbes
Flstroc test L = [ momhaiogy mycorhizal system ranfication ndex
1 Wy vttt prgact 1 EA18E: meephoingy mypcahidal systen mnlicaton ondem
HEN R {1 = B DOk mowphoagy myconbiza syses man s diemele
[] Froect, S =% (4] dichotomeus
L. Test sal |~ [2): mompholiogy mycorhizel system lengi
I [ memphology mycorhizal system mnficstion nds:
| 5 [8f mesphology mycorhizal syeanm medicalion okm
i =B [ morphalogy mypontizel syres man s demeler
="z [3.5] mreguisdy pnnate, dechotomous-as
- £ [2): momhology mycontizal system leng
E [8): momphoingy mycorhizal syeem mnlication ok
i B [70]: muenshalogy myconbizd syrsn man s dismele
i~ (6] corslond
£ [2: mephology mycorhizal system lengh
ot ¥ [7): maphology mycorhizal system anficaion indey
| Ot e 18] mepholngy mycorhiza system melcstion odem
Vo0 B ) merphalogy myoonticel apsles an aes dismeler
= T ubene e
i |- [ momhoingy mycomhizal system lengh
1! 1 [4]: mamphoingy mycorhizal system surfase (f fusencie#e]
(| F [5] mamphalogy arpcarhizal system colour (F ubencls Bu]

= b

g :
;

T Wain project fer 500 beat

O .9

|
'
|
|
|
Flar progect for DELTAled |
1
1
'
1

-I
T

Lo E [35] bemddke
1~ Bk morphology mycortuzal syetem lengih
|55 B [M: momehology mycorhizal sysberm ranfication ndsx w

{1 Feep apicabites (#) Corverl fo apphcable nie ) Convert In nappicaia e

) Creata leg
Add: ||Mis.usdm L] | docameraion

Femowe: | [Mnl’rﬂhwﬂdﬂﬂﬂ-

Page 247



Import / Export

An overview of some options for the import, export and additional file based operations is
given in the image below. The import wizard provides a very flexible tool to import data from
tab-separated text files, e.g. generated from a foreighn tool or database. With the list export
you may generate tab-separated text files from the database. The export and re-import of
tab-separated list allows external editing of the data in e.g. spread sheet programs. For this
purpose especially the Matrix wizard is very suitable. As an alternative the questionnaires
allow editing of data in an HTML form, which can be done with any internet browser. The
modified data can be "downloaded" as text files and re-imported into the database. Even new
description data may be collected using the questionnaires without the need of a direct
database access.

The CSV export provides a direct copy of selected database tables by means of the Microsoft
SQL Server. These copies might be used for archiving purposes or if a foreighn application
shall be supplied with data.

The most popular genuine formats for storing and exchanging descriptive data are DELTA and
SDD, which are both supported for import and export. The structured export additionally
allows generation of EML files, that provide metadata as XML and descriptive data as text
table. A spin-off of the import and export functions for structured data is the file conversion,
which may even be used without any database access. Additionally the SDD and EML
structured XML files may be checked for conformance to their XML schemas.

Finally the cache database is providing descriptive data to external partners, e.g. a
webportal.

2 —— o ———————
‘4!:0[1 s — separated_; i Sngam

File conversion !rﬁport s = Export XML file check

] @ == |
Import « - | List
wizard » | 3 export
Matrix wizard .
C‘:SV e:-:part ’

DELTA import

SDD

SDD import Structured export

Cache database




Import
There are several import mechanisms:

@JMatrix wizard: Import descriptors, descriptions and sample data from tabulator separated
text file(s) organized as a matrix.

%_]Import wizard: Import descriptive data from tabulator separated text file(s).

*IlSPD import: Import descriptive data from an XML file according to the SDD schema 1.1 rev
5.

iDELTA import: Import descriptive data from DELTA text file(s).

ImDort questionaires: Import revised data received from HTML forms.
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Matrix import wizard for tab separated lists

The table oriented import wizard works fine if you have separate lists for descriptor and
description data. Usually this type of tables is generated by an export of data froma
database. A typical example for that cases is described in the import wizard tutorial. If no
dedicated application for collecting description data is available, most commonly a
spreadsheet program like MS Excel or Open Office Calc is used to collect the description data.
Typically the table columns represent a single character (=descriptor) and the table rows
represent the items (=description or sample data). Importing data from such a "matrix" into
Diversity Descriptions with the table oriented import wizard usually requires a lot of manual
adaptions. Therefore the specialized "Matrix Wizard" was designed to import the most
important descriptor and description data in a single import step.

As usual you should create a new project and install a descriptor tree to collect the dedicated
descriptors. Then choose Data -> #/Import -> a_llmport wizard -> #JMatrix wizard ...
from the menu. As know from the import wizard, a window to create or select a import session
will be shown.

"i_'{‘ Import session = O X

2} Select import session @ Create new import session

Session project Session description
Matrix test
% BactDescDSMZ
SO0 of ETT reptles and amphiblans
EFLheilpflanzendesc
Agricuitural survey
Tutesial
Mzt test

=t test sample

.irr'p:h:.‘.l. =J.Eil'|§ the Matroc Wizard

TRTRTR TR TR

Abbrechen 0K

After selecting or creating an import session a window as shown below will open that will lead
you through the import of the data.
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83 Import matvix data
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e 25 fie
Fle._| [[ 3 | % Desoior
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S | [EEEN i

Tole: Please select a file from where the data

should be imported (format: text, tab-
separated)

With the selection box Target: you may select which data shall be imported:

e Select Description to import summary data
e Select Sampling event to import sample data

Remark: Example files and XML schemas to import summary or sample data using the matrix
wizard may be downloaded from the Diversity Descriptions example file repository.
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Matrix import wizard for description data

After selecting Target: Description a window as shown below will be displayed. The window
is separated in three areas. On the left side you see the descriptor settings for the actual file
column (presently not visible). On the right side you see the list of available import steps. In
the middle part the details of the selected import steps are shown.

187 Impart matas data - u| 4
Targel: Description - s
Sl 5 Fie
. | [ @ | % Desconr
Buoodeg [HEE ] Language Coruy, BU - £ Descroton
Pt b ED_FH Startine: |1 57 Sdkie D jH %4 Testirg
- e E= e

Tole: Please select a file from where the data
should be imported (format: text, tab-
separated)

Choosing the File

As a first step, choose the [ZFile from where the data should be imported. The currently
supported format is tab-separated text. Then choose the Encoding of the file, e.g. Unicode.
The Header lines specifies the number of header lines, usually at least the first line which
typically contains the descriptor names (see image below). The Start line and End line will
automatically be set according to your data. You may change these to restrict the data lines,
i.e. the descriptions/items that shall be imported. The not imported parts in the file are
indicated with a gray background. If your data contains e.g. date information or floating point
values where notations differ between countries (e.g. 3.14 - 3,13), choose the Language /
Country to ensure a correct interpretation of your data. Finally you can select a prepared
Schema (see sections Testing and Import below) for the import.
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83 Import matvix data

Targel: Desciption
Pn desicrkatar enbnn fadand
Plams pal=d g descplor hpe
i Hecolamn 0

Language / Courtny, EZUS -

Eom
Fika. | D Subversion Projeioe’\ [ ety Descriptians tbin' Tlebug sspert' Hesb: Layer iomass'nelaad nerb bayer ||
Encodng |EIE _
nd Heodeines: 1 [ Stine: 2 [3] Sodine 757
Setwma |
] 1 :
* Type
' e funstiznal g suslozsh
2 [cseon 006-05-15.001... | woody ME_c
1 |caFo 20080515 002 | woody Wz
s |csro 0G05-15 004 | woody SEe
5 |cspo 00515004 | waody SW._c
& |capm 2000515000 | chmber ME.c
7 |capot 2000515007, | chmber Wz
B |cseor 2000515004 | cimber SE e
3 |c3pm 000515000 | cimber oW
10 |cspm HOG0515000  monooctibehs | HE €
1 |cspot 2000515000 . momoastibehs W =
2 |cepm ICAO515000 memsoctberts | SE -
1 |eerm 080515004 . | monooatherbs | SW._c

Choosing the descriptor types

j Fim

& Desciotor
E57 Dieacriotion
#4 Tesirg
] b

In the first line of the file section the descriptor type of the file columns are displayed. The
value Ignore indicates that the column shall not be imported. To adjust the descriptor type,

select a cell in the file column and chose a % Descriptor type in the left section of the panel
(see image below). Available descriptor types are Categorical, Quantitative, Text and

Sequence.

&~
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83 Import matvix data s ul g

Targel: Description - e
= il 2 Fie
¥ Aecoinn 0 ks, |0 Butrverson Projeice’ Chveraty Desceptians’bin: Nebug Uspast Hesh bayer biomass'velead hesh bayer b e 5 Descroior
: T - =
T oty En | BT .| Larguags / Couniny: 5= US ~ £ Desenatian
sl o bma resecing [ guagh v
[iogorca ~| Meadeines: |1 |3 Setine # |3) Dndles 57 3 3ty
T & i o
“i= Sale splitom e | | = J
s e
[ B Test st
Sles Com =
;
5Pz m
CEPI E]
C5P0a 28 I} 1 ) 3 4 ~
[ ] » Ty : " o
CEPNE .22 L Z5F cale fuctiorel grouz. | susoosbion beomems
CSPT |28 Z |CsPo F008-05-15.0040... | woody [ME & 4537
T |28 3 |CsPos 20060515 000 | wuody [ Weer = 28 20200000000
c5Pg |20 4 |Cspo 20080515004 | woody |sE2 1035
cEPn |28 5 |CHPOS F0E05-15004.. | woody [sw_c 2551
5P |2m & |Cspo 2000515000 | chmber [WE ¢ 0
£5p12 |28 T |cspos FO00-05-15 004 | chmber W = 4533
rEeTa |28 & |csho 20000515004 . | clmber |sE.e 1142
CEPa |ag ¥ |CSFm F0A0515 0040 | clmber e 047
CSEg | . |csPm P0AO5150070 momnochiberhs | ME © 2295
CERTR £ 1t |csPo P05 15004 . momozctiberts MW o 0
Pt ' 12 |csFo MO005-15 000 menocohiberbs  |SE o 0
shg o > 1 |CSFl HOGE15000  monooshdberks S e 0
- = o St ; == |

For categorical descriptors you may specify “=State splitters, if one item has more than one

categorical state. To add a splitter click on the +button, to remove it use the ==button. By
clicking the #MTest states button you get a list of categorical states found in the file
between start line and end line and the number of occurrences (field Count, see image
above). With this function you may test the effect of the state splitters.

For quantitative descriptors you have to specify the {Dstatistical measure that shall be
used for the imported values. By clicking the #Test values button you get a list of values in
the file between start line and the line number in the file (see image above).
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83 Import matvix data - 0
Targel: Deaciption =]
= Fla 25 Fie
I' o colamn 4 i |D 'E:_mw!:n'-l‘rn,nﬂ_e.D_-.:umpitgh:r(_ﬂn_nshr_-M:_:_g'-l"-n:\ﬂ"-!-lerh: I.!_l,_-_et_b_c_r'::l_ls':r_ehnu "IElbI.!_,_'El'hl = &3 Dewcriotor
T Descriptortyma Encadrg |EIEET] : Larguage / Coulry, = US + £ Desootion
[rannaive x| Meadecines: |1 13 Setive @ |5 Godiee 57 3 ) Tearg
75 Salbtieal naaue e | l | = o
|:H:ﬁﬁ.'l.-_'"ﬁ.':"1.iﬁl'l:. o ol |
| Y Tt vmum
Lirs: Waha £

4 32T
3 25, 20200000000
" 1.035
5 2551
& o
i 4535 5
B 1.148 * Typs g
5 2078 1 |csF el furchorel grows | suslozshion [E—
1a 279 2 |cspon 20000515 0040... | wandy ME_« 4527
1" ; 1 |csFo 20080515 000 | woady iz 20 20200000000
12 E 4 |csro: 0060515 004 | waondy e 1035
13 £ |csF0 060515004 | wandy [=w.c 2551
1 o & |csPon 2080515007 | chmber |HE.c 0
H 10686 T |cspos 20080515004 | cimber [ = 5573
15 1750 B |cspo HAE-15 000 chmber |52 1142
17 @ ¥ |caFo HOA0515 000 | chmber ET 0478
18 i 0. |CSPo 030515000 monozohd hebs | ME ¢ 235
15 14227 1 |copm 000515000 . menosctibebs MW = o
2 a 12 |csFm 20805150040 . | monocotyl heths | SE 2 1
- = 3 |corn 080515004 . | monooatherbs | SW._c 1

| Erroris) e e e L e ud

If a value cannot be interpreted as a number, it is marked with a light red background colour.

You may edit the erroneous values in the test result panel (see below).

(Hy Test values

Line Value ™
2 4 827
3 28 202000000000...
4

For text and sequence descriptors no additional adjustments are possible. As long as no
descriptor columns have been defined, a reminder is visible on top of the left section:

e Please select a descriptor type E - At least for one file column a descriptor type is
needed.

In our example column 1 (date) will be adjusted as text descriptor and columns 2 (functional
group) and 3 (sublocation) as categorical descriptors.

Table data

To set the source for the data columns, select the step of a table listed underneath the File

step. Be aware that for the i5 Descriptor table not the file columns will be selected but the
file rows in the header lines. In the image below you see an example of the descriptor data
columns, where the values for id and label are taken from the first line in the file. Additionally
the descriptors will be assigned to the descriptor tree "Descriptor tree for matrix".
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)

| [.:;’l id '-i-' From file & Pra ' | 1 + () Address index
] tabel (®) Fromfie & F‘re.:: Post - | 5 + () Address index
7 B descriptortree_id () Fomfie 5 e (®) Foral: !Ma‘tn:-c fest tree

Remark: Although descriptortree_id is a numeric value in the database, the externally visible
descriptor tree name is expected here. Since this name is unambigious, the corresponding id
will be determined during import.

The option Address index allows the selection of the column number (for descriptor) rsp. the

line number (for description) as value. See below an example for the &= ZDescription table
data columns. For id the line humber has been selected to get an unambigious address value.
The label has been composed of the line humber, three data columns and some fixed text
parts. Finally all description data are assigned to the project "Matrix text".

r?‘ b1 id () Fromfie & P [ Post | 3 + (®) Address index
? (4] label O Fromfie S Pre.: |15 | Post I & (® Address index

@ Fomfie & Pre- IJ Post- | == () Address index

%]

@ Fomfie S Pre[ | Post: [] | 3 | == ) Address index
' b4 project_id O Fromfie & @) Forall: | Matrix test

Remark: Although project_id is a numeric value in the database, the externally visible project
name is expected here. Since this name is unambigious, the corresponding id will be
determined during import.

A reminder in the header line will show you what actions are still heeded to import the data
into the table:

e Please select at least one decisive column ? - If data will be imported depends on the
content of decisive colums, so at least one must be selected.
e Please select the position in the file £ - The position in the file must be given if the
data for a column should be taken from the file.
e Fromfile or For all @ = For every you have to decide whether the data are taken from
the file or a value is entered for all
e Please select a value from the list w =You have to select a value from the provided
list
The handling of the columns is almost the same as described in the chapter columns of the
table oriented import wizard.

Testing ¥/

To test if all requirements for the import are met use the =fs—]Testing step. You can navigate to
a certain data cell by using the Column: and Line: controls. As an alternative select the data
cell ent click on button #. Finally click on the Test data button. If there are still unmet
requirements, these will be listed in a window as shown below. In the window below you can
see the following test actions:

—

Insert of a quantitative descriptor "biomass"

2. Insert of a descriptor tree node (assignemnt to tree "Matrix test tree")

3. Insert of a recommended statistical measure (measure "Mean") for the descriptor tree
node

4. Insert of description "Biomass 3 [CSP01 woody NW_c]" for project "Matrix test"

5. Insert of a statistical measure for "Mean" with value 28.2020000...
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3 1 Testing

Save schema :t’ \Subversion ' Projekte’\Diversity Descriptions bin'\Debug Impor Herb layer bmas:| Gararate flat files E

)
Line= 13 = Test data

-1 § Descriptor [INSERT]
; id: 15518
label: hiomass’
subclass: ‘guantitative’
i display_order. 4
i~ -m DescriptorTreaNoda [INSERT]
: id: 15519
descriptor_id: 15518
display_order: 4
{ descriptotree_id: 15508
{3} Descrptor TreeNode Rec Stat Measure [INSERT]
id: 563
node_jd: 15519
measure_id: 16
= Description [INSERT]
id: 15520
labe!: ‘Biomass 3 fwoody NW _cf
i project_id: 15507
=% QuantativeSummaryData [INSERT]
id- 1258
description_id: 15520
descriptor_id- 15518
measure_id: 16
value: 28 202000000000005

4k

Column: 4

0 1 2 3 2 A
Type| Categotical | Tet | Colegoicdl | Cabegoical | Quanidative [
1 lcsp date functional group | sublocation biomass
2 |csPot ';21]03:&51’51:-@:11. | woady -INE c a8y
» 3 CSPO1 | 20080515 00:0... | woody |NW ¢
4 |cspoi | 200805-1500:0.. | woody |SE-: 1.035
5 |CSPOT | 20080515 00:0... | woody |Sw_e 2561 .

You may save the schema file by a click on button Save schema. If you click on button

Generate flat files according to your adjustments data and matching schema files for the
table oriented import wizards will be generated. This option may be used, if you want to
import additional data, e.g. a descriptor's measurement unit, that are not supported by the
matrix wizard. Since all mapping relevant data are stored in the selected import session, you
may import the basic descriptor and description data using the matrix wizard and append
additional data with the table oriented import wizards. In this case the generated flat data
and schema files might be useful to have a defined starting point.

Import #/
With the last step you can finally start to import the data into the database. If you want to

repeat the import with the same settings and data of the same structure, you can save a
schema of the current settings (see below).
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Schedule for matrix import of tab-separated text files into

DiversityDescriptions

Target within DiversityDescriptions: Description

Schedule version: 1

Lines: 2 - 757
Encoding: ANSI

Database version: 03.00.17

Header lines: 1
Language: US

Tables

Descriptor (Descriptor)
Merge handling: Merge
Column in table

Co|Pr

X

A ™ PN\

id

label

descriptortree_id

Description (Description)
Merge handling: Merge

Column in table Co|Pr |Po |File|Value Source
py [le |[st |[pos
id Index
label Bio Index
ma
Ss
+ [ 0 File
+ 2 File
=+ ] 3 File
|Lproject_id Matrix test Interface

Descriptor columns

File |Descriptor type Additional data
0S.
0 |Categorical Splitt
ers
1 |Text
2 |Categorical Splitt
ers
3 ||Categorical Splitt
ers
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4 | Quantitative Stati
stical

meas
ure
Mean
(:
avera
ge)

File cells that could not be imported will be marked with a red background while imported lines
are marked green. If you want to save lines that produce errors during the import in a
separate file, use the Save failed lines option. The protocol of the import will contain all
settings acording to the used schema and an overview containing the number of inserted,
updated, unchanged and failed lines (see below).

Protocol
Responsible: Link (DB-User: Workshop)
Date: Donnerstag, 20. April 2017, 15:53:24
Senwer: training.diversityworkbench.de
Database: DiversityDescriptions Workshop
Descriptor columns total: 5
Descriptors imported: 5
Import lines total: 756
Descriptions imported: 756
Cells imported: 3780
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Matrix import wizard for sample data

After selecting Target: Sampling event a window as shown below will be displayed. The
window is separated in 3 areas. On the left side you see the descriptor settings for the actual
file column (presently not visible). On the right side you see the list of available import steps.
In the middle part the details of the selected import steps are shown.

187 Impart matas data - u| 4
1oy [ - &)
Eire & Fe
. | [ @ | % Desconr
Buoodeg [HEE ] Language Coruy, BU - £ Descroton
st 5] 3mbe 05 om0 3] o
Setwra: | |EE= o,

Tole: Please select a file from where the data
should be imported (format: text, tab-
separated)

Choosing the File

As a first step, choose the [ZFile from where the data should be imported. The currently
supported format is tab-separated text. Then choose the Encoding of the file, e.g. Unicode.
The Header lines specifies the number of header lines, usually at least the first line which
typically contains the descriptor names (see image below). The Start line and End line will
automatically be set according to your data. You may change these to restrict the data lines,
i.e. the descriptions/items that shall be imported. The not imported parts in the file are
indicated with a gray background. If your data contains e.g. date information or floating point
values where notations differ between countries (e.g. 3.14 - 3,13), choose the Language /
Country to ensure a correct interpretation of your data. Finally you can select a prepared
Schema (see sections Testing and Import below) for the import.
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187 Import matvix data
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Choosing the descriptor types

& Fie

& Desciotor
£ Desootion
@ SonpirgSeent
H1 Tasig

] oot

Choosing of the descriptor types is done in exactly the same way as described in section
Matrix wizard for description data.

Table data

To set the source for the data columns, select the step of a table listed underneath the File

step. Be aware that for the " Descriptor table not the file columns will be selected but the
file rows in the header lines. In the image below you see an example of the descriptor data
columns, where the values for id and label are taken from the first line in the file. Additionally
the descriptors will be assigned to the descriptor tree "Descriptor tree for matrix".

® Fromfle & Pre | | Post | 1 ||| (O Address index
7 B4 iabel @ Fromfie S Pre.: lL:_Jj Post - _| 1 | o () Address index
4 @ Fromfie & Pre: |:| Post - j 2 ||==! () Address index
! @ Fomfie S Pre. D Post: :l 3 ||== () Addressindex
7 b descrptotree d O Fromfie & = DO N P T e for v et sample [

Remark: Although descriptortree_id is a numeric value in the database, the externally visible
descriptor tree name is expected here. Since this name is unambigious, the corresponding id
will be determined during import.
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The option Address index allows the selection of the column number (for descriptor) rsp. the

line number (for description or sampling event) as value. See below an example for the =
Description table data columns. For id and label the For all: alue "++ New description ++"
was selected to create a single description entry where all sample data are attached. Finally
the description is assigned to the project "Matrix text sample".

THd (O Fromfile & T & O Addessindex @) Forall [T

7 B label ) Fromfile & % & O Addessindex @ Foral: [ENISTR]

? & project_id () Fromflle & ® Foral |

Remark: Although project_id is a numeric value in the database, the externally visible project
name is expected here. Since this name is unambigious, the corresponding id will be
determined during import.

Finally the source for the @Sampling event table data columns must be selected. For id and
label the file column 0 has been selected (see image below).

.? @ ] '._?I From fila LY Pra ! | Post ! | 0 + ':::' Address index
! [ lsbel ®) Fromfile S Pre ! | Post.. ! | 0 ||=f () Address index

A reminder in the header line will show you what actions are still nheeded to import the data
into the table:

¢ Please select at least one decisive column ? - If data will be imported depends on the
content of decisive colums, so at least one must be selected.

e Please select the position in the file E - The position in the file must be given if the
data for a column should be taken from the file.

e Fromfile or For all @ = For every you have to decide whether the data are taken from
the file or a value is entered for all

e Please select a value from the list w =You have to select a value from the provided
list

The handling of the columns is almost the same as described in the chapter columns of the
table oriented import wizard.

Testing #/

To test if all requirements for the import are met use the =fs—]Testing step. You can navigate to
a certain data cell by using the Column: and Line: controls. As an alternative select the data
cell ent click on button #. Finally click on the Test data button. If there are still unmet
requirements, these will be listed in a window as shown below. In the window below you can
see the following test actions:

1. Insert of a quantitative descriptor "Channel 2 VLT Us1G"

2. Insert of a descriptor tree node (assighemnt to tree "Tree for matrix test sample")
Insert of a recommended statistical measure (measure "Mean") for the descriptor tree
node

Insert of description "++ New description ++" for project "Matrix test sample"

Insert of a sampling event "30.01.2014 22:00" for description "++ New description ++"
Insert of a sampling unit with id 199 for sampling event "30.01.2014 22:00"

Insert of a quantitative value -22.72 to sampling unit 199

hed

N n ok

Page 262



3 ) Testing

Save schema

-

'

= 'i‘ Descriptor [INSERT]
——  id: 16333
label; Channel 2 VLT Us1G’
subclass: ‘guantitative”
display_onder: 3
- DescrptorTreehode [INSERT]
P 16334
descriptor_jd: 16333
display_order: 3
H descriptortree_jd: 15510
& {?}MTMMM[IHSEHT]
i id: 567
node_id: 16334
measure_id: 16
H i= W[IHEETF]
id: 16335
HJ&I:‘thew descrption =+
project_jd: 15509
- @ SamplngEvent INSERT]
i id: 16336
label: *30.01.2014 22-00/
i i~ descripion_id: 16335
I| E SampingUnit [INSERT]
| id: 9

Line: |7 ".3"5-

b b sampling_svent_id- 16336
& E mumm [INSERT]

|D:\Subversion'\Projekte’ Diversity Descriptions \bin\Debug Import ' Kerya Data‘-ﬂ:.uma| Ganarate flat files 'E;]

id: 89
sampling_unit_jd: 51
descriptor_id: 16333
wike 352
0 1 2 3 4 5 A
Type [ ignore W ignae | Quantitative | Quaniitative | Quantitative | Quantitative
1 Chamnelrumber 44 1 2 3 4
2 Sensorcode |44 VLT wr LT LT
3 |Label 44 1/10VLT UsiG Us2G Us3G
4 |um s v .y v mv
5 300120142100 |44 1230.3 20568 4787 7823
6 300120142130 |44 11279 23768 '560.1 1732
b 7 |I00120142200 |4 13512 22 EX 619
a M 2014 22230 I-IM .T.'Lfﬂi !-?! na4 RAR 2 EF{?‘R? v
- p— p—g— m}lﬂr

You may save the schema file by a click on button Save schema. If you click on button

Generate flat files according to your adjustments data and matching schema files for the
table oriented import wizards will be generated. This option may be used, if you want to
import additional data, e.g. a descriptor's measurement unit, that are not supported by the
matrix wizard. Since all mapping relevant data are stored in the selected import session, you
may import the basic descriptor and description data using the matrix wizard and append
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additional data with the table oriented import wizards. In this case the generated flat data
and schema files might be useful to have a defined starting point.

Import %}

With the last step you can finally start to import the data into the database. If you want to
repeat the import with the same settings and data of the same structure, you can save a

schema of the current settings (see below).

Schedule for matrix import of tab-separated text files
into DiversityDescriptions
Target within DiversityDescriptions: SamplingEvent

Schedule version: 1 Database version: 03.00.17
Lines: 5- 151 Header lines: 4
Encoding: ANSI Language: US
Tables Co|Pr (Po|
py (e (st [e
. : I
Descriptor (Descriptor) ;
Merge handling: Merge
Column in table
id
label Ch
an
nel
+
descriptortree _id
Description (Description)
Merge handling: Merge
Column in table ? |Co|Pr |Po (File|Value Source
py [le |[st |[pos
id ? ++ New description ++ Interface
label ++ New description ++ Interface
|Lproject_id Matrix test sample Interface

SamplingEvent (SamplingEvent)
Merge handling: Merge
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Column in table Co |Pr |Po |File||Value Source
py [le |[st |[pos

id 0 File

label 0 File

Descriptor columns

File [Descriptor type
0S.

Additional data

2 | Quantitative

Stati
stical
meas
ure
Mean

3 |[Quantitative

4 | Quantitative

5 |[Quantitative

6 |[Quantitative

7 |[Quantitative

8 |[Quantitative
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Quantitative

10

Quantitative

11

Quantitative

12

Quantitative

13

Quantitative

14

Quantitative

15

Quantitative
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16

Quantitative

17

Quantitative

18

Quantitative

19

Quantitative

20

Quantitative

21

Quantitative

22

Quantitative

23

Quantitative
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24

Quantitative

25

Quantitative

26

Quantitative

27

Quantitative

28

Quantitative

29

Quantitative

30

Quantitative
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31

Quantitative

32

Quantitative

33

Quantitative

34

Quantitative

35

Quantitative

36

Quantitative

37

Quantitative

38

Quantitative
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39

Quantitative

40

Quantitative

41

Quantitative

42

Quantitative

43

Quantitative

44

Quantitative

45

Quantitative
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File cells that could not be imported will be marked with a red background while imported lines
are marked green. If you want to save lines that produce errors during the import in a
separate file, use the Save failed lines option. The protocol of the import will contain all
settings acording to the used schema and an overview containing the number of inserted,
updated, unchanged and failed lines (see below).

Protocol

Responsible: Link (DB-User: Workshop)
Date: Donnerstag, 20. April 2017, 16:17:42
Senver: training.diversityworkbench.de
Database: DiversityDescriptions_Workshop
Descriptor columns total: 44
Descriptors imported: 44
Import lines total: 147
Descriptions imported: 1
Samples imported: 147
Cells imported: 6348
Cells failed: 120
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Import wizard for tab separated lists

With this import routines, you can import data from text files (as tab-separated lists) into the
database. For a comprehensive real-life example that shows many features of the import
wizard take a look at the import wizard tutorial.

Choose Data -> 'F_]Import ->% Import wizard and then the type of data that should be
imported, e.g. = Import descriptors ... from the menu. If you did not use the import wizard
before, the following window is shown to create a new import session.

%4 Import session - Od x

® Create new import session

Session project Session description
Agricultural me! Da‘l,nlmpcrlfur Agricutural s..rnrl:.'y
BactDescoME
50D of ETI reptles and amphiblans This import session is used to demonstrate the iImpost

/i EfLheilpfianzendesc wizard in DiversityDescripbions. .

i Porcuitural survey

Abbeechen 0K

In section Session project the projects with write access are listed for selection. In section
Session description you should enter a detailled text description. If already an import
session is present in the database, the window below will be shown where you may select the
session. You may select one of the offered sessions or create a new one by selecting Create
new import session.
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%) Import session . O X
]
® Select import session ) Create new import session
Session descrption
Dt impert For Agrcuttural survey.
Agricuttural survey 2017 1228 This import ionlinsd o srate the impodt
wizard in DiverstyDescriptions. ..

After selecting or creating an import session a window as shown below will open that will lead
you through the import of the data. The window is separated in 3 areas. On the left side you
see a list of possible data related import steps according to the type of data you choosed for
the import. On the right side you see the list of currently selected import steps. In the middle
part the details of the selected import steps are shown.
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W Impon descignor data - O

Choosing the File

As a first step, choose the [ZFile from where the data should be imported. The currently
supported format is tab-separated text. Then choose the Encoding of the file, e.g. Unicode.
The Start line and End line will automatically be set according to your data. You may change
these to restrict the data lines that should be imported. The not imported parts in the file are
indicated as shown below with a gray background. If the [“IFirst line contains the column
definition this line will not be imported as well. If your data contains e.g. date information or
floating point values, where notations differ between countries (e.g. 3.14 - 3,14), choose the
Language / Country to ensure a correct interpretation of your data. Finally you can select a
prepared Schema (see chapter Schema below) for the import.

b4

Column headers wasible - ﬁHﬂlhﬂinnmlurrm 5]
% B Tewpar e & e
i [ Coigenical ol | oo B | [T | & s
igm::mM; Encong: B [ e = 5‘:::“
o | o s o
Sl :' ﬁm:m
=02 Pleass selacta file from whers the data -? m
should be imported (format: text, tab- WP T
Separmer) % Terrg
B el
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i I discignor data - O e

Column headers wasible - ﬁHmhﬂing wolumes 5]
e [ T e & Fae
LIt T b | vemor st Dty Desrpr b Db o o vy ey Coemonate. ||y | &7 Maomat
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fa

R R R |

Choosing the data ranges

In the selection list on the left side of the window (see below) all possible import steps for the
data are listed according to the type of data you want to import.

gL Descriptor
. [] Categorical state 1 E]

Certain tables can be imported in parallel. To add parallels click on the =+ button (see below).
To remove parallels, use the ==button. Only selected ranges will appear in the list of the steps
on the right (see below).
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CE : .
1s || Descrptor & Fie

®..[V] Categorical state 1 |=fa &7 Btachmert
®..[] Categorical state 2 E‘J Merging
®..[] Categorical state 3 EI %2 Descriptor
i Descriptor node 1 El ID Descriptor 1D

Diescriptor name

123 Sequence number

Cﬁ‘j Subclass

1 Mandatory
+" Dependability
®~ Categorical state 1

ID Categorical state D
Categorical state name
123 Sequence number

3_] Testing
#_] Import

To import information of logging columns like who created and changed the data, click on &)
button in the header line. This will include an additional substeps for every step containing the
logging columns (see below). If you do not import these data, they will be automatically filled
by default values like the current time and user.

gL Descriptor

ID Descriptor ID

Descriptor name

123 Sequence number

&

on Subclass

1 Mandatory

a" Dependability

@) Logging

“ Categorical state 1

ID Categorical state (D
Categorical state name
123 Sequence number

) Logging

Attaching data

You can either import your data as new data or c"fﬁ;;'Attach them to data in the database.

Select the import step fﬁ;"'Attachment from the list. All tables that are selected and contain
columns at which you can attach data are listed (see below). Either choose the first option @
Import as new data or one of the columns the attachment columns offered like "id" in the

table "Descriptor" in the example below.

@ |mport as new data

gL Descriptor

id
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If you select a column for attachment, this column will be marked with a blue backgroud (see
below and chapter Table data).

¢ /] id 'C‘* Pre.: Post : @

Merging data

You can either import your data as new data or aMerge them wih data in the database.

Select the import step @Merge from the list. For every table you can choose between L)
P )

Insert, “?Merge, {;}Update and ¢ Attach (see below).

The F?Hnsert option will import the data from the file independent of existing data in the
database.

The 'f-;}Merge option will compare the data from the file with those in the database according

to the ¥ Key columns (see below). If no matching data are found in the database, the data
from the file will be imported, otherwise the data will be updated..

The ﬁ?&Update option will compare the data from the file with those in the database according
to the ¥ Key columns. Only matching data found in the database will be updated.

The ﬁ"-"'Attach option will compare the data from the file with those in the database according

to the ¥ Key columns. The found data will not be changed, but used as a reference data in
depending tables.

g2 Descriptar Insert Merge Update @ Attach ,fé&*
':;55 Categarical state 1 Insert Merge @ LUpdate Attach f{;
—# [escriptor node 1 Inset @ Merge Update Attach ‘*‘?
c;;; Categorical state 2 @ Insert Merge Update Attach 5;-3
Table data

To set the source for the columns in the file, select the step of a table listed underneath the

Merge step. Some columns may be grouped below the table name as shown for the W
Descriptor table.

gL Descriptor

ID Descriptor 1D
Descriptor name
182 Seguence number
on Subclass

1 Mandatory

+" Dependability

Click on one of the subordinated column groups and in the central part of the window the data
columns avaialble for importing will be listed in the central part of the window. In the example
shown below the column is used to attach the new data to data in the database.

ik gl %' Pre Post : '| _""h"
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All columns that have not been grouped beneath the table may be accessed by selecting the

table ste itself. In the example shown below table = Descriptor was selected to supply the
"data_entry_note" column for import.

i || statistical_messurement_sc 4L . NS — %
P usually_eseclusive g AL 4 o =)
£ 9 L state_eollection_model G E 4 AndSen EX
! ;f | maasummeant_unit li‘. [ 1-= + __,;;.

i measurement_unit_precede AL F P

i | min_plausible_value AL B B

¢ | max_plausible_value . AL g £

if | wording_before lt;* G- 1 + _.EJ

771 wording._sfes %G ¥ |+ 2

F v | data_entry_note @ From file |EL'— - Fre.: Poat 7 | +| Foral: '_"5.9

A reminder in the header line will show you what actions are still needed to import the data
into the table:

Please select at least one column = No column has been selected so far.

Please select at least one decisive column ? - If data will be imported depends on the

content of decisive colums, so at least one must be selected.

Please select the position in the file E - The position in the file must be given if the
data for a column should be taken from the file.

Please select at least one column for comparision ¥ =Forall merge types other than
insert columns for comparision with data in the database are needed.

From file or For all @ = For every you have to decide whether the data are taken from
the file or a value is entered for all

Please select a value from the list w = You have to select a value from the provided
list

Please enter a value - =You have to enter a value used for all datasets

The handling of the columns in described in the chapter columns.

Testing #/

To test if all requirements for the import are met use the =fUTesting step. You can use a
certain line in the file for you test and than click on the Test data in line: button. If there are
still unmet requirements, these will be listed in a window as shown below.
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TODO: =R <=

CollectionSpecimen
Decision if line should be imported )
Flease select at least one decisive column &

Collectionfgent_1
Compansion with data in the database 3
Flease select at least one column for comparision ¥

CollectionSpecimenRelation_1
RelatedSpecimen URI:
From file or For all?

|dentificationLinit_1
TaxonomicGroup: i
Flease select the position in the file

|dentfication Unit Analysis_1_2
AnalysizMumber:
Please enter a value

If finally all requirements are met, the testing function will try to write the data into the
database and display you any errors that occurred as shown below. All datasets marked with

a red backgroud, produced some error.

3_] Testing
2 . || IdentificationUnit_1: -
ga gein e, = Der Wert NULL kann in die "LastldentficationCache™Spate, -
=l Specimen [INSERT] ~

----- Collection SpecimenlD: 401010

----- AccessionMumber: JME-ETT-00216"
E—:I" Organism [ermor during import simulation]
----- Collection SpecimenlD: 401010

----- TaxonomicGroup: fish'

=-[E| Identification [data must be comected]

----- Collection SpecimenlD: 401010

----- TaxonomicMame: Orthogoniklethrus n.sp. 1°
I:—ij: Analysis [no data found]

----- Collection SpecimenlD: 401010

----- Analysis|D: 54

m

To see the list of all errors, double click in the error list window in the header line (see below).

& Error fo e s

|dentification Unit_1: -
Der Wert NULL kann in die "LastldentficationCache™Spalte.,
‘DiversityCollection_Test.dbo ldentification Unit™-Tabelle nicht eingeflgt
werden. Die Spalte [asst NULL-Werte nicht zu. Fehler bei INSERT.
Die Anweisung wurde beendet.

m

|dentification_1_1:
The value for the column [dentification UnitID is missing

-

If finally no errors are left, your data are ready for import. The colors in the table nodes in the
tree indicate the handling of the datasets: INSERT, MERGE, UPDATE, No difference. Attach,
No data. The colors of the table colums indicate whether a colums is decisive , a key column
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or an attachment column.

If you suspect, that the import file contains data allready present in the database, you may
test this an extract only the missing lines in a new file. Choose the attachment column (see
chapter Attaching data) and click on the button Check for allready present data. The data
allready present in the database will be marked red (see below). Click on the button Save
missing data a text file Eto store the data not present in the database in a new file for the
import.

5_] Testing
Check for alieady present data | B ~ | Save missing data as tex fike Bl |
(Testdatamine- |2 15 [4) 2
Specimen =
AccessionMonth
1 | Bsmode Fami Slorade Name Colmtry Collectos | CollMurmhe =
2 M0313628 Primulzcese .Pﬂl“‘l'ﬂﬁoﬁ! came.. .Swnzerland .F'au :s.n
3 MO213627 |Pimuacess | Androsace came... |France | Charbonnel lan,
4  N-O213626 Primulacess Iﬁnmm_.. IFIBI'DE.' E:u:. j.u'll.
5 i‘-'l-ﬂlEE}??ﬁ -F*riml.Iaceae -ﬁru:msaoe came .a koc. “F'ans len
6 M-0223624 | Primutacene | Andrmasce came... | Switzedand Wik |an.
¥ M0E23623 Frimulacess .Pndmsac:e came.... .Swuzenarrd :W-::I .s.n.
© M223322  Pimdacese  fndmsacecame. sk se o
3 M-H423621 Primulscese Iﬁadrnsamcamc... ISwI‘IIﬁ‘iand Ihhga-d :?295
10 M-0323620 .anl.laeeae .-“nu:h'usaae came . .SWI'IZEﬂEF-d .s.l: .sn

If you happen to get a file with a content as shown below, you may have seleted the wrong
encoding or the encoding is incompatible. Please try to save the original file as UTF8 and
select this encoding for the import.

| ImpertFileErrar.te - Editor - = X

Dates  Bearbeiten Format  Ansicht [

EaE R SHENS EREG DY R EEREASGE BE N EC-U=HEMARE m g A
S 1 1 3 B S B B B R R E ) % 5 SR WA R R B AR R T ( B
59 P B e R SR i 7 SR A AR o i i L O ¢ T man \ T (T A IEPER A
MMM\ 4P B ERRERFHNS S0 DA s BRigeTiE R { vee IRt ZREE - -
IRt Rg R (ReiB RS TR SN 1T 1mmantn il R e 27 NF=EtEah { RS EE R RS
WERSE R T { B ZEEER = wtof7 BHE S v SZ o S RMENBE SR80 051 RIE
ATl ¢ - o BB (R RS AR (TR R R I e B IE 0B S B T R M S 1 M O a8 IR
= 010 2 0 I B0 R B A ol IR IRR A IR AR AR A ) B 2 PR naRBE S IR R IR S H S B Aa du A el
b - 1 A e, v 0 AT 0 B 0 S 3 S (U B2 RIRR I R TR MR R BRI IR R B P S B EL S I
{E RS LA R T Fell- Bl AN o ERR R SWE RacRiE the ( TR0\ ol e 4
AR R (F R AR TR R E T R R R C7 L IR R R et e~ T T | T 2R
FIE1I (M IR = B~ ER 0 EE 0 0 S BRAUMER I, Fasdt % {95 = B W -HEE L1521 Bl =50 =wsesflan g
R EREOARY DIEEEERHNEERR C RN BRS R AR 2 0AR Y R IMEE ISR
Scimdt e = AR A i 0l s s A R ZE R S R T M A R R R BRI R R -
FMIE RS BRI - E R N R R -8 BRI R R A BB B 5 - (1 BB R
Teuer £ ik ZEVE 800 (R T te = EHE 2 v =B SRR AT 0l ¢ { B REER SRR S

€ >
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Import %}

With the last step you can finally start to import the data into the database. If you want to
repeat the import with the same settings and data of the same structure, you can save a
schema of the current settings (see below).

Schedule for import of tab-separated text files into
DiversityCollection
Target within DiversityCollection: Specimen

Schedule version: 1 Database version: 02.05.41

First line contains
column definition:

Encoding: Unicode Language: de

Lines: 2- 3215

Tables ?

CollectionSpecimen (CollectionSpecimen)
Parent: CollectionEvent

Merge handling: Insert

Column in table

Ke|[Co|Pr

CollectionSpecimenID

AccessionNumber ?

IdentificationUnit_1 (IdentificationUnit)
Parent: CollectionSpecimen
Merge handling: Merge

Column in table ? ||Ke|Co|Pr |Po|Fil [Transformations Value [(Source Table
y (Py(e (st |e
po
S.
CollectionSpecimenID Database
IdentificationUnitID Database
LastldentificationCach ? 2 File
e
+ 3 File
+ 4 File
+ 5 File
TaxonomicGroup ? fish Interface

IdentificationUnitAnalysis_1_1 (IdentificationUnitAnalysis)
Parent: IdentificationUnit_1
Merge handling: Update

Column in table ? |[Ke[|Co|Pr [[Po|Fil [Transformations Value (Source Table
y [Py e (st |e
po
S.
CollectionSpecimenID Database
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IdentificationUnitID Database
AnalysisID 94 Interface
AnalysisNumber 1 Interface
AnalysisResult ?20? 39 File

Lines that could not be imported will be marked with a red background while imported lines
are marked green (see below).

CollectionSpecimer
CollectionSpecimer  ColleclionSpecimer  CollectionSpecimer ColectionSpecimer  RefatedSpecimenD  Colection?|
AeresmonNumber  AccessonNumber  AccessanNumber P Sublabe! CollectionSpacimer  Intemalial
RelatedSpecimenl
n27 020224 020226
xu o —
ROz .3-1-4?‘3'
E206 | 24776
7169 25779
5170 28002
18557 038535 fin samples
13558 038536 fin samples
22404 047365 fin sample. —
. m '

If you want to save lines that produce errors during the import in a separate file, use the
Save failed lines option. The protocol of the import will contain all settings acording to the
used schema and an overview containing the number of inserted, updated, unchanged and
failed lines (see below).

Protocol
Responsible:mweiss
Date:Wednesday, February 26, 2014, 4:48:45 PM
Server:snsb.diversityworkbench.de
Database: DiversityCollection_Test
Lines total:7
Lines imported:6
Lines failed:1

LineTable Error
g

Mo dataset with the primary key: CollectionSpecimen|D:

IdentificationUnitAnalysis_1_1 AnalysislD: 94 AnalysisMumber: 1 could be found.

Description EX

A description of the schema may be included in the schema itself or with a click on the E%
button generated as a separate file. This file will be located in a separate directory Description
to avoid confusion with import schemas. An example for a description file is shown below,
containing common settings, the treatment of the file columns and interface settings as
defined in the schema.

Schedule for import of tab-separated text files into DiversityCollection
Target within DiversityCollection: Specimen
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Schedule version: 1

Lines: 2-5

Encoding: Unicode

Databa
se02.05.

version52

First
line
contai
ns.,
colum
n
definiti
on:
Langu de
age:

Description: Import Schema fuer Literaturdaten (Bayernflora) aus Dorr &

Lippert mit MTB Daten und max. 4 Sammlern

File columns

Pos.

Nam Tabl

o

ID

originalname

nameautor

—
Q
x
=}
=

tb

3

-

N

.-Q.
=

unscharfe

jahr_von

jahr_bis

Location
Accuracy

Collectio
nDateSu
pplement

Column Example

Externall 1
dentifier

Taxonom Ophioglossum wlgatum
icName

Taxonomi Ophioglossum wlgatum L.
cName

NameURI 3949
Prefix: http://tnt.diversityw orkbench.de/TaxonNames_Plants/

Location 8423

Location 2

Collectio 1902
nYear

Prefix: bis?

Transformed

Merge
handling of
table
Me Up Att De
rge dat ac isi

e h e

<
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10

11

12
13

14

15

16

17

18

19

20

21

22

23

24

Analysis
Result

ltung
seinh
eit
fundo
rt
finder

not imported

not imported

not imported

ID_collector1

Collector 43708
sAgentU
RI

Prefix: http://snsb.diversityw orkbench.de/Agents_BayernFlora/

ID_collector2
Collector
sAgentU

RI

Prefix: http://snsb.diversityw orkbench.de/Agents_BayernFlora/
ID_collector3

Collector
sAgentU

Prefix: http://snsb.diversityw orkbench.de/Agents_BayernFlora/
ID_collector4

Collector
sAgentU
prima
rquell

Prefix: http://snsb.diversityw orkbench.de/Agents_BayernFlora/
not imported
ID_prlmarqueIIe

Referenc
eURI

Prefix: http://id.snsb.info/references/

prima
rquell
e_sei
ten
bestand

not imported

Analysis
Result

sonstiges
OrlglnaINo

hohe

- Location
herba

herba

r2

not imported

not imported
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25 3
26 ID_herbar1
CollectionS RelatedS
pecimenRel pecimen
ation_1. Collectio
niD
ID_he
ol rbar2
ID_he
2 i
¢ rbar3
29 det
30 ID _de
t
31 rev
3 ID re
v
daten
33 quelle
34 ID_datenquelle
CollectionS Referenc
pecimen. | eURI
proje
» ct1
36 project2
CollectionS Additional
pecimen.|Notes
Transform

herba

135

Prefix: http://id.snsb.info/references/

ations:

o)

Reglar express.:

o ?

Reglar express.:

H ?

Reglar express.:

L 2

not imported

not imported

not imported
not imported

not imported

not imported

not imported

not imported

not imported

Interface settings
Table
Annotation

CollectionAgent

CollectionEvent
CollectionProject

CollectionSpecimen

CollectionSpecimenRelatio

n

Table alias
Annotation_1

Annotation_1

Annotation_1

CollectionAgent_1
CollectionAgent_2
CollectionAgent_3
CollectionAgent_4

CollectionProject_1
CollectionProject_2

CollectionSpecimenRelatio

n_1

CollectionSpecimenRelatio RelatedSpecimenDisplay T

n_1

CollectionSpecimenRelatio

n_1

Beobachtung
Beobachtu
ng
Herbaraus
w ertung
Literaturau
sw ertung
Column Value
AnnotationType Reference
: Literaturauswertung: nach
{Annotation Dérr & Lippert (2004)
ReferenceDisplayText Annotation
CollectorsName Collector1
CollectorsName Collector2
CollectorsName Collector3
CollectorsName Collector4
CountryCache Germany
ProjectID 37
ProjectID 149
ReferenceTitle Reference
RelatedSpecimenURI
ext
Notes Herbarauswertung: nach

Dorr & Lippert (2004)
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Identification

IdentificationUnit

IdentificationUnitAnalysis

Identification_1_1
Identification_1_2

Identification_1_2

IdentificationUnit_1
IdentificationUnit_1
IdentificationUnitAnalysis_
1.1
IdentificationUnitAnalysis_
11
IdentificationUnitAnalysis_
12
IdentificationUnitAnalysis_
12

IdentificationSequence
IdentificationSequence

Notes

LastldentificationCache
TaxonomicGroup

AnalysisID
AnalysisNumber
AnalysisID

AnalysisNumber

2

1

Originalname aus Dorr &
Lippert (2004)

plant

plant

2

1
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Import wizard - Columns

? § ¥ Descnpbon @ Fromfic (W6 Pe b Poz 2 [ 3 [ ar all 3

|-l~ Infos: descnption ofthe column
Source: use the value entered here

Wukti column: add further columns from the file as source
Column selection: choose the position of the data in the file
Pre- and Postfis - inser this texts before resp. after the text

— Copy  if data in curment line are nussing, take data from previous line
—» Translormation. transform data from file previous toamport

L—— Source: dalaare taken from file

————— Import data into this colemn
—— Key column: used for compansion with database

L— Decisive column. impornt dapends on presence of datain this column

If the content of a file should be imported into a certain column of a table, mark it with the
checkbox.

Decisive columns ?

The import depends upon the data found in the file where certain columns can be choosed as

decisive, that means only those lines will be imported where data are found in any of these
columns. To mark a column as decisive, click on the ?icon at the beginning of the line (see

below).
? @ ¥ SeriesCode © From file || E I 7 &) Forall: EX

In the example shown below, the file column Organims 2 was marked as decisive. Therefore
only the two lines containing content in this column will be imported.

M-Nummer Nomen Onfganisim 2 Fundort MTE

M-0222625  Asddium euphorbiae Parsoon ex )LF, Gmelinl792 Garching an derAlz TE1 414
ML0222630  Aeddium ranunculi-acns Pesoon 1800 Harnses 40111
M-0222643 - Amnpelofmyces quisquass Cosex Sonlechl. 1R52 Erysiphetypieric] el |5 Blumeas 1533 Galttern [Ralainger Hihe] B13a/2333
M-0222685  Ascochyta atropae Bresadola LES3 Bachham Boanf312
M-02226488  Asteromaaineum {Persoon) B, Sutton 1580 Bachham a0/ 312
M-0223011  Blomemaprammis {5 Speer 1575 Pt ma persactome Mlownght 18RS Rosenhom:Anmg 8138414
M-0222650  Bremialactucae Regeiledl Meubauerm, inn-Damm 8238233

Key columns P

For the options I5::{5‘Merge, @)Update and @}Attach the import compares the data from the
file with those already present in the database. This comparision is done via key columns.
To make a column a key column, click on the ¥ icon at the beginning of the line. You can
define as many key columns as you need to ensure a valid comparision of the data.

Source @

The data imported into the database can either be taken @From file or the same value that
you enter into the window or select from a list can be used @ For all datasets. If you choose
the From file option, a window as shown below will pop up. Just click in the column where the
data for the column should be taken from and click OK (see below).
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P

i Select a column
Select the column in the file for column SeresCode in table Seres

(=] & w=s]

E5_1 Code Seres 1 Name E5S_2 Code Series 2 Name 3
» |E1 E_1_1 Leerung 1

E_1 Mormale Leerung... |E_1_2 Leerung 15

E_1 Momale Leerung... |E_1_3 Leeming 18

E_1 Momale Leerung... |E_1_4 Leeming 23

E 1 Mormale lagnma  |E 1 B laanwna A

If you choose the @For all option, you can either enter text, select a value from a list or use

a [Mlcheckbox for YES or NO.

Transformation %

The data imported may be transformed e.g. to adapt them to a format demanded by the
database. For further details please see the chapter Transformation.

Copy -

If data in the source file are missing in subsequent lines as shown below,

13.07.2003

14.07.2003

15.07.2003

48,2460

48,3453

48,5669

48,4520

12,4567

12,8997

11,9698

11,2385

Carex

Festuca

Carex

Festuca

firma
acuta
vaginata
ovina
gigantea
flacca
acuta
rubra

you can use the ECopy line option to fill in missing data as shown below where the blue

values are copied into empty fields during the import. Click on the S button to ensure that
missing values are filled in from previous lines.

13.07.2003
13.07.2003
13.07.2003
13.07.2003
13.07.2003
14.07.2003
14.07.2003
15.07.2003

48,2460
48,2460
48,3453
48,3453
48,3453
48,5669

48,5669

- LU

48,4520

12,4567
12,4567
12,8997
12,8997
12,8597
11,9698
11,9698

11,2385

Carex
Carex
Carex
Festuca
Festuca
Carex
Carex

Festuca

firma
acuta
vaginata
ovina
gigantea
flacca
acuta
rubra
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Prefix and Postfix

In addition to the transformation of the values from the file, you may add a pre- and a postfix.

These will be added after the transfromation of the text. Double-click in the field to see or
edit the content. The pre- and a postfix values will only be used, if the file contains data for
the current position.

For the datatype geography the pre- and postfixes will be automatically set to enable the
import. The preset values by default are set for points as geographical units. You may change
this to predefined types like lines or areas. Click on the @button at the end of the line to
open the information window. Here you can choose among the types mentioned above (see
below).

@ Gecgraphy in Coordinates WG584 (= CollectionEventLocalisation) E'@

The geography of the localisation
Datatype: geography

To import geographical data, the values have to be formated according to the defintions of SQL-Server

Prefic Postfic
@ Do not use pre- and postfic
|se pre- and postfix fora POINT geography::5TPoirt From Tesd (POINT( T. 4326)
|Use pre- and postfix fora LINE geography::STLineFrom Text(LINES TRING( T. 4326)
|Use pre- and postfic foran AREA  geography:: S TGeomFrom Text (POLYGOMN] W. 4326)

| Cancel | | Ok |

Column selection i

If for any reason, a column that should take its content from the imported file misses the

position of the file or you want to change the position click on the ibutton. In case a
position ist present, this button will show the number of the column. A window as shown
below will pop up where you can select resp. change the position in the file.

P s

iﬂelecta column EI@

Select the column in the file for column SeresCode in table Seres

E5_1 Code Seres 1 Mame E5S_2 Code Seres 2 Name
» |E1 E_1_1 Leerung 1

E_1 Mormale Leerung... |E_1_2 Leerung 15

E_1 Momale Leerung... |E_1_3 Leeming 18

E_1 Momale Leerung... |E_1_4 Leeming 23

E 1 Mermale laanma  |E 1 B laanwna A

Cancel | OK

Multi column E

The content of a column can be composed from the content of several columns in the file. To

Page 289



add additional file columns, click on the = button. A window as shown below will pop up,
showing you the column selected so far, where the sequence is indicated in the header line.
The first colum is marked with a blue background while the added columns are marked with a

green background (see below).

I St e conmin P R
Select the colamn n tha file for column TaonomcName in table Iderficsbon 1.1
. 3 4 4
[ ] .Fm". oroup Zenus Specias Ruthor of speciee | Yaar of enecies Ciountry Fad State / Prowi... | Plaiterd
.O‘Ihnsl:nklei'lhms msp . . :G-:n'nﬂ'} Bavens Hethe
Orthogenidedhrue  hoall st 1387 Gemany Eava Hathea
Teleoate n.gen n.gp. 1 . Zamany Bavana Harthen
Amiopss iepideta (Agassiz) 1833 Gemany Bavars Hathes
:Tr'na.!una -n. ap. 1 . . E-ernu"} -Bewana .Hﬂ"ﬂ'le-l L
-« Rir = o E = & ; (]
| Cancal oK

-

To remove a added column, use the ==button (see below).
@ From file E Pre.:
%E Pre.:
E Pre.:
E Pre.:

7 @ [¥] TaxonomicName

Information Ifﬁj

Post :
Post :

Post :

Post :

The @button opens a window displaying the informations about the column. For certain
datatypes additional options are included (see Pre- and Postfix).
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Import wizard - transformation %

The data imported may be transformed e.g. to adapt them to a format demanded by the
database. Click on the %button to open a window as shown below.

.- =)

% Transformation for celumn Description E'@

Add a transformation: *% :m: Regkx ) X Prefix Postfix

Test the transfomation

Here you can enter 4 types of transformation that should be applied to your data. "% Cut out

parts, B Translate contents from the file, RegEx apply regular expressions or {*¥Replace text
in the data from the file. All transformations will be applied in the sequence they had been
entered. Finally, if a prefix and/or a postfix are defined, these will be added after the

transformation. To remove a transformation, select it and click on the Z button.

Cut °%

With the "% cut transformation you can restrict the data taken from the file to a part of the
text in the file. This is done by splitters and the position after splitting. In the example below,
the month of a date should be extracted from the information. To achieve this, the splitter .’
is added and than the position set to 2. You can change the direction of the sequence with
the button ®Seq starting at the first position and #starting at the last position. Click on the

button Test the transformation to see the result of your transformation.
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Add a transformation: *%- Jf RegEx & 7 Prefic  Postfix

R

011112011
012011 | 1X
mva2mo v

mvinzma (v
01.X1.2011 | X

Translate %

The %translate transformation translates values from the file into values entered by the user.
In the example above, the values of the month cut out from the date string should be

translated from roman into numeric notation. To do this click on the %button to add a
translation transformation (see below). To list all different values present in the data, click on

the #Mbutton. A list as shown below will be created. You may as well use the +and =
buttons to add or remove values from the list or the #button to clear the list. Than enter the
translations as shown below. Use the lEsave button to save entries and the Test the

transformation button to see the result.
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Add a transformation: *- | RegEx #) X 7 Prefic  Postfix
Source Translation =
| 1
I 2
Il 3
| 4
I
N -
a4+ - XHEE |
| Test the transformation |
Source Transformation
0112013 |1
olimz2011 |3
01.1X.2011
01 v 2010

To load a predefined list for the transformation use the [ ’button. A window as shown below
will open. Choose the encoding of the data in you translation source, if the first line contains
the column definition and click on the button to open a file. Click OK to use the values from

the file for the translation.

Please open the file
containing the
translations

=

E=NEER R
First line contains column definition
Encoding
ASCI -

C:M\Daten Subversion'DiversityCollection binDebug*mport™ Tran

slation List bd

From To
4 1
I 2
Il 3
Iv 4
W 5
W &
il T

Regular expression

The transformation using regular expressions will transform the values according to the
entered Regular expression and Replace by vales. For more details please see
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documentations about regular expressions.

Add a transformation: *%- Jf RegEx & > Prefic  Postfix

RegEx 1

Regular expregsion:
[1

Replace by:
/

Test the transformation |

Source Transformation

31122010 Exfarlesnl)

32201 | 322N
INA22NM2 | 3222

Replacement

The replacement transformation replaces any text in the data by a text specified by the user.
In the example shown below, the text "." is replaced by

Add a transformation: *% Jf RegEx & X Prefic  Postfic

1

Replace:

With:

Test the transformation |

Source Transformation
31.12.2010
322011 | 311220
3N2202 | 3112-2012
312203 | 112-2013

Calculation %

The calculation transformation performs a calculation on numeric value, dependent on an
optional condition. In the example below, 2 calculations were applied to convert 2-digit values

into 4 digit years.
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Add atransformation: *%- §f Regix &) ¥ X Prefic  Postfic

z1 |32

Calculation: + = 1300

Opt. condition: < - ___ 2000___

| Testthe transformation |

Source  Transformation

Filter T

The filter transformation compares the values from the file with a value entered by the user.
As a result you can either @ Import content of column in file or @ Import a fixed value.

To select another column that should be compared, click on the ibutton and choose a
column from the file in the window that will open. If the column that should be compared is
not the column of the transformation, the number of the column will be shown instead of the

isymbol. To add further filter conditions use the +button. For the combination of the
conditions you can choose among AND and OR.
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e T
% Transformation for column subclass for column subclass for c...

Add a transformation: * Jf Regix 3 T X
el T 2

> Prefic

Postfix

1 Import cortent of column in file

@ Import fieed value:  categorical

e et widioe- il
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Import sessions

Usually the information required for an import into DiversityDescriptions is spread over at least
two files, e.g. "terminology" (descriptors/categorical states) and "items" (descriptions data),
where the elements of the terminology are referenced to build the item descriptions. Between
these files references are usually built using e.g. a descriptor number and/or the categorical
state name. Within the DiversityDescriptions database relations are built using automatically
generated numbers ("id"). To allow a mapping between the internally generated keys and the

external keys, the "Import sessions" are used.

When you start the import wizard you are asked to select rsp. create a new import session.
To ge an overview of the present import session or to create, edit and delete import sessiong

select Data -> 'l]Import ->%] wizard -> ﬂOrganize sessions ... and a window as shown

below will be shown.

| X

M Deemy 01.06.2015 13407

13 Test samoie dta 1205 125
15 | Tes metrix cobamrs 071220151155
15 Compof MycoPhuopenstiet o7 122015 1248
2 |Copyof Deery o7 122005 131
21 Wil 08122015 1618
PR (T —— 03.12.2015 1140
21 Dumrass 25 desocogoon 16022016 1400
24 | Bummss as e 15 00201 1404

Click buttoem [INew and a window as shown below will be shown. Select the project of the
import session and enter a description text. So save the new import session click Esave ,to

ignore the changes click button “”’ Don't save. A similar window can be opened by selecting

251038
RIS 113

O7.12205 1231
O7.R2205 1341
031220151307
03922013 151
16022016 1483
16022016 1407

an existing import session and clicking # Edit.
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'y

Cokt fmpost s=smon
Sammion projec Sasmion descopton

%2 import session e 0 ]

M}.nﬂiluﬂlelﬂ'r‘u Impiadt of MyooPhyiogeryblat
el SO0

bl CELTA

Dimsonpbonilis: {Z)

Moo rdogerwhist

Dy

Facs D158

Encawa

EFLbipl aneendeec

Copy of Desmy

Copy of WicoPredogamyhisi
Mairec best

Walvi: Insd sqamphe

Tadl Woge! und Raupen
Esormaes ax degcrptaon
[aomass as sampls

ol vl vl ol el el ol il ol el il el ol il el

= &3 Dond s

To delete an import session, select it and click the # Delete button. If import mapping data
are present for the import session, an additional window will be shown that informs you about
the number of mappings that will be implicitelx deleted and you have the chance to cancel the
delete process (see below).
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o

u meqoet sezsion il

(Oter | sE [Kooe | P

(L2

Seledt pmmman ‘Sezmon desoiptm
1| Doy DA RSz
13 | Teel pample deta 26.11 2075 1254 27.11.2015 10:38
18 | Teel metm colimns 071220151159 TBIZ2015 1113
19| Copy of MycoPapmryte 07.122015 1245 17 122015 1251
21 | Copy of Deermy 071220151318 07122015 12:81
21 | Mt best 08.12 2015 1578 03.12.2015 1307
22 | Mt best sample 09122015 1140 09122015 15:01
Drelete import mapgings

The import session contains 464 import mappings that will be delet=d
mrplicitely,

Delste impeet misppings?

=]

Import mapping

To view the mapping information that has been stored for an import session, select it and click

the FMapping button. If import mapping data are present for the import session, a table
with the database "Table name", an optional "Parent key", e.g. the descriptor id in case of
categorical states, the "External key" used for import and the database interal key, the
"Object ID", is displayed (see below). To go back to the session overview, click the
Session button.
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%2 import session e 0 -
M - 5P Sasion “l
Sesmon id: 11
Inport mappng
o Clesr mapping  ® ) Impot mappng  £F Generate mapping .. |-i" 1 | #
[|] Tk riamn Parat, ey Eslmmal ey Qe 1D "
MG CegencelSae iescrpto J41] 5245217 1703536347 EZI
K061 CamsgencalSiate TDeserptod f4]-[534712] 908 504717
W64 ComsomncalStare TDescrptor jd]-1534712] 242445506 S047E
WG5S CamegencalSie {Descrptor fd]-{534712] 2924 | sas7z3
WOEE  CamegencalSes e— b 98 | snamz4
¥OET  CmegencalSaee [Deserptnd jd]-[524712] 908 |sas7zs
¥OED ComegoncalSare escrptnd jd]=/524717] 194006362 [ saemzs
MO CmegencalSare {Descrptor fd]-j524712] a7 |saamz7
T — [Ciescrptor fd]=j584712] Hon | sasmza
EOM CmsgencalSeee Deserptor jd]=[524717] 3313770 |5as7z
E0T2 CmegencalSae [Descrpto jd]=/524717] 1408577700 [sae720
WOTT | CamegencalSare [Descrptar Jd]=[524712] | 2ase77ean [5as731
T4 |Coegoncalfoe [Ceacrptor faj-{524713] |87 | 5ea71a
ENTE | Crsgencaliae |Deserptar jdj=|524717] | 2920 |ses7iz
ENE | CmsgencalSae Descrptor) jdj=|584712] T [Gaemaa
T CangencalSae [Descrptar] fdj={524712] | agagararn [saamaa
0T e aegrica Sabe [Descriptndg jdj={524772) | am3 | sea7s
=07 Categorica State :::;:mrln-g }.1|-!'n-1."1.?;! [171ams62 | saamas
Ea0 | Casgecaldas {Descrpton fj={554712] [raemagr [5eara7
B Caegercaliae [Descriplor jdj=(E24712] | Sazpesennn [ seramaa
o .i..'i'-'lg.l'l.:al‘i'# 3 [ | SR ]
=0E3 £ '|.l.'b||:; e -.'QHL'-“:-
S h {.d'l‘i’ﬂi.n"‘i"‘"‘b’ [ ')H-‘-'-"l
v’\-'_)ﬁ"l .':.'..l:-;gx'l.'&'clﬁ'-ih | s
HHE  CamprcalSiale [z |spara2 %
Match for *4111" found in row 1583, column *Obgect 12

You may search for specific strings in the mapping table by entering the search string in the
upper right text box and clicking the ™ button. Menu item ' Clear mapping allows clearing
of mapping information for selected tables or all tables. With menu item 'UImport mapping
an import wizard can be opened to read the mapping information from tab-separated files. A
detailled example for using the mapping import is shown in Import wizard - tutorial for
advanced functions.

If you want to import list data that include the internal database keys, you can generate

mapping data that make these internal keys available for import by klicking menu item £ 2
Generate mapping .... All mappings of the selected import session will be deleted and the
internal keys ("Object ID") of descriptors, categorical states, descriptions and their resources
will be inserted as external keys. By using this function you can re-import rsp. update data

that have been generated with the form EIEXDort resource data list and modified with an
external program.
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Import wizard - tutorial

This tutorial demostrates the import of descriptors and descriptions from two tabulator
separated files into the database. The original data were stored in an MS-Excel sheet with
data from an agricultural survey. The first table contains a list of questions and data like
expected type of the answer, possible values and the measurement unit in case of numeric

values (see image below).

& B L L}
1 nun:'.lnr-!uumnprIl'.il.ntﬂ-.'m'-ur Type Valdies unet
2 1 Where do pou live? Tesl
i 1 ‘What Is your gander? Text Male | Female
4 3 Which Farming method do you use? Text Corventional farming | Caranticnal farmang and crganic farming | Coganic
5 4 How many years of farming cxperience do you hawe? Intcger wear
£ 5 What ara the makn rogs you colthestan diring the bast waar? Test Aniual crops | Perennlal araps | Othars
i & How much maney did you spend on pestisdes? Feal t
i T Ooyon know the omganic farming Rnal
9 B b do yow undessiand by soganic Fanming? Texl Farming melhods asang less syrithetic feililizers amd peslicdes | Farming ms
10 % Oid you practice tha organic farming in the last threa years? Eral

The second table contains the answers of three individuals that are identified by a numeric
value (see image below).

4 A B c D E | F
1 iCIientNumber _QuestinnNumb Answer Motes

2 100 1 Germany

3 100 2 Male

4 100 3 Conventional farming

5 100 4 5

6 100 5 Annual crops

7 | 100 6 5000

8 100 7 Yes

9 100 8 Farming methods using less synthetic fertilizers and pesticides
10 100 9 Mo

1 101 1 Austria

12 101 2 Female

13 101 3 Organic farming

14 101 4 10

15 101 5 Others Root crops
16 101 6

17 101 7 Yes

18 101 8 Farming methods using organic fertilizers
19 101 3 Yes

20 102 1 France

21 102 2 Male

22 102 3 Conventional farming

23 102 4 2

24 102 5 Cereals

25 102 6 999,99

26 102 7 No

27 102 8 Farming methods using organic fertilizers
28 102 9 No

By using the option "Save as unicode text" the tables can easily be exported as tabulator
separated text files ("Survey_Questions.txt" and "Survey_Answers.txt"). The import is done in
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seven steps and demonstrates various features of the import wizard. The tabulator separated
text files and import schemas may be downloaded from the Diversity Descriptions example file

repository.

Step 1 - Preparations: New local project and descriptor tree

Step 2 - Import of descriptors

Step 3 - Insert recommended values of descriptors

Step 4 - Import of categorical states for boolean data

Step 5 - Import of categorical states and update of descriptor

Step 6 - Import of descriptions

Step 7 - Import of description data

Epilogue

See the second part of the import wizard tutorial to learn more about some advanced
functions of the import wizard.
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Step 1 - Preparations: New local project and
descriptor tree

Choose Edit -> Projects from the menu and create a new local project by clicking the [l
button. If you are asked for a workbench project, select an available one, e.g.
DiversityWorkbench and enter the local project name "Agricultural survey". After saving the
project by clicking on button Ethe name in the query list will be updated (see below).

28 DiversityDescrigbans, Databese: DiveratyDesciptions Waorkshep v, 201,23 - m] X
Conesction  Edb [FGed  CQuery Data  Admasistation  Help
- ~ , ™ H Langage
A FH DB X Bim A foge Agricabural survey oy
Suchemehrisse
[ = Pryit | Agricubural sunvsy 0 {15402 e
3
;t“f"_."’f"_"-:'!"_'_ Disscrivtor sopbosbity  Descriptorinee Modden Fraquency 2
Lizonse | a
At | [
Detads: | l‘
|
Larguace ie"u Englisch
Fasard progact Soops vales
T8, R 5=
-_I-v:_.- By Inlemscdnes Hey paces of Sythmneas _Iid‘.'f
11f BactDescDSRE Pt
nhen anch’ | Frome o Pl {1 OFLheiplianzendes: _|Ctherszepe
' fa 500 of ET! mpties ara smohibiars
v Ta ey E-
Suchakionen
Froga
Th= = Workbench omjsct
Language * = - Tutoral B
IWBorg,  ~ , [ LN wemrmity Wisrkcherachy
Paeripe. - Hy il
Dascriotorims
Pragenca  »
Dieacsiatios |
Presenoe =
Edit projects -

Change to tab "Descriptor tree", mark project "Agricultural survey" in section "Descriptor

tree" and press button “to insert a new tree. Change the tree name to "Main tree for
Agricultural survey" and again press button Eto save all changes (see below).
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Next: Step 2 - Import of descriptors

2% DiversityDescrigbans, Databese DiversbyDescriptions Workshep . 20122 - m] >
Conrectsan Bk Eﬁnd Guery  Data  Admesishation Helg
B EH DBy B APt Agricubtural survey m?:ga
| o jisne ] =
]
»
O fy Pl sy 15 [Dower g we s A
3 Man & [ cner v et Fusimaees i
f‘ I:!._'h-:_--J x hyped valos fruman selmsin)
iy | [ Lcwmer s v Baecy dsber et mstl urbnowe]
— | O\ooer rarge et f=pacy dat= se. meth urknowen)
'Ilf" [OCmrirsl or fppos vsium degecy dein st meth, Lnkno:
[CMriromn wahe
'i'E [IM=sdmm waioe
L]
2=
F!J
w
H" H
T4
-
u:’-'\-f.aua‘d::}
o s
oeien nach | Prope: w | 3" E:\eﬂ'a:-:
T et L ot sy
T T 'ﬂ-!l'ﬂ-ill - [oresumabiy
Suchiatian [lercbady
p'.w |_|'4.'J' oy ok ¥
THe- = et oo
|_|I - -
L - kel =
i [sbundsrd
WBpm, = . Osnos shesys
Pammipe. - & '?I : : %::;:'ﬁw-’
Desetorims Bl Do ipa h:ﬂ:\*_-u e
Bragenca -+ E--= [npisighy ime i Lot imast same
Dieacriotion i ety i
Presence =
Edit prajects -
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Step 2 - Import of descriptors

Choose Data -> Import ->%] Import wizard -> W Import descriptors ... from the menu. A
window as shown below will open to create a new import session. Select project
"MycoPhylogenyNet" and enter a session description.

'{,E Import session = O X

® Create new import session

Session project Session description
'F‘?‘c;‘f':f:&t“[ c:; Data i.l"lllll}l-'i..i:;:llr ﬁ-ul,t'iél_it.uml S..rnr::y
1 WG LA LY N
r SO0 of ETI reptdes and amphibians This import session s used to demonstrate the import

¥ BFLheilpfianzendesc wizard in DiversityDescripbions. .

3 Agrcuitural survey

Abbrechen oK

After clicking [OK] the following window opens that will lead you through the import of the
descriptor data. The window is separated in three areas. On the left side, you see a list of
possible data related import steps according to the type of data you choosed for the import.
On the right side you see the list of currently selected import steps. In the center part the
details of the selected import step are shown.
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i Iepest discigstor daka
Column headers wasible

Tolo: Please select a file from where the data
should be imported (format: text, tab-
saparated)

Choosing the File

31 Peo.mxmsamm 1 I, Iﬁ ) ~| wstane |2 5 endmne =)
R [ Tt e camisiee zobrr derdon g oty BRI -

ﬁuh } |+| P It

$limcnacuii]| | F [EIE

— O bt
ﬁl’hdlh-min;rml‘um 5]
& e
£ M=
&4 Mering
§r Desoiplar

As a first step, choose the LZFile from where the data should be imported. Open file
"Survey_Questions.txt". The preselected encoding ANSI should be sufficient for our test file.
The file column "QuestionText" contains the descriptor names that shall be imported. In file
column "QuestionNumber" there is a unique number assigned to each descriptor that will be
used by other data tables to reference a certain descriptor. "Type" might give a hint for the
descriptor type (categorical, quantitative or text) and "DisplayOrder" may be used to

determine the sequence number of the descriptor.
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i I discignor data - O e

21 L .|u|:.-,.:|:|-1~:?‘-Tn:!

12 et s your gen .. | = MhaE | arae

i3 P dyrmang Trem Corersnis Fer

L} = T [T )
LR WWrot sretre e, | T Sl orops | Pe..
TR Hoew ruch mons :Pn-l 'r
a7 Do you kndw B, | Bool

a0 Wt do youund | | Test Faening msttode [
o8 T R—— [ |

Selecting the data ranges

In the selection list on the left side of the window all possible import steps for the data are
listed according to the type of data you want to import.
% [/] Descriptar
“.[[] Categorical state 1 =fa
-8 [/] Descriptor node

{73 ] Rec. stat. measure 1
et

&[] Rec. modifier 1 |
i [7] Rec.frequency 1 =

The step b5 Descriptor is already selected and cannot be de-selected, additionally we select
* pescriptor node, because we want to assign each imported descriptor to a descriptor tree
(see above). In the step table at the right side you find the import step iE Descriptor and

below the most important data groups of the import step. Click on D Descriptor ID and in the
center window the assignemt data for the descriptor id ("id") are displayed. Click on ?to make

this the decisive column, further click on '®' From file to select the column "QuestionNumber"
as data source. After that the column should look as shown below.

Column headers waznible - &5 Hude logging rolumes [
i (=] D T 3 fe
i [ Colegonical stadn T fufm = 5 = - ,
: Fae: |00 Sz on ' Projekce’ DiversihyDes orptiarebin Dabesg Unpod \Agnoullans Suresy' s Survey Cussions b £ Ml
i [] Cesotptornote 5 2 Merak
= =ncosing: | AHSI Satine |2 i Endme: |10 5] 8 g
(5[] oo mntmeamym | o E LI
E Firgt Ins panimicg colurr definton Lo gumgs /10 s - v
45 [| P modbe 1 [ofe qunge /Caurmy. B 1D Deactotur D
35 [ R Sy 1 e S |l e [ it rere
Y Gaguente ruvper
Gt Sdbcim
I Ean-daoy
" Dcardunicy
&J Tawrrg
B el

Ty

&l

I
o

®) From fie %"'- Pe:| | Pod | @ O Foral j;'

Remark: The ID Descriptor ID is a number that is generated automatically from the database
when a new descriptor is created. Anyway in the data file there is a field "QuestionNumber"
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that is linked to a certein descriptor and used in other tables to reference a certain

descriptor. The mapping from the "QuestionNumber" values to the internally generated D
Descriptor ID values will be stored in a separate import mapping table for the actual import
session. In the later import steps this mapping table will allow to find the correct descriptor

assigned to a certain "QuestionNumber".

Now the descriptor name must be selected, therefore click on Descriptor name. The
center window shows three data columns: "label", "abbreviation" and "detail". Click on @ From

file in the "label" line to select file column "QuestionText" (see below).

7 7 tzbel ® Fomfle WS P | |Foa:[ | 1 |4 O Foral
? '.? D abbreviation From file |x:"!_ P= Fomt i- *- Farall
? ? E] detai Froam File fﬂ,‘!‘ Fre Fost i +. For all .

Next click on 1—23~35equence number. In the center window select the data column
"display_order", click on @ From file and select file column "QuestionNumber". (see below).

|7 7 2 daplay_order @ Fromfie % & Pre. [ | Post:| | © | O Forak

As already mentioned before the file column "Type" contains information that can be used to
an

determine the descriptor type. Therefore click on @oSubclass, select the "subclass" line, click

on @ From file and select the file colurmn "Type". Now click on button %to open the

transformation window. As only transformation step select %to insert a translation table and
#Mto list the values contained in the file column. "Bool" shall be converted to "Categorical
descriptor”, "Integer" and "Real" will become "Quantitative descriptor" and the rest "Text

descriptor" (see below).

% Transformation for celumn subclass for column subclass — O =

Add a transformation: *- Jf RegEx &) T ¥ & X Prefic  Postfix
HE

Source Translation

Pt
Bool Categorical d... |~
Imteger Quantitative ... |~

Real

Source  Transformation

Integer | quarntitative

Real quantitative
texd
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The file rows that contain entries in column "Values" seem to specify categorical descriptors
but are simply inserted as text characters. We will correct those values when we import the
categorical states in a later step. The "subclass" data column now looks as shown below.

7 5 &4 subclass (@ From fike na Pre:[ |Post:[ | 2 ||l O Foral: Categoncal descripte B

The descriptor step at the right displays the most important data columns grouped in separate
steps. Anyway, there are several additional data columns available that can be accessed by

clicking on the 5 Descriptor step itself. Here we select data column "measurement_unit",
choose file column "Unit" (see below).

? [ statistical_measurement_sc B 5 ¥ 4 [ B
? [ usually_exclusive o ¥ )
' # ] state_collection_moded g L F 4 AndSea ’jij
7 b measurement_unit @ Fromfile | S Pre: __ Post _ 4 o () Foral: EX
' ¥ ] measurement_unit_preceds ‘*@ G E 8 _u;J
! 7 [ min_plausble_value e & E
# [ max_plausible_valus B &  ; E%
¢ [] wording_before AL E 4 E%
f L] wording_after U O g + 2
) r':l data_antry_note *ﬁ G _" .!.. E;J
! ¥ L] values_are_integer p L : oo
? ] sequence_type G- = o Nuireatide B
# L] symbol_length % ¢ - £
? [ enable_ambiguty_symbols AL it £
? (] g2p_symbol % G 5 4 B2

To do the assignment of the imported descriptors to the descriptor tree that was created in
the preparation step, select 1D Descriptor node ID from step ® Descriptor node and supply
it exactly the samy way as the D Descriptor ID. (Don't forget to click on ?to make it the

decision column.) Furthermore supply the 1—2:r35equence number in the same way as described
above.

Finally select import step “=Descriptor tree, select data column "descriptortree_id", choose

@ For all: and select entry "Main tree for Agricultural survey" from the drop down (see
below). With this adjustment every imported descriptor will automatically be assigned to that
descriptor tree.

¥ ] descriptortree._id ) From file '*4, <, 3 @ Foral: 1""‘"‘"‘!"‘ cLBural survey R i _-.L;

Remark: Although descriptortree_id is a numeric value in the database, the externally visible
descriptor tree name is expected here. Since this name is unambigious, the corresponding id
will be determined during import.

Testing ¥

To test if all requirements for the import are met use the ?JTesting step. You can use a
certain line in the file for your test and than click on the Test data in line: button. If there
are still unmet requirements, these will be listed in a window. In our example no error occured
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and the test for the first data line is shown below.

i] Inepaet descigptar data
Column headers wsible
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subchass: Ted

T -m Degorimiorneae (INsEE |
thiapkry pides: 1
dearrprime i 1540

— — degeriphor_ud: 25404

Szaimng

2 Wt your gan | T
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4 32 Wk Fameng #i Tam1
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Joyou knerw e, | Dol
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! |B soa rich mane .. | Real
T
B Whal doypaund | Teat

Mlarzrpin:

s | Feres

Corwandersd L

Errual e | Pe

Farrmy rsiltwche

Lesznplor

mepsureTenl_Unk

£F A=

&4 Hering
v Desoiotor
1D Descélor 1D
[&] Descratr name
T agients ruvoer
b Sibclzn
I Hanceoy
o [ocarduniey
-8 Trepior osn
|0 Cesscantor nade )
o Descaplod ves
15 Sy o b
B Teary
] imoort

You can see that in table "Descriptor" for data column "id" a new value 325050 is generated -
remember that from file column "ParamID" the value 1 was selected. The mapping of the
external value (1) to the internal value (325050) in table "Descriptor" will be stored in the
"ImportMapping" table of the actual import session. I.e. if in a subsequent import step for the
same session a "Descriptor.id=1" is specified in the import schema, it will automatically be
translated to the internal "Descriptor.id=325050". Anyway, usually you do not have to take
care about this automatic translation. This example shall only demonstrate the meaning of the

import sessions.

Remark: Since testing works with transaction rollback, the "id" values shown in the test
window are different from the values resulting from a real import.

As a second example data line 4 with "DataType=Integer" was selected to demonstrate that
the descriptor subtype is correctly set to "quantitative" (see below).
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Import %}

- O b4
:,",;: | legging columes 8]
A Fae
P
& Meming
i+ Desoiolor
1D Descenlr 1D
[&] Descradnr name
Y Gaguente ruvper
Gt Sdbcim
I Ean-daoy
" Dcardenicy
-8 Drerplor roca
ID Descaztor node
W Descaplod ves
8 Gapn e marher
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] oot

With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of

the current settings (see below).

Schedule for import of tab-separated text files into
DiversityDescriptions
Target within DiversityDescriptions: Descriptor

Schedule version: 1 Database version: 03.00.17

Lines: 2 - 10 First line cc_)n_tgins
column definition:

Language: US

Encoding: ANSI

Tables

- |Ke|Co|Pr |P
Descriptor (Descriptor) “ly |pyle |st
Merge handling: Insert
Column in table
id ?

label

display_order

subclass
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measurement_unit

DescriptorTreeNode (DescriptorTreeNode)

Parent: Descriptor

Merge handling: Insert

Ke|Co|Pr |Po

Fil
Column in table ? © ITransformations Value [Source Table
y |[pyle |[st [po
S.
id ? 0 File
display _order 0 File
descriptortree _id Main tree|Interface
for
Agricultur]
al survey
descriptor_id ParentTable

Lines that could not be imported will be marked with a red background while imported lines are

marked green.

If you want to save lines that produce errors during the import in a separate file, use the

"Save failed lines" option. The protocol of the import will contain all settings acording to the

used schema and an overview containing the number of inserted, updated, unchanged and
failed lines (see below).

Protocol

Rezponsible: Link
[Cate: Dienstag, 11. April 2017, 12:56:46
Sener training.diversityworkbench.de
Database: DiversityDescriptions_Workshop
Lines total 9
Lines imported:9

Next: Step 3 - Insert recommended values of descriptors
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Step 3 - Insert recommended values of
descriptors

Now we have imported the descriptors and assigned them to a descriptor tree. Since we have
several quantitative descriptors, we should at least assign one recommended statistical
measure to these descriptors. In this step we will additionally insert recommended modifier and
frequency vales. If your database does not yet include modifier and frequency values, you
might like to interrupt here and insert them according chapter Edit projects -
Modifier/Frequency tab of this manual.

Finally we want to set the "values_are_integer" flag for the descriptor, that is specified as
"Integer" in the file column "Type". We could have done this during the previous import step,
but here we can demonstrate the update existing data sets with the import wizard.

In the selection list on the left side of the window select ©/Rec. stat. measure 1, IE":JB'Rec.
modifier 1 and "'Rec. frequency 1 (see below).

5% ] Descriptor
.. [] Categorical state 1 fu
-8 [»v] Descriptor node
{7} [~] Rec. stat. measure 1 =
ik [] Rec. modffier 1 |=fa
Rec. frequency 1 =

In this step we attach the recommended values to all descriptor nodes, therefore we will not

change anything in the descriptor or descriptor node but will attach data. In import step
Attachment at the right side select @id (see below).

() Import as new data

CE )
7= Descriptor

® id

Select the import step aMerge from the list. For % Descriptor we select the @?‘Update

option because the "values_are_integer" column shall be updated. For * Descriptor node we

select the c/f“’Attach option because this tables shall not be changed. For all other steps L)

Insert should already be selected, because new entries have to be inserted (see below).

§i Descriptor inset () Merge (@) Update () Attach
- Descriptor node () Insest () Merge () Update (®) Attach

{7} Rec. stat measurs 1 @) Inset () Merge () Update () Atach by
9 Rec. modffier 1 @) lrset () Memge () Update () Aftach k.
@ Rec. frequency 1 @ Inset (O Merge (O Update (O Attach B

Deselect every column from import steps iE Descriptor and *® Descriptor node except "id".
Mark the "i d" columns as ¥ Key column for comparison during attachment. The "id" column of
import step b5 Descriptor now looks as shown below.

1% - Iu %‘ Pre | Post i jJ
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The "id" column of import step ™ Descriptor node now looks as shown below.

29 |ﬂ d I'il From file % [ Pra | = 0 I:"n For &l _"'ﬁj

Selecting the values

In the step table at the right side click on the import step Z)Rec. stat. measure 1 and in the
center window the assignemt data for the statistical measure ("measure_id") are displayed.

Click on ?to make this the decisive column, further click on "® For all: and select entry
"Central or typical value (human estimate)" from the drop down (see below).

|" if &1 measure_id O Fomfie ™S i (® Foral |Central ortypical vah ~ | [

Select values for #Rec. modifier 1 and “Rec. frequency 1 in the same way, the actually
selected modifier and frequency values do not matter for this tutorial (see below).

1 ¥ 4 modifier_id O Fromfie "G (®) Forad | almost «| @B
| " 3 la frequency_id .j:_. — ﬁ* - E @.‘. Fora! | often v _‘:'h.J

Remark: Although measure_id, modifier_id and frequency_id are numeric values in the
database, the externally visible names are expected here. Since this hames are unambigious,
the corresponding ids will be determined during import.

If you want to insert more than one recommended value of a type, click on button = of the
import step at the left side of the window. Select the new inserted step and supply the
"measure_id", "modifier_id" or "frequency_id" as described above.

Now we will enter the update of the "values_are_integer" data column. Select the import step
i Descriptor and select the "values_are_integer" line. Click on '@ From file and select the
file column "Type". Now click on button %to open the transformation window. As only

transformation step select ]ﬂ:to insert a translation table and Mto insert the values contained
in the file column. For "Integer" the data column value shall be set to "yes" as shown below.
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% Transformation for column values_are_integer for column ..

B

Source Translation
Boal

Imteger yES

Real

Teadt

M- XE T
| Test the transformation |

Source  Transformation

Add atransformation: *%- Jf Regbx &) T ¥ & > Prefic

. " . eE .
The "values_are_integer" column of import step ™ Descriptor now looks as show below.

BEESTT==Cr=TY ey

Testing ¥/

To test if all requirements for the import are met use the g-]Testing step. You can use a
certain line in the file for your test and than click on the Test data in line: button. If there
are still unmet requirements, these will be listed in a window. In our example no error occured

and the test for the fifth data line is shown below.

() Foral: '!ﬁlﬁ
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. The imported data lines are marked green (see below).
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Next: Step 4 - Import of categorical states for boolean data
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Step 4 - Import of categorical states for
boolean data

Now we want to import categorical states for the descriptors specified as "Bool" in the
table. In the selection list on the left side of the window deselect *® Descriptor node,
Rec. stat. measure 1, ¥ Rec. modifier 1 and “¥Rec. frequency 1. Select = Categorical

state 1, click on the = button to insert a second categorical state and select it, too (see
below).

G Descriptor
®:.. [] Categorical state 1
% [] Categorical state 2 | s
- [ | Descriptor node
{7 [] Rec. stat. measure 1 | <
i [ ] Rec. modffier 1 | <ffa
i [] Rec.frequency 1 |sf

In this step we attach two categorical states named "Yes" and "No" at those descriptors that
are marked as "Bool" in file column "Type". The state values are not present in the
"Survey_Questions.txt" file, but in the "Survey_answers.txt" files we can see the values. In

import step £” Attach at the right side we select @id (see below). It indicates that we do
not want to insert new descriptors but attach data to an existing descriptor.

() Import as new data

CE )
7z Descriptor

® id

Select the import step aMerge from the list. For % Descriptor we select the :.*‘ﬁ;’-'Attach

option because this table shall not be changed, for r:EEECategoricaI state 1 we select %)
Insert, because a new entry shall be inserted (see below).

% Descriptor fnset () Merge () Updste (®) fAttach
.. Categorical sate 1 ®) inset (O Merge (O Update (O Mtach L
‘.. Calegorical state 2 ® lnset () Merge () Updaie () Miach b

Deselect every column from import step 5 Descriptor except "id". Mark the "id" column as ¥
Key column for comparison during attachment (see below).

R %‘ Fre | Post 0 jJ

Inserting the categorical states

In the import step cissCategoricaI state 1 click on D Categorical state ID and in the center
window the assignemt data for the categorical state id ("id") are displayed. Click on 7 to make
this the decisive column, further click on " From file to select the column "Type" as data
source. Now click on button %to define a transformation. In the tranformation window click
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on Tto select a filter, then select @'Import fixed value and enter the value Yes. Now click

on the ibutton choose column "Type" from the file and enter compare value Bool (see
below).

% Transformation for column id — O *

Add atransformation: *%- Jf RegEx &) T I & X Prefic  Postfix
T 1

() Import contert of column in file
(®) Import fixed value: |‘r‘es| |

Ise fieed value only |E|
if content in column | i ||= w |Eou| |m

Test the transfomation |

This filter has the following effect: If file column "Type" contains value "Bool", the value Yes
is provided for import, otherwise the file row will be ignored. The column now looks as shown
below.

Remark: The ID Categorical state ID is a number that is generated automatically from the

database when a new categorical state is created. At first sight it seems confusing that we
select a string for this numeric key. The point is that in the file with the description data the
corresponding catogorical state is idenified by exactly this categorical state name. Since we

select this categorical state name for the ID Categorical state ID, the mapping between
these two values will be stored in a separate import mapping table for the actual import
session. In the later import steps this mapping table will allow to find the correct categorical
state.

(=T ® Fomfie S P [ Post- [ | 2 | O Foral 2

In the import step r:ECategoricaI state 1 click on Categorical state name and in the
center window the assignemt data for the categorical state name ("label"), its abbreviation
and detailled description ("abbreviation" and "details") are displayed. Select "label" and click

on @ For all: and enter the value Yes. The column now looks as shown below.

7 T tabel O Fomfle MeG- e fon | | 0 M @ Foral: [Yes | @
? ? [j abbreviation From file I%_J:-.{;: Fre Foat i|+l Forall @
? ? ] detail From file :%.:"\'_ Pre Posl i |+i Farall @
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Finally we supply the 1—2>35equence number. Select @ For all: with 1 (see below).

|? [ display_onder O Fomtle G- Pre- | | Pom | [0 | ® Forall |1 | @

In the import step cECategoricaI state 2 click on D' Categorical state ID and in the center
window the assignemt data for the categorical state id ("id") are displayed. Click on II-’to make
this the decisive column, further click on @ From file to select the column "Type" as data
source. Now click on button %to define a transformation. In the tranformation window click
on Tto select a filter, then select ®Import fixed value and enter the value No. Now click

on the ibutton choose column "Type" from the file and enter compare value Bool (see
below).

® Transformatien for column id - O x

Add atransformation: *%- Jf Regbx &) T ¥ & X Prefic  Postfix
e

() Import content of column in file
(®) Import ficed value: |Nu |

|se fieed value onby

if content in column |i"= leauI |m

Test the transfomation |

This filter has the following effect: If file column "DataType" contains value "Bool", the value
No is provided for import, otherwise the file row will be ignored. The column now looks as
shown below.

[ E=E @ Fromfie MG Pre [ |Post: [ | 2 | O Forall 2

In the import step cECategoricaI state 1 click on Categorical state name and in the
center window the assignemt data for the categorical state name ("label"), its abbreviation
and detailled description ("abbreviation" and "details") are displayed. Select "label" and click

on @ For all: and enter the value Yes. The column now looks as shown below.
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7 T label
7 ¢ [ abbreviation
700 detai

Finally we supply the 1—2>35equence number

B B B

. Select @ For all: with "2" (see below).

|2 7 2 dispay_order

Testing ¥/

O Fromfle B G- F

E 3

@ Foral: 2 |

To test if all requirements for the import are met use the ?JTesting step. First the test for
data line 2 is shown below, which is an example for a non "Bool" descriptor.
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No data shall be inserted. Below the test result for data line 8, a "Bool" descriptor, is shown.
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Import %}

With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. The imported data lines are marked green, the ignored data lines grey
(see below).
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Next: Step 5 - Import of categorical states and update of descriptor
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Step 5 - Import of categorical states and

update of descriptor data

Now we want to import the categorical states that are specified in file column "Values" and
set the subclass for those descriptors from "text" to "categorical". In the selection list on the

left side of the window Descriptor, cEszCategoricaI state 1 and ‘= Categorical state 2
are still selected and ™ Descriptor node 1 is deselected (see below). Furthermore the

descriptor id is selected for attachment.

%% [] Descriptor
®.. [] Categorical state 1 <
®:. [] Categorical state 2 | ==
- || Descriptor node
{[] Rec. stat. measure 1 =
4[] Rec. modffier 1 |<fa
{s ] Rec.frequency 1 =fu

Since we want to change the descriptor data, we have to change the import step aMerge
.
{i?Update option (see below).

from the list. For T Descriptor we select the

e Deacriptor nsat ) Mamge
":5 Catagorical state 1 ® Inset () Merge
“s= Calegorica state 2 @ hear () Merge

el

(@) Update () Attach
) Update () Btach
() Update () Atach

s
L

oy
In the import step % Descriptor click on 2oSubclass, select file column "Values" and click on

button %to open the transformations. By clicking the #button the transformations of
previous steps are removed. In the tranformation window click on Tto select a filter, then

select @' Import a fixed value and enter the value categorical. Now click on the ibutton
choose column "Values" from the file and select <not equal> blank (see below).
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% Transformation for column subclass for column subclass — O x
Add atransformation: *%- Jf Regbx &) T ¥ & X Prefic  Postfix
T 1

() Import content of column in file
(®) Import fied value: |categurica| |

Ise fiwed value only

if content in column |3 ||== Vl |m

Test the transfomation |

This filter will provide the value "categorical" for database column "subclass" if file column
"Values" is not empty. If "Value" is empty, no value is provided and the "subclass" stays
unchanged. The column now looks as shown below.

7 1 4 subclass @ Fomfie B S Pe-[ |Post- [ | 2 |4 O Foral: Categorical descipte &

Inserting the categorical states

A closer look on the "Values" file column shows that the states are provided as a list of values
separated by the pipe symbol and blanks (" | "). To get the single state values, we have to

split off a value at the string " | ". This value will then be used for the |D Categorical state
ID and the Categorical state name.

In the import step t"ECategorical state 1 click on ID Categorical state ID and in the center
window the assignemt data for the categorical state id ("id") are displayed. Click on ?to make
this the decisive column, further click on @ From file to select the column "Values" as data

source. Now click on button %to define a transformation.

In the tranformation window click on the 'srcut transformation, enter Position: 1, click on +
to enter splitter character | (blank, pipe, blank). By clicking on button [Test the
tranformation] you can check the transformation results (see below).
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% Transformation for column id fer column id for column id — O x
Add a transformation: = :l:[ Regbx (3 T 3 i 75 Prefix Postfi
u-ut_ -I

Posttion: Seq.:
1 S
Splitter:

1

-

Test the transformation

Transformation
Annual crops

Conventional farming

rtilizers and chemicals | Other reasons | Farming methods using less synthetic fertilizers and pesticides
Male

£ >

The column now looks as shown below.

? ¢ [ id @) From file @L— Pre Post.: B

Remark: The ID Categorical state ID is a number that is generated automatically from the
database when a new categorical state is created. At first sight it seems confusing that we

select a string - the catigorical state name - for this numeric key. The point is that in the file

with the description data the corresponding catogorical state is idenified by exactly this

categorical state name. Since we select this categorical state name for the ID Categorical
state ID, the mapping between these two values will be stored in a separate import mapping
table for the actual import session. In the later import steps this mapping table will allow to

find the correct categorical state.

Now supply exactly the same filter settings for Categorical state name but do not mark it

as decisive column (see below).

! P [A 1abel {®) From file n S Pre.: | | Post. 3 e () Forall; j-'
7 ¢ [] abbreviation p L * + 4
T[] detail B & = 4 B
Finally we supply the 1—2>35equence number. Select @ For all: with 1 (see below).
.H lj-l display_onder : From file “‘* Ly 'i‘x' For all: i'l __I’fl"l

And now there is some "fun":

The longest entry in column "Values" contains four entries separated by pipes and blanks.
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Therefore click two more times on the #button of step cEssCategoricaI state 1 on the left
side and select the new steps cissCategoricaI state 3 and ‘= Categorical state 4. For each
of the remaining steps supply the columns in the same way as for cEssCategoricaI state 1, but

increase the Position: value in the “:Fcut transformations and the For all: value in =

Sequence number.

Testing ¥/

123

To test if all requirements for the import are met use the =fUTesting step. The test for data
line 9, where all eleven descriptor states are present, is shown below.

ii Iepet discigptor daka
Column headers hidden
% B T
i [ Calegoical siade 1 (o
“i [ Labegonical stale 2
f; s b= Colmgonical eisis
i ] Cotmgoncel pisin 4 |
 [] Timazgstes roinbu
0 oo mnmzasse T o
i 7] Rao.madfier 7 |=fu)
LI Pies Smaeny |

Import %}

= O b

ﬁ]' figm legging columes 2

TR L™ Por

méirlann ‘wel e el
-~ % Cavepoical eatm INGERT]

W 15440

descriphor_id: ThE
Lioed: “Fome] incihads weng kead senbhet o oiaes ol sedicades’
thiapley nidka: 1
=+ = Catmgonce eain JHSERT]
— — W 1T
deaoriptor_id: Thaz2
Loz P methods wang bisbogecal pest control”
kapkiry_owder. I
=+ .. Catmgoacel Wain JHSERT)
- i 15443
deecrpnar_i; TRAE2
koed: Faming methads sing onganio Jerizen-and chemicaly’
diaodsy _onder. 3
% o b SNSERT]
o 1545
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e O oy

¥ Teetr; 5
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&
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I Ly T v Desoinier
5 Desoipter|LFOATE] e

L& Mescrninr name
1 fmguence ruoer
b Sabclan
I Bandaory
w Deoendablizy
“2, Cetngncel deln
1D Capapoical siabe 01
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1T Sgmanes nurke
= Calequica siadi 2
I} Comgorcsl dain T
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1] Soqedee b
5 Lbegorical sise )
WY Caupricd sl T
[E Coagoics dsisnsms
EJ Saquence nunber
“e: Catmgonicel eiste
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[ — dwvpkrd O I
™ Useatias Tese r
2 Whem da you bim? | Tet B
el e Hais | Foman
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. There were 4 lines that contained descriptors (see below).

Protocol

Reszponsible: Link

Date: Dienstag, 11. April 2017, 16:41:51
Senar training . diversityworkbench.de
Database DiversityDescriptions_Workshop
Lines total:3
Limes imported: 4
Lines with no diference:5
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Next: Step 6 - Import of descriptions
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Step 6 - Import of descriptions

Choose Data -> Import ->%] Wizard -> EEImport descriptions ... from the menu. A
window as shown below will open to select an import session. Select session for project

"MycoPhylogenyNet".

%4 import session . O x
i1
® Select import session ) Create new import session
Session description
Diatas impoet for Agrcutural sunvey.
Agrcuttural sunvay 2017 12:28 This mport o = irsed o v srate the import
wizard in DiverstyDescrptions. .

After clicking [OK] the following window opens that will lead you through the import of the

description data.
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“Imp-mdlsa#mm

Column headers wasible

25 [ Trermbon
[ coleporical dta T o]
B0 wearmeter cta 1 (4]
T[] Tt doncntor 1
8 ] Wbz eormn |
F3 [ Do st 1 [
18] Diearptian sozce 1 o]

= O b

ﬁkhdlhquingmlum H.

& 5 e
fe: | T | & M

Encosng: [ <] sotme: B8] ename 2 Egm

: f D
E Foret b carimine coborr defriten: Lorguegs /Loy l;uls 1-. Emm i i
| T -~ =
A Proec
Tolo: Please select a file from where the data 8 ey

should be imported (format: text, tab- ] haarl
saparated)

Choosing the File

Choose step LZFile an open file "Survey_Answers.txt". The chosen encoding ANSI of the file
should be sufficiend. The file column "ClientNumber" contains the description names that shall
be imported. Since there are no other description specific data, the same column will be used
for the as unique ID to identify each description.
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i I discigtion data
Column headers wasible

% o] Thwewrrgsbon T

= O b

&5 Hude logging rolumes [
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7 [0 5 | s

4 100 7 e

g 100 1 | Farrng meshods
100 3 m

1 [ 1 | Auate

2l [ Forrein

1= 1M

Ovgan: fammng

Selecting the data ranges

In the selection list on the left side of the window all possible import steps for the data are
listed according to the type of data you want to import.

&% [»/] Description
 [] Categorical data 1 |
¥ [ Quantitative data 1 |=fa
Tx [] Text descriptor 1 | =f
%] Molecular sequence 1 |
%% [] Descriptor status 1 | <
.E:E. [] Description scope 1 =

Since each description name rsp. ID occurs in several lines of the file, subsequent tries to
import the same description would cause errors, if the standard merge handllng JL“1~Insert was
used. We have to change the import step EﬂMerge from the list. For #**Description we

select the ﬁ‘Merge option (see below).

o
ox=

Description

() knset (@) Merge () Update () Aftach

Ay

The step §E—£Description is already selected and cannot be de-selected (see above). In the
step table at the right side you find the import step == Descriptor and below the data groups
of the import step. Click on ID Description ID and in the center window the assignemt data

2

for the description id ("id") are displayed. Click on &to make this the decisive column and on
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¥ to allow the merge comparison, further click on @ From file to select the column
"ClientNumber" as data source. After that the column should look as shown below.

(®) From file % &~ Pre:| | Post | 0 O Forsl _lal?

|'?;f|E-1

Now the description name must be selected, therefore click on Description name. The

center window shows two data columns: "label" and "detail". Click on @ From file in the
"label" line to select file column "ClientNumber". After that the columns should look as shown
below.

T 7 B label ® Fomfie g 9 Pre |
1 -»I' [_J detail : ‘# Gy

Post: | | 0 4 O Foral B
- E + E,

Finally select import step I%Project, select data column "project_id", choose @ For all: and
select entry "Agricultural survey" from the drop down (see below). With this adjustment every
imported description will automatically be assigned to that project.

7 7 B4 project_id ) Fomfie =g & & @ Foral |Agicuturaisuvey | [

Remark: Although project_id is a numeric value in the database, the externally visible project
name is expected here. Since this name is unambigious, the corresponding id will be
determined during import.

Testing %

To test if all requirements for the import are met use the =f’—]Testing step. The test for the
first data line is shown below.

Chesptaon

Chasexysiaan

Isbi

QR b e

4 100 3 Comeerzons s

5 100 4 s

R 5 HArnuad oo

7 oo | 5non

2 |10 7 | fes

0 |13 3 | Fameing methodds .

n1a0 3 {

1 1 st

12 1 -rn-r: W

i] It Sescrgtiod Gals — O =
Column headers asible %" | legging relumes 1H]
= Ty §1 7 5 e

EE :":‘_::"“":' ': Uneck for ey presers dela || Swer g dets mimd el 5 Mlazuui

[ Lharfagve aala 1 =)

e R | el

T e

B [ Dasiapios sdidoea * |uffn V- 108 [ Mwarober e
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Import %}

With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. There were three different descriptions (see below).

Protocol
Responsible Link
Date: Dienstag, 11. April 2017, 17:07:08
Semver training.diversityworkbench.de
Database: DiversityDescriptions_Workshop
Lines total: 27
Lines imported: 3
Lines with no difference: 24

Next: Step 7 - Import of description data
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Step 7 - Import of description data

In this step we attach categorical, quantitative and text data to the descriptions. In import

step c"’fﬁ;Attach at the right side we select @id (see below). It indicates that we do not want
to attach data to an existing description.

() Import as new data

2= Description

® id

Select the import step aMerging from the list. For §E§Description we select the cff»‘;"'Attach
option because this table shall not be changed (see below).

% Descrpton neet () Mege () Update (@) Attach
Deselect every column from import step Eéi:f-'-"Description except "id". The "id" column was

already marked as ¥ Key column for comparison in the previous step. Now the column looks
as shown below.

‘t-' ,P s} % s Fre Post | | n '_‘lin.—'

Inserting text descriptor data

We will now include the text, quantitative, categorical and status data step by step. First we

will attach the text descriptor data. Select the T=Text descriptor 1 step at the left (see
below).

%= [] Description
€ [] Categorical data 1 |
¥ [] Quantitative data 1 |=fja
Tx [] Text descriptor 1 | =
| [] Molecular sequence 1 | o
%% [[] Descriptor status 1 | <
5 [ Description scope 1 | =

At the right side you find the import step TxText descriptor 1 and below the data groups of
the import step. Click on % Descriptor ID and in the center window the assighemt data for

the referenced descriptor's id ("descriptor_id") are displayed. Click on '® From file to select
the file column "QuestionNumber" as data source. After that the column should look as shown
below.

¢ ] desciptor_id @ Fomfle %G & Pre.| | Post 1 O Foral: Where do you fve7
Now the description text must be selected, therefore click on ElText. The center window
Ly
shows two data columns: "content" and "notes". In line "content" click on :to make it the
decisive column, further on ® From file to select file column "Answer". In line "notes" click on
2 From file to select file column "Notes". After that the columns should look as shown below.

Page 334



7 B4 cortent ® Fromfie @G- Pro-[ [Post: [ | 2 [[de] O Foral £
7 94 notes ® Fromfie RO Pre:| |Post: [ | 3 [ O Foral B
Testing the text descriptor data import
To test if all requirements for the import are met use the ?JTesting step. The test for the
first data line is shown below.
&i I discigtion data - O e
Column headers '\f_slb_le_ &5 Hude logging rolumes [H)
25 [ Trwmston ¥ Tewtimg & e
ﬁgmm] '!;- Uneck hor abeasty preser dsla | e g dota i e @ 45 Ml wni
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An additional test is done for the next data line. This line contains no text data but a
categorical state. You can see below that this line will not be imported as text descriptor

data, because the descriptor (given by = Descriptor ID) is automatically checked for the

correct type.
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Inserting quantitative summary data

We will now include the quantitative summary data. Select the Z Quantitative data 1 step
(see below).

&%z [»] Description
£ [] Categorical data 1 <=
¥ Quantitative data 1 ==
Tx [] Text descriptor 1 | <f
%! [] Molecular sequence 1 |
% [] Descriptor status 1 | <fa

"_fr_" [] Description scope 1 |=fu

At the right side you find the import step - Quantitative data 1 and below the data groups

of the import step. Click on = Descriptor ID and select the file column "QuestionNumber" as
data source.

Now the value must be selected, therefore click on Elvalue. The center window shows two
data columns: "value" and "notes". In line "value" click on ?to make it the decisive column,

further on @ From file to select file column "Answer". In line "notes" click on @ From file to
select file column "Notes". After that the columns should look as shown below.

? ._f I?I value -il From fie % L8 2 r_‘:_, For 3 :_:g
! 4 notes @ Fomfie g & Pe:| |Post-|[ | 3 || O Forak 2
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For quantitavie measures you must specify which statistical measure is given by the value.

We assume all imported values are mean values, therefore click on the import step
Statistical measure and in the center window the assignemt data for the statistical measure

("measure_id") are displayed. Click on @ For all: and select entry "Central or typical value

(human estimate)" from the drop down (see below).

|7 7 &4 measure i O Fomfie g G- o Post

Testing the quantitative summary data import

® Foral: |Central ortypicai vah | [

To test if all requirements for the import are met use the ’.ﬂTesting step. The test for data

line 25 with integer data is shown below.

R Impon descienion daa - O bt
Column hesders wisible [ ) Hude logging rolumes [
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The test for data line 25, which contains real number fails (see below).
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1] Testing

Chieck for alveady presert data | || Save missing data as tesd file (@

=1 P Quantitative SummaryData_1: A

[Testdmaiine:] 25 2| # ot vatse: The vekie 999,99 & no rumesic value G
oL id: 15468

= % Quaritative data lemor during import simuisfion]
measure_jd: 10
description_id: 15468
descriptor_jd: 15418
valse: 599 59
—-Tx Test descripior na data found]
descrigtion_id: 15468
descriptor_id: &
cortent: "5599,99

A closer look on the data in column "Answer" shows that the decimal separator is a comma,
because the table has been generated by a progam using the German localization. The
database expects a decimal point as separator. To interpret the localized file values correctly,

select the step L ZFile and choose Language / Country: = de (see below).

File- |D\Subversion'Projelkts"DiverstyDescrptions bin'\ Debugimport \Agricubure Survey'\Survey_Snswers bd | 3
Encoding: | SRSl v | Statline: 2 54 Endiine: 28 =
k] First fine cordains column definiion Language / Courtry: ™8 de -
Schema: | X QL

With this settings the test now works fine (see below).
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Inserting categorical summary data
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Now we will include the categorical summary data. Select the C Categorical data 1 step at

the left (see below).

#% [4] Description
% [-] Categorical data 1
¥ [] Quantitative data 1
Tx [] Text descriptor 1
%1 ] Molecular sequence 1
%% [] Descriptor status 1 IEI
@D Description scope 1 IEI

At the right side you find the import step c Categorical data 1 and below the data groups of
the import step. Click on cizsCategorical state ID. The center window shows the data column

"state_id". Click on ?to make it the decisive column, further on @ From file to select file
column "Answer". If you perform a quick import test you will see that this setting works
perfectly for data file lines 3, 4 and 6, but fails for line 8 (see below).
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3 ] Testing

- Categoncal data Jemor duning import simulation]
description_jd: 15468
date d: Yes
0¥ Quanttative data [no data found]
measure_|d; Lentral ar typical valus (human estimate)
description_id: 154658
descriptor_jd: 7
value: Yes
- Tx Teud descoptor [no data fourd]
description_id; 15465
descriptor_id: 7

cortart. Yes

The reason is that we used the state name as external key for the categorical state. For the
descriptors 6 and 8, which both represent boolean values, the states names are ambigious
("Yes" and "No" for both descriptors), therefore the import wizard does not know which

descriptor shall be used. To overcome this ambiguity the r:EEECategoricaI state ID step allows
the additional specification of the descriptor id. Select import step cizsCategoricaI state ID.

In the center click on the +button at the end of line "state_id". Select file column
"QuestionNumber", which contains the reference to the descriptor and enter the separator
character | (pipe symbol) in field Pre.: of the new line. After that the column should look as
shown below.

Check for aliready present data < || Save missing data as texd file 56
. 3 Categoncal SummanData_1: -
8 - Ambigious state key! 2 state entnes found for Yes'. speciy descnptor for mmpot | w
=25 Descrption
d- 15466

? .H ] stat= id {®) From file % G- P | | Pos 2 + B

MG Pre:|| |Post: | | 1 |jmm

If you repeat the quick import test for line 8, it will now work.

Now click on EEINotes. The center window shows the data column "notes". Click on © From
file to select file column "Notes". After that the columns should look as shown below.

? P notes @ Fromfie Me/G Pre:| |Pos: | | 3 |[du| O Foral £}

Testing the categorical summary data import

To test if all requirements for the import are met use the =f’—]Testing step. The test for data
line 15 with categorical data and notes is shown below.
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Inserting the descriptor status dataata

There is an empty lines in the file. For this line we want to set the descriptor status "Data

unavailable" to indicate that the descriptor should be present in the description. Select the =
Descriptor status 1 step at the left (see below).

E Description
C Categorical data 1 |=fu
¥ Quantitative data 1 |=fa
Tx [] Text descriptor 1 | <f
%! [] Molecular sequence 1 |
g Descriptor status 1 | =fa
'E:EI [] Description scope 1 |=fa

At the right side you find the import step i Descriptor status 1 and below the data groups
of the import step. Click on = Descriptor ID and select the file column "QuestionNumber" as
data source. Furthermore click on ElNotes and select the file column "Notes".

Now click on f Data status. The center window shows the data column "statusdata_id".
Click on ?to make it the decisive column, further on @ From file to select file column
"Answer". Now click on button %to define a transformation. In the tranformation window click

on :m:to select translation. In the translation window click the #button to list the values
contained in the file column. For the empty entry in the first line select the translation value
"Data unavailable" (see below). All data entries will therefore be mapped to "empty", i.e. no
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data status will be set. Only if the data file line ist empty, the selected data status will be
inserted.

% Transformation for column datastatus_id — O *
Add atransformation: *%- Jf RegEx &) T I & X Prefic  Postfix
EHEl

Source Translation

Data unavail...

10

2

5

5000

999,99

Mt =X H S |
| Test the transformation |

Transformation

Testing the descriptor status data import

To test if all requirements for the import are met use the ’ﬂTesting step. The test for data
line 16 is shown below.
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Import %}

With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. There were 26 lines imported and one failed line (see below).

Protocol
Responsible: Link
Date: Mittwoch, 12. April 2017, 15:19:31
Server training.diversityworkbench.de
Database DiversityDescriptions Workshop
: LII'I._ES t_ﬂﬂgalt 27
Lines imparted 26
Lineg failed: 1
Line Table Error
24
Categorical data : . ‘i : ,
=C icalS Data_1) Column state_id: The value * is no number Incorrect syntax near J.

The erroneous lines may be stored into separate text files for a detailled analysis and a
separate import after error corrections. In out example the error is caused by the undefined
value "Cereals" in the "Answer" column of file line 24.

Next: Epilogue
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Epilogue

When you close the import wizard and start a query for descriptions of project "Agricultural
survey" you will find the three datasets and the imported descriptor data (see image below).
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Edit descriptions -

Finnally two more aspects of the imports wizard shall be discussed from a retrospective view.
The first one concerns the mapping of external and internal keys and the role of the import
session. The second one takes a closer look on the role of the "ID" columns during import.

Mapping of external and internal keys

When opening the import wizard you have to select rsp. create an import session. Imports into
Diversity Descriptions usually require at least two import operations, e.g. for descriptors and
descriptions. The description data reference descriptors or categorical states. Within the
database those relations are built based on numeric values that are provided by the database
during creation of the corresponding objects. In the external data files the relations are
usually built by numbers coordinated by the user ("QuestionNumber") or by the entity names.

The import session stores the external and internal key values in separate database tables
and therefore builds a bracket around the different import operations. Each import session is
assigned to one local project, but for each project several import sessions may be created.
The mapping data may be viewed by opening the menu item Data -> 'P_]Import ->%] wizard

-> ?&'!Organize sessions ..., selecting the session and clicking the button :ssaMapping (see
image below).
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Selecting import columns for the "ID" fields

As an addition to the tutorial steps a closer look on the role of the "ID" fields shall be taken. In

principle the most important IDs during import concern the D Descriptor ID and the ID
Categorical state ID during descriptor import. To decide which file column shall be used for
that values during import, it is important to know how these elements are referenced in the
other files.

A B | c D
IICIiEhtNumber Que&tiDnNumber!ﬁ.nﬁwer Motes
2 100 1 Germany
2 100 2 Male
4 100 3 Conventional farming
5 100 4 5

For the descriptor import, you should take a look at the description data table (see above),
which is part of the tutorial example. The descriptor is referenced by column "QestionNumber",
which matches homonymous column of the descriptor data table (see below). Therefore the
natural approach is to use this column as input for the 1D Descriptor ID during the descriptor
import. Since in most practical cases the descriptors will have a numbering column, which is
used in the referencing table. Surely more variety exists in the way the categorical states are
listed in the descriptor data file and the way they are referenced by the description data file.
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1 |QuestionMumber [QuestionText Type Values Uit

2 I.-W‘.".Pfﬁ do you live? Tenut

3 2 What is your gender? Teut Male | Female

a4 1 which farming method do you use? Text conventional farming | Conventional farmi
5 4 How many years of farming experience do you have? Integer yEar

In the tutorial the first complication is that the possible states are all concatenated,
separated by a semicolon, into a single column of the descriptor data file. This causes some
effort in the transformation, because the states have to be splitted into the single values.

The question is, what is the D Categorical state ID? The answer can be found in the upper
table, because the state name is explicitely mentioned in the description data file as

reference. I.e. for the descriptor import the state name must be used for the ID Categorical
state ID, too.

In Diversity Descriptions the categorical state names must be unique in relation to their
descriptor. But different descriptors may have states with the same names. In our example
this situation occures with the two boolean descriptors (states "Yes" and "No") and the state
value "Others", wich is used by two descriptors. Therefore it is generally recommended to
specify the descriptor for the import of categorical summary data as demonstrated in the
tutorial.
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Import wizard - tutorial for advanced
functions

The second part of the import wizard tutorial is dedicated to some advanced functions of the
import wizard. When data are imported from the file formats DELTA or SDD, no import mapping
information is stored, because all logical references are completely satisfied within the data
files. The starting point of this tutorial, which was taken from a real life example, is a
database imported from a DELTA file. For the datasets a lot of pictures are available on a web
server. A web application reads the data from the original database (where the DELTA file was
generated) and gets the information about available pictures from a second database to
display both in a browser. From the original databases several tables were extracted and now
the pictures shall be appended to the imported data.

Overview of the data tables and necessary import steps

Step 1 - Preparations: Data import from DELTA file and new import session

Step 2 - Import of categorical state mapping

Step 3 - Import of descriptor mapping

Step 4 - Import of description mapping

Step 5 - Import of resouces for descriptors

Step 6 - Import of resouces for categorical states

Step 7 - Import of resouces for descriptions

Step 8 - Import of resouce variant
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Overview of the data tables and necessary
import steps

From the original database several tables have been extracted that contain the descriptor
names, categorical state names and description names, together with their internal IDs in the
foreign database. Additionally there is a table that assigns picture IDs to the IDs of
descriptors, categorical states and descriptions. The last table connects the picture IDs to file
names. In DiversityDescriptions resources are represented by the tablese "Resource", which
holds some general information and is linked to descriptors, categorical states or descriptions.
Table "Resource variant" holds the URL of the resources and each table row is assigned to one
entry in table "Resource".

Find below a part of the table "Deemy_RSC.txt", which corresponds quite well to the table
"Resource" in DiversityDescriptions. It references either to a description ("ItemID"), a
descriptor ("CharID") or a categorical state ("StateID").

A B C D
1 ltemiD CharlD Statelll Resource
2 2 1115
3 22511
a 22572

717 3 911

718 13 310

719 15 "'54

The value in column "Resource" corresponds to column "PID" of the table "Deemy_IMG.txt"
(see below), where the picture file name is specified. Since all pictures are accessible over a
URL containing that file name, this table can be used for import to data table "Resource
variant" in DiversityDescriptions.

il B C
PID IsPreview FileName
FALSCH D-0001.gif
FALSCH P-0010.jpg
FALSCH D-0003.gif
FALSCH P-0009.jpg
FALSCH D-0002.gif

1
2
3
4
5
6
7 FALSCH P-0008.jpg

= B T R O

To import the picture data, first the data in table "Deemy_RSC.txt" must be appended to the
existing descriptors, categorical states and descriptions. Then the data from table
"Deemy_IMG.txt" must be appended to the resource entries. Since the basic data are imported
from a DELTA file, no mapping information have been stored, which are needed to append the
resource data. Therefore at first the mapping information must be imported from three
additional tables.

Mapping data

To allow appending of resource data to the existing database objects, we first must create
the mapping information of the external IDs of the foreign database to the actual IDs in
DiversityDescriptions. Find below the table "Deemy_Char.txt", which contains the descriptor
name ("CharName"), the internal "CharID" and an external "CID".
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CiD

1
2
3
4
S5
b
7
8
S

10

B
ChariName
1 literature references
2 morphology mycorrhizal system length
3 morphology mycorrhizal system ramification presence-type
4 morphology mycorrhizal system surface {if tubercle-like]
5 morphology mycorrhizal system colour {if tubercie-like]

6 morphology mycorrhizal system tips {per 10 mm} number
7 morphology mycorrhizal system ramification index

8 morphology mycorrhizal system ramification orders

9 morphology mycorrhizal sysiem abundance

AD
CharlD
1
2
3
1363677049
1060958539
4
1185016038
5
o]

For the picture import each descriptor must be mapped to its "CharID", which can be done by
a special mapping import available in the Import session form. When we now take a look at
the "Deemy_CS.txt" (see below), which contains the categorical state data, we discover a
problem: The categorical states contain the required "StateID", but they are connected to
their descriptors by the value "CID", not "CharID".

A
1 (CID
2

12

13

14

15

16

17

18

19

B C
C5 CharStateMame
1TE (internal)
31 absent
372 monopodial-pinnate
373 monopodial-pyramidal
32 dichotomous
3’5 irregularly pinnate, dichotomous-like
3’6 coralloid
37 tubercle-like
3’8 braid-like

3101

225
226
227
228
229
230
231
232

This problem can be solved by importing the descriptor mapping twice: First the descriptor
mapping is imported by using the "CID" and the categorical states are appended to the

descriptors. Then the descriptor mapping is cleared and imported again, this time using the
final value from column "CharID".

The last table is "Deemy_Item.txt", which contains the mapping information for the

descriptions. Here the data column "ItemID" must be mapped to the descriptions (see below).

A
1o

WD~ @ s W M

[
=

B H
ltemMame ItemID

1 Abierhiza fascicularis + Abies

2 Abierhiza tomentosa + Abies

3 Albatrellus ovinus [Schaeff.: Fr.) Kotl. & Pouz. + Pi
4 Alnirhiza atroverrucosa + Alnus

5 Alnirhiza cana + Alnus

6 Alnirhiza cremicolor + Alnus

7 Alnirhiza cystidiobrunnea + Alnus

8 Alnirhiza lilacina + Alnus

9 Alnirhiza suffusa + Alnus

L= e R R = O
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Next: Step 1 - Preparations: Data import from DELTA file and new import session
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Step 1 - Preparations: Data import from DELTA
file and new import session

Choose Data -> 'F_]Import -> ‘Import DELTA ... (see Import DELTA file) from the menu
and import the DELTA file to project "Deemy" (see below). If the original database contains
special characters, e.g. the German letters "&", "6" or "", it is recommended to specify the
export character set "Unicode" or "UTF" if the application allows that. If the character set
"ANSI" or "ASCII" was used, you may try the corresponding encoding setting to get a
satifactory import result. The option "Accept comma as decimal separator" was checked,
because the export has been done on a German computer system, where a value like "3.14" is
exported as "3,14".

|| Aooepi comma = decmal ssparsor
] Crmate dofa i dascdpinr mes

L] mpod fo datanan: Diversfiyilescripliona® 09 Vot TpOE EICCEE

Close the window above and choose Data -> Import ->%] wizard -> ﬁOrganize session
... from the menu. A window as shown below will open, click the CINew button to create a
new import session. Select project "Deemy" and enter a session description. Finally click
button ESave to store the data (see below).

‘ Impart Delta = u] =
Flangen  |COGUbwersion " Prjskde Ohversly Descrintorsein \Debig \DEEMY DAT | i v
freodng:  |Aulo ] Mt e
Flztree  Advarcad setings
#t bl Metadata Firpnbynin settings
71 [ Deacrintors Defaut enguace  en - Englmch
o | Dhesacziohr novsa
o b Diesscziplor hvpas [] trsen “undatie® state
=} b Dimgonobior reisbin es e ‘
+} [ Dimsorintor avaiabities ] Eheck: stmgs for begel charcten
o [ Multissbe descomioes Impon setings
Eh'nﬁ.:-" e dlahea ) New prgect Dimermy
- ED-_Q:'_:UU haadoe bzt e’
-t b Dimgongbor groups () To prgecd
+ [ Dessoriots
EF Diescritiors ‘Workbench poect. DEEMY b

Page 351



%2 import session

=

Sammion proec
Iyt tesal e
Frosed! Smud
Disit et
Devmsty'diordoench
Lizrs tightt
B Lingdlpfl v 2.
e e
Ted mi
Fzir progecs: for 500 pest
Meir project for TELTHS hesd
Lizin light
Mo miairie
Agrouiussl survey
iy

vl ol il el ol el ol il el Sl

When you now click on button E’Mapping you can see that no mapping data are available

(see below).

Hew mporl session

Sasmion descopton

Impoet of pesource dete finks o pctures] b the Deemy catazess]

=

&3 Dond s
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1 import sesuon _ o

=

_ Session id: 18
gl Clearmapping @] Impan mapping  &F Generate mapping .
1] Tabds name Parsm ey Edmmal ey O 1D

Next: Step 2 - Import of categorical state mapping
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Step 2 - Import categorical state mapping

In the Import session form choose "c]Import mapping -> % Descriptor ... from the menu.

A window as shown below opens that will lead you through the import of the descriptor
mapping data.

‘] Inpert descnpbar dets — n w
Cehemn hwadees st -

i | Drmrtor Mappng Sne & e
i | [| 25 | &F Mincomend
Encadig: lﬁ ~| Sadbne: 2 2] Endbne 2 B & ey
b st b okt oo dalinizion Cinnaidicrs ey I U5 i!;mm
B | 13T g

#) e

Tole: Please select a file from where the data
should be imported {format: text, tab-
separated)

The only available import step E‘EDescriptor Mapping is already selected at the left side of
the window. Now choose the [ZFile from where the data should be imported. Open file
"Deemy_CHAR.txt". The chosen encoding ANSI of the file is sufficient. The file column

"CharName" contains the descriptor names and file column "CID" the external ID needed for the
import of the categorical state mapping import (see below).

EI Hids ogqing cehimm '3
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In the step table at the right side you find the import step “Io Descriptor Mapping. Click on it
and in the center window the assignemt data for the internal "object_id" and the

"external_key" are displayed. In column "object_id" click on ?to make this the decisive column,
further click on @ From file to select the column "CharName" as data source. Now click on

the In column "external_key" click on ® From file to select the column "CID" as data source.
After that the columns should look as shown below.

7 ¢ & obeect_id @ Fromfie [M/G Pre | | Post. | i Q Foral E
? 7 [4 extemal_key @ Fromfile S Pre:[ |Pest:| | 0 dpl O Foral B

Remark: In the import wizards for the import mapping "object_id" allways represents the
internal ID of the database. The matching database entry is searched by comparing the label
of the database entry to the selected file column. If there are several descriptors (or
descriptions) with identical names, the import will generate errors. For categorical states a
special handling is available if the state names are not unique.

Testing %/

To test if all requirements for the import are met use the 3—]Testing step. You can use a
certain line in the file for your test and than click on the Test data in line: button. If there
are still unmet requirements, these will be listed in a window. In our example no error occured
and the test for the first data line is shown below.
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
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the current settings (see below).
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Append categorical state mapping

Close the import form for descriptors. In the Import session form choose 'FJImport

mapping -> csssCategoricaI state ... from the menu and open file "Deemy_CS.txt" (see
below).
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The only available import step I:‘ECategoricaIState Mapping is already selected at the left

O

side of the window. In the step table at the right side you find the import step Ib
CategoricalState Mapping, too. Click on it and in the center window the assignemt data for
the internal "object_id", the "parent_key" and the "external_key" are displayed. In column

"object_id" click on ?to make this the decisive column, further click on @ From file to select
the column "CharStateName" as data source. In column "parent_key" you have to specify the

parent of the categorical state, i.e. the external descriptor ID. Therefore click on '@ From file

to select the column "CID" as data source. In column "external_key" click on ® From file to
select the column "StatelID" as data source. After that the columns should look as shown

below.

T 7 b4 obiect id
¢ [ parent_key
if 4 etemal_key

"_ifl From fée & L83
® Fromfie Mg O
® Fromfile W &

. + '-..' F:"’F_!: 3)
o0 '=k| () Foral: none £
14 | o () Foral _"E;' I

In the source database of this example not only the categorical states as known in
DiversityDescriptions are present, but also some "pseudo states" that represent statistical
measures of quantitative descriptors or the data status value "not applicable". The real
categorical states can be recognized by a numeric value in file column "CS". In any case the
import wizard check if a categorical state with the label specified in file column
"CharStateName" exists in the database. Therefore let's do a first test for some selected file

lines.

Testing ¥

To test if all requirements for the import are met use the ?JTesting step. You can use a
certain line in the file for your test and than click on the Test data in line: button. If there



are still unmet requirements, these will be listed in a window. Perform the import test for file
lines 2, 13 and 12 (see below).

Testdatainine: | 2 1</ 04

- - Categorical State Mapping Ino data found]
object_id- (rtemal
pession_id: 18
table_name: CalegoricalState’
parent_key: 1"
extemal_key: 3107

The file line 2 refers to parent "CID=1", which belongs to a text descriptor. The pseudo state
"(internal)" was not found as a categorical state in the database, therefore not import is
performend for the file line.

] ® + M

= --Li'ﬁ CategoncalState Mapping [INSERT)
d: 17322
object_id: 7874154
session_id: 18
tabla_name. TategoncalState’
parert_key: TDescriptor] fd]=[7E74132]
exdemal_key: 726

The file line 13 refers to parent "CID=3", which belongs to a categorical descriptor. The
categorical state "monopodial-pinnate" was found exactly once in the database, therefore the

import test was successful.
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-1 CategoncalState Mapping lemor during import simulation]
- oblject_id: ahsent
sassion_(d: 18
table_name: Categorcal State
parent_key: "3
extemal_key: 225

: 1 - Impartdapping: A
Test datain ine- | 12 - Ambicpous state key! 152 state entries found for ‘absent’, specfy descrptor for impa! v

The file line 12 refers to parent "CID=3", which belongs to a categorical descriptor. But the
categorical state "absent" was found 152 time in the database. Therefore it was not possible
to find the correct categorical state. But the error message already gives a hint how to solve

the problem: To get an unambigious match, additionally the (external) descriptor ID must be
specified.

Select the import step I:‘ECategoricaIState Mapping and click on the = button at the end of
line "object_id". Select file column "CID", which contains the reference to the descriptor and
enter the separator character | (pipe symbol) in field Pre.: of the new line. Additionally click

on button %in the first line of "object_id". In the transformation window insert one

replacement (button ¢*): Replace <br> by <br /> . This transformation is neccessary,
because the formatting tag "<br>" will be converted to the standardized format "<br /> during
export from the original database and import from DELTA. You can check that transformation
by the test functions for lines 1860 and 3555. After that the column should look as shown
below.

? 9 [ object_id ® Fomfic il S Pre | | Post | N By
? % G- Pre || '. Post | 0 | ==

? 7 ] parert_key ® Fromfie g S Pre [ | Post |_ 0w () Forall: pane %
! 7 [ extemal_key ® Fromfie g S Pre. :_ Post.. |_ 14 o=l (O Foral %

The import test with file line 12 now gives a positive result as shown below..
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Import #/

With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. The imported data lines are marked green (see below).
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Next: Step 3 - Import of descriptor mapping
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Step 3 - Import of descriptor mapping

Close the import form for the categorical state mapping. In the Import session form choose

<= Clear mapping -> 5 Descriptor from the menu (see below) and answer the followind
question with "Yes". This mapping is based on data column "CID" and was needed in the
previous step to append the categorical state mapping data. For the picture import the
descriptor mapping based on data column "CharID" is required.

t: Impaort sesunn - u] b4
M > 7 Sassion |
Sezoon id: 18
Inport mappng
g ST ST b | It mapping  2F Genarats manpng ...
[le an.. | Famsrl ke Exlemsl sy I, "
I m Eescriptor node | 1 TET4130
S Categesical state ., 7 _5 3 74132
Déecsipticn ., | .I ehete destripior mapping detas T i ..-'274.2'-:-'
@  Sarmpling evenl | 5 TRMIE
= Fesounce b [ [ & [7a7azn
16830 | Deacriptar . [ 7 |7azaz
15811 Deserigter [ I |7e7az12
15812 Deserptor [ 5 |7e7eza
16213 | Deaoriotar [ 1o |7z
16834 | Deacriior [ [12 [7e7azm
1536 | Deoripter [ [12 [ 7e7azn
16 Demerior [ 12 |7arezes
6317 | Desortr [ |44 [7amacza
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In the Import session form choose 'L]Import mapping -> b5 Descriptor ... from the menu
and open file "Deemy_CHAR.txt". The file column "CharName" contains the descriptor names
and file column "CharID" the foreign ID (see below).
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In the step table at the right side you find the import step “Io Descriptor Mapping. Click on it
and in the center window the assignemt data for the internal "object_id" and the

"external_key" are displayed. In column "object_id" click on ?to make this the decisive column,
further click on @ From file to select the column "CharName" as data source. Now click on

the In column "external_key" click on @ From file to select the column "CharID" as data
source. After that the columns should look as shown below.

7 9 [ obpect_id @ Fromfie RGO Pre:| |Post: [ | 1 O Foral E%

! 7 A extemal_key @ Fromfie /S Pre:[ |Post: [ | 23 o O Foral £

Testing ¥/

To test if all requirements for the import are met use the =fUTesting step. You can use a
certain line in the file for your test and than click on the Test data in line: button. If there
are still unmet requirements, these will be listed in a window. In our example no error occured
and the test for the first data line is shown below.
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of

the current settings (see below).
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Next: Step 4 - Import of description mapping
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Step 4 - Import description mapping

Close the import form for descriptors. In the Import session form choose *_]Import
mapping -> =3 Description ... from the menu and open file "Deemy_ITEM.txt" (see below).

] npod decripbon data -
] import descrip n ®
Cohimn feadivs visinle = i s aggeng cehimm
Il-'.u' Doty Mappng =1 1] & re
Fim: |7 Fdwmemon Fropebdn Doty Dvscrptions o 'Diets ay et sy Chvseery_(TEM lsf [[ 5] & Atacrmed
encodieg: ||m X S ez 2 a1 Emdiine: B5E & Sf Memirg
[ e
| s B e conbuew) halination: Largusgs S Damiy B80S - 0 Hescdobion Mapping
B Tty
Schemra: | o R 1
o) b
| "
I e
| 2 Abvehiza{mecnod. | FALSCH 12" Rhierhim fas.
| 32 Aberhzaiomend . FALSCH 3= Betir bom
| 23 Ahstredur ownus. | FALZCH 4 Moatrelug ovi.
. g Alrruce simemr . FALSCH 15" Frwhiza mm
B3 A cane + FALSCH 3= " Hrwhezs can
|
| 76 Sprwps cremeend. FALSCH 35" Hratvzs o
| a7 Brwuna ok, FALSCH 35" Srahips cysh
5.8 Alrorura s+ FALSCH 3" Srwtues lac
I | s sofims FalSCH 2u" Mrwhiza s
[ R Blnrturs feain + FALSCH " Hratvaa ed
| 1T Morurs viclacma. FALECH A" Hratuza wala
A Brarda muscans | FALECH anfmarda mues 5 LS
< »

The only available import step "o Description Mapping is already selected at the left side of

the window. In the step table at the right side you find the import step “io Description
Mapping, too. Click on it and in the center window the assignemt data for the internal

"object_id" and the "external_key" are displayed. In column "object_id" click on ?to make this
the decisive column, further click on @ From file to select the column "ItemName" as data

source. In column "external_key" click on ' From file to select the column "ItemID" as data
source. After that the columns should look as shown below.

Ly = N I = 1 o~ -
? [ object_id ® Fomfie S Pre | Post 1 ) Farall

! ¥ ] extemal_key @ Fomfie "ME G Pre:| |Post:| | 7 | () Forall:

ke, Gi

Testing #/

To test if all requirements for the import are met use the =fs—]Testing step. You can use a
certain line in the file for your test and then click on the Test data in line: button. If there
are still unmet requirements, these will be listed in a window. In our example no error occured
and the test for the first data line is shown below.
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. The imported data lines are marked green (see below).
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The failed lines are in this example caused by duplicate item names twice in the database.
This problem can be fixed by renaming the ambigious entries in the database and the import
file, e.g. to "Alnirhiza cystidiobrunnea + Alnus 1" and "Alnirhiza cystidiobrunnea + Alnus 2" rsp.
"Lactarius omphaliformis Romagn. + Alnus 1" and "Lactarius omphaliformis Romagn. + Alnus 2".

Next: Step 5 - Import of resources for descriptors
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Step 5 - Import of resources for descriptors

Close the import wizard for the mapping data and the import session window. Now choose

Data -> Import ->%] wizard -> Elmport resources -> ' Descriptor resources ... from
the menu. A window as shown below will open to select an import session. Select the session

for project "Deemy".

%4 import session . O x
(]
(® Select import session () Create new import session
Select session Session description
D Project name ﬁmt:m - Update time Import of resounce data finks to picures)in Deemy
13 Matctest 210220151520 | 28.09.2015 14:59 b
14| Test ool (020920151334 | 26.09.2015 1049
15 | Mew matrc | 27.10.2015 16:23 27.10.2015 16:26
17 Agicultural survey 16,02 2017 12:48 |1E.n2.2ﬂ1? 13M

21.04.20 216

| Aobrechen | | ox |

After clicking [OK] the following window opens that will lead you through the import of the
descriptor resource data. Open file "Deemy_RSC.txt" (see below).
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Selecting the data ranges

In the selection list on the left side of the window all possible import steps for the data are
listed according to the type of data you want to import. The step % Descriptor is already
selected, additionally check the step @Descriptor resource (see below).

G Descriptor
[ Deseriptor resource
I3 [] Resource variant

We attach the descriptor resource values to the descriptors, therefore we will not change
anything in the descriptor but will attach data. In import step ¢” Attachment at the right side

select Descriptor @id (see below).

() Import az new data
gL Descriptor
® id

@ Descriptor resource

) id

Select the import step aMerge from the list. For % Descriptor we select the @’}Attach
option because this tables shall not be changed, for the other step S?EInsert should already

be selected, because a new entry has to be inserted (see below).

b4

I.:ij
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In the step table at the right side you find the import steps b5 Descriptor and EIDescriptor
resource and below them the data groups of the import steps. Deselect every column from

import step g5 Descriptor except "id". Mark the "id" column as ¥ Key column for comparison
during attachment and click on ® From file to select the column "CharID" as data source.
The "id" column of import step b5 Descriptor now looks as shown below.

F'l g %'.’3 Pre Ll Poat _I_I _"';f

In the import step @Descriptor resource click on D Resource ID and in the center window
[ ]
the assignemt data for the resource id ("id") are displayed. Click on :to make this the decisive

colurmn, further click on @ From file to select the column "Resource" as data source. After
that the column should look as shown below.

N , a0 ® —= _ P -
! _‘rl_:l d |i‘_‘| Erom file % G- Pre . ! Post {) Farall _‘:'hJ

Click on ElResource name. The center window shows the data column "label". Click on @

From file in the "label" line to select file column "Resource". After the resource number the
value in data column "Caption" shall be inserted, included in brackets, if it is present. Click on

the '|'button at the end of line "label" and select column "Caption". Enter ( (blank and
opening bracket) in field Pre.: and ) in field Post.: of the new line. After that the column
should look as shown below.

¥ B label (®) From file ﬁ S~ Pra: Post.: | 3 o K
. NG e (1] Pou. [T] 4 =
# ] detail e O E o Ep

Finally click on 1—2>35equence number. In the center window select the data column
"display_order", click on '® From file and select file column "DisplayOrder" (see below).

# B4 display_order @ Fromfie ™S Pre:| |Post:| | 10 O Foral E}

Testing ¥

To test if all requirements for the import are met use the =fs—]Testing step. The test for the
first data line is shown below.
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. There are 86 lines that were not imported due to duplicate entries (see

below).
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Protocol

The failed lines are caused by duplicate entries, i.e. the resource was already imported for the

descriptor.

Responsible Link
Date:Freitag, 21. April 2017, 12:49:17
Senver localhost
Database: DiversityDescriptions3 0 9 Test
Lines total: 1796

Lines imﬁe’&:ﬂs

ww
Lines failed BE

Next: Step 6 - Import of resources for categorical states
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Step 6 - Import of resources for categorical
states

Close the import wizard for the descriptor resources. Now choose Data -> Import >%1

Wizard -> Ellmport resources -> ‘= State resources ... from the menu, select the session
for project "Deemy". The following window opens that will lead you through the import of the
categorical state resource data. Open file "Deemy_RSC.txt" (see below).
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Selecting the data ranges

In the selection list on the left side of the window all possible import steps for the data are

listed according to the type of data you want to import. Deselect the step W Descriptor, it is
not needed since the categorical states have been assigned unambiguous external IDs in step

3. Check the steps ‘Categorical state and &State resource (see below).
%2 [] Descriptor
“.. [] Categorical state

[ ] State resource
I3y [] Resource variant

We attach the state resource values to the categorical states, therefore we will not change

anything in the categorical state but will attach data. In import step ¢’ Attachment at the
right side select t1'555Categorial state @id (see below).
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() Import as new data

':5;; Categorical state
) id
@ State resource

) id

Select the import step aMerge from the list. For cEssCategoricaI state we select the &

Attach option because this tables shall not be changed, for the other step ﬁ“llnsert should
already be selected, because a new entry has to be inserted (see below).

= Categorical state fsat () Mame () Updste (@) Attach

las| State resounce (@ ineet () Merge () Updste () Attach L

In the step table at the right side you find the import steps cizzCategorical state and &
State resource and below them the data groups of the import steps. Deselect every column

from import step rJsssCategorical state except "id". Mark the "id" column as Key column for
comparison during attachment and click on '® From file to select the column "StateID" as
data source. The "id" column of import step CEEECategoricaI state now looks as shown below.

o

T id % Pra | |F'.::'r| _! 2 I I_"I;IJ

In the import step ﬁState resource click on IDResource ID and in the center window the
L) ]
assignemt data for the resource id ("id") are displayed. Click on :to make this the decisive

colurmn, further click on @ From file to select the column "Resource" as data source. After
that the column should look as shown below.

T P EA i (®) From file % G- Pre. | ! Post q ) Foral &

Click on ElResource name. The center window shows the data column "label". Click on @

From file in the "label" line to select file column "Resource". After the resource number the
value in data column "Caption" shall be inserted, included in brackets, if it is present. Click on

the '|'button at the end of line "label" and select column "Caption". Enter ( (blank and
opening bracket) in field Pre.: and ) in field Post.: of the new line. After that the column
should look as shown below.

7P EA label @ Fromfle RO Pre-| |Pox:| | 3 |4 2
O P (| Posti ]| 4 =
i [] detail G- E 4 ®

Finally click on 1—2>35equence number. In the center window select the data column
"display_order", click on '® From file and select file column "DisplayOrder" (see below).

# B4 display_order @ Fromfie ™S Pre:| |Post:| | 10 O Foral E}

Testing ¥

To test if all requirements for the import are met use the =fs—]Testing step. The test for the
second data line is shown below.
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. There are 561 lines that were not imported due to duplicate entries (see

below).
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The failed lines are caused by duplicate entries, i.e. the resource was already imported for the

categorical state.

Next: Step 7 - Import of resources for descriptions
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Step 7 - Import of resources for descriptions

Close the import wizard for the state resources. Now choose Data -> Import - ->%] Wizard

-> Ellmport resources -> “LDescription resources ... from the menu, select the session
for project "Deemy". The following window opens that will lead you through the import of the
categorical state resource data. Open file "Deemy_RSC.txt" (see below).
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Selecting the data ranges

In the selection list on the left side of the window all possible |mport steps for the data are
listed according to the type of data you want to import. Step =*Description is already
selected. Aditionally check step ﬁDescrlptlon resource (see below).

&% [»/] Description
[2] [] Description resource
I3 [] Resource variant

We attach the description resource values to the descriptions, therefore we will not change
anything in the description but will attach data. In import step "'i'/?"'Attachment at the right
side select % ZDescription @id (see below).
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() Import as new data

g_' Description
® id
[25] Description
() id

Select the import step aMerge from the list. For §E§Description we select the u-f;"'Attach

option because this tables shall not be changed, for the other step Jsﬂlnsert should already
be selected, because a new entry has to be inserted (see below).

£ Deacription mseit () Mege () Update (@ Attach i
(2] Descripiion msource @ set O Memge (O Update () Attach by

In the step table at the right side you find the import steps §E—'-"Description and
Description resource and below them the data groups of the import steps. Deselect every

column from import step Eéi:f:-"Description except "id". Mark the "id" column as Key column
for comparison during attachment and click on 9 From file to select the column "ItemID" as
data source. The "id" column of import step =**Description now looks as shown below.

AJEr Nl Jrei( 1 D

In the import step ﬁDescription resource clickon ID Resource ID and in the center window
L]
the assignment data for the resource id ("id") are displayed. Click on :to make this the

decisive column, further click on ® From file to select the column "Resource" as data source.
After that the column should look as shown below.

N (% — 7 = = P =
‘.’|_:| d (®) From file %-:.1 Pre.. | !'-.-; ) Foral _-#

Click on ElResource name. The center window shows the data column "label". Click on @

From file in the "label" line to select file column "Resource". After the resource number the
value in data column "Caption" shall be inserted, included in brackets, if it is present. Click on

the FFbutton at the end of line "label" and select column "Caption". Enter ( (blank and
opening bracket) in field Pre.: and ) in field Post.: of the new line. After that the column
should look as shown below.

T 7B Iebel ® Fromfle Mg & Pre:| |Post: | | 3 ks
: N o P (| Posi [ ] ¢ =
i ] detail . LS E o EX

Finally click on 1—2>35equence number. In the center window select the data column
"display_order", click on '® From file and select file column "DisplayOrder" (see below).

i B4 display_order @ Fromfie S Pre:| |Post:| || 10 () Foral B

Testing ¥

To test if all requirements for the import are met use the =fs—]Testing step. The test for the
data line 717 is shown below.
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. There are 177 lines that were not imported due to duplicate entries (see

below).
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The failed lines are caused by duplicate entries, i.e. the resource was already imported for the

description.
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Next: Step 8 - Import of resource variants
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Step 8 - Import of resource variants

The import wizards used in step 5 up to step 7 allow appending a resource variant to one
resource. Those wizards can be used most efficiently if the data that are needed for the
resource table and the resource variant are located at the same file. In our example there is
the complication that the direction of the resource reference is in the opposite direction than
in the original database. In DiversityDescription a resource references e.g. a descriptor and
one or more resource variants reference the resource. In the original database several
entities, e.g. descriptors or states, may reference the same picture.

During the import of the resources we used the picture number as the external key of the
resources. Together with their parent key, e.g. a descriptor ID, this gives unambiguous entries
although the external resource ID alone is ambiguous. Now we want to create a resource
variant, containing the URL of the picture, for each resource entry with the same external
resource ID.

Since this "multiple" import is no standard feature of the import wizard, the following
description shows a work-around: During the import the first resource entry with a matching
"Resource ID" that is not referenced by any Resource variant will be available for data update
and appending of a new resource variant. A repeated import with the same setting will find
the next resource entry and so on until all ambigious resource entries are processed.

Close the import wizard for the description resources. Now choose Data -> Import ->%]

Wizard -> Ellmport resources -> “ZiResource variants ... from the menu, select the
session for project "Deemy". The following window opens that will lead you through the import
of the categorical state resource data. Open file "Deemy_IMG.txt" (see below).
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Selecting the data ranges

Page 382



In the selection list on the left side of the window all possible import steps for the data are
listed according to the type of data you want to import. The available steps EIUpdate
resource and “BiResource variant are already selected.

We want to update some fields of the resource table with values form the data file attach the

resource variant to the resource. In import step c"fﬁ;Attachment at the right side select e
Update resource @id (see below). Note: With this import wizard only update of resources is
supported.

() Import as new data

@ |pdate resource

® id

Select the import step aMerge from the list. For EIUpdate resource we keep the @}Merge

option because this table shall be updated, for the other step STBInsert should already be
selected, because a new entry has to be inserted (see below).

] Update resource lrset () Merge (@) Update ) Attach
Ll.'.'ﬂ Ragource variart |§- gt {:1 Marge {:} Update ‘: Aetach "‘.‘

In the import step “&lUpdate resource click on D' Resource ID and in the center window the
(]

assignment data for the resource id ("id") are displayed. Click on {to make this the decisive

column. Mark the "id" column as ¥ Key column for comparison during attachment and click

on 2 From file to select the column "PID" as data source. After that the column should look
as shown below.

-'l gl %‘ Pre 13 Fost |_| 0 jj

Click on EIResource name. The center window shows the data column "label” and "detail".
Deselect the "label" entry and select "detail". Click on '® From file to select the column
"SourceTitle" as data source and enter Source: in field Pre.: (double-click in the field to open

a separate edit window). Now click on the == button at the end of line "detail", select file
column "Volume" and enter , vol. in field Pre.:. Repeat the last step for file columns "Pages" (,
p. ) and "ReferenceNotes" (, notes: ). After that the column should look as shown below.

' AEEE™ u;# Gy T =
¢ [ detail (®) From file "@ - Pre. iS_c, Post.: i | 8 oo £
NG P pon [ ] 10 =
% & Pre:[p| Post: [ | 11 ==
N & Pro:[n| Post: [ | 12 | m=
Click on ®§ Resource rights and in the center window the assignment data for the resource
rights are displayed. Select "rights_text". Click on "® From file to select the column "Author"
as data source and enter © (Alt+0169 and a blank) in field Pre.:. Now click on the =+ button
at the end of line "rights_text", select file column "DateYear" and enter, in field Pre.:. After
that the column should look as shown below.
¢ [ nghts_text @ Fromfie | G- Pre:(2 | Post: | | 7 o E |
O Pei[]]Pox:[ | 8 | =
i ] bcence_uri B & B 4 =

Page 383



In the import step lResource variant click on aResource link. The center window shows

the data column "url". Click on II."to make this the decisive column and on @ From file in the
"url" line to select file column "FileName". Double-click on the text box after Pre.: to open a
separate edit window. Here enter the web address of the picture server where the files are
located and confirm with "OK". After that the column should look as shown below.

|?“?Eu4 @ Fomfic WG e [Mpoz [ | 2 [ OFeral =

Click on [Hvariant type. In the center window select the data column "variant_id", click on
@ For all: and select the value "good quality" (see below).

|? 7 ) vanart_id O Fromfie B & 7= Poxt: | [ISE ® Forat: |good qualty v|

Click on the import step LA Resource variant to find some ungrouped fields. In the center
window select the data column "pixel_width", click on @ From file and select the value
"WidthD". Now select the data column "pixel_height", click on @ From file and select the
value "HeightD". Finally select the data column "mime_type", click on @ From file and select
the value "FileName". Click on button %to define a transformation. In the transformation
window click on the ‘\‘cut transformation, enter Position: 2, click on =+to enter splitter

character . (period) to extract the file extension. Now click on :|:|:to insert a translation table
and Mto insert the values contained in the file column. "gif" shall be converted to image/gif,
"jpg" will become image/jpeg (see below).

% Transformation for colurmn mirme_type for column mime_... — O =
Add atransformation: *- Jf Regbx &) T I & > Prefic  Postfix
1 f2

Source Translation

aff image./gf

M= XEH T

| Test the transformation |

Source Transfamation
D-0439.gff |image/gif
D-0441 gif |image/gif
D-0442 gif | image./gif
D-0443 gf |image/gif

P-0001 jpg |imagesjpeq

P-0002 jpg | image/jpeg

P-0003 jpg | image/jpeg

P-0004 jpg | imagesjpeq

After that the columns should look as shown below.
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Testing ¥/

To test if all requirements for the import are met use the =f’-JTesting step. The test for the

first data line is shown below.
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With the last step you can start to import the data into the database. If you want to repeat
the import with the same settings and data of the same structure, you can save a schema of
the current settings. As mentioned in the introduction, the import step has to be repeated
until no more resource variant is imported. At the first run 789 lines were imported (see

below).
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At the second run, started by another click on ﬂStart import, 152 lines were imported (see
below).

Protocol
Responsible Link
Date:Freitag, 21. April 2017, 13:41:20
Server localhost
Database:DiversityDescriptions3 0 9 Test
Lines total-839

Limes imported: 152
-~ lmeswthrods=zsey

Finally, at the seventh run no further line is imported (see below).

Protocol
Responsible: Link
Oate Freitag, 21. April 2017, 13:43:17
Servar:localhost
[atabase DiversityDescriptions3 0 9 Test

Lines total-B39
g

Page 386



Import SDD file

Remarks:

e To import data from an SDD file at least TerminologyEditor rights are neccessary.
e Currently SDD statements concerning natural laguage descriptions and identification
keys are not evaluated.

With this form you can import data from an XML file according schema SDD 1.1 rev 5 into the
database. You may download an example SDD file with from the Diversity Descriptions example
file repository. Choose Data -> ®JImport -> *®Import SDD ... from the menu to open the
window for the import. In the window click on the ‘Zdbutton to select the file with the data

you want to import. If during analysis or import any problems occur, you may click on the
button to reload the file and re-initialize the window.
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The contents of the file will be shown in the upper part of the File tree tab page. In the
Analysis settings part you find the document's Default language. If additional laguages are
contained in the document, you may select one of them as the new default language of the
database. By checking Import translations you select all additional document languages for
the import. This option is automatically pre-selected if more than one language has been
found in the file. In the bottom part of the window you find the import database and the
actual processing state.

If the Check strings for illegal characters option is checked, all string literals that shall be
exported from database are scanned for illegal non-printable characters and matches are
replaced by a double exclamation mark ("!'"). Activating this option may increase the analysis
processing time.
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In the file tree you may deselect entries that shall not be imported into the database. Use

that option very carefully, because if you deselect entries that are being referenced by other

parts of the input tree, e.g. descriptors referenced by descriptions, the analysis or import step
might become erronous!

Analysis

To analyse the data in the file click on the Analyse data 3 button. During the analysis the
program checks the dependencies between the different parts of the data and builds up an

analysis tree in the lower part of the window. The analysis tree contains all data in a suitable

format for the final import step. During data analysis the icon of the button changes to rod

and you may abort processing by clicking the button.
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After analysis a message window informs you if any warnings or errors occured. You can find
detailled error and warning information at the file and/or analysis trees by entries with red text
(error) or yellow background (warning). When you move the mouse curser over the marked

entries, you get additional information as tool tip or the tree node text itself tells the problem

(see examples below). By clicking on the status text besides the progress bar, you can open

an analysis protocol (see below, right).

[

Page 388



- D_esu:rip_tu:urtrees
=- Character applicability rules
+- Dataset scope: a0B (675135615)

- Diataset scope: b0B (675139614)

- Dataset scope: ':| Parent node not found! Entry appended at top. |
- Diataset scope: fOB 7R TIOETH)

=k Descriptions

- [F ][]

W

= <i=Viola hederacea</i> Labill. as revised by B. Momis Aprl 8, 2006
=I- Scope

f"m Click here to view protocol
- Missing reference: x1

If an analysis error occured, you are not able to proceed. You will first have to correct the
problem, e.g. by excluding the erronous descriptor in the example above (after reloading the
file). If a warning occured, it might not cause problems during import, but you should take a
closer look if the imported data will be correct.

Analysis success

Import

Before starting the import, you should take a look at the import options:

¢ New project - import data to a new project.
The project name is specified in the text box right from this radio button.
This option is only available if at least ProjectManager rights are available.

o To project - import data to an existing project.
The combo box at the right shows all projects where write access is possible.
If only TerminologyEditor rights are availabe, no changes in the existing project (e.g.
detail or copyright) will be done.

¢ Worlbench project specifies the assigned workbench project if "New project"” is
selected for import.

o Accept comma as decimal separator shall help to overcome problems with
localization of some programs that create SDD files.
If this option is checked, a floating point value like "1,0" (e.g. used in german
localizations) instead of "1.0" will be accepted as "1".

¢ Create default descriptor tree creates a default descriptor tree and assigns all
imported descriptors to that tree.
Additionally the statistical measures "Minimum", "Lower limit", "Mean", "Upper limit" and
"Maximum" are set as recommended for all quantitative descriptors.
This option is useful to avoid unassigned descriptors if the import file does not specify
any descriptor tree assignments.

¢ Import trees for natural language descriptions - currently natural language
descriptions are ignored.

o Import trees without "role" - usually those trees only contain descriptor dependency
information.

To start the import click on the Start import % |button. Now the data from the analysis tree
are written into a local database cache and finally stored into the database.
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After import a message window inform you if any warnings or errors occured. You can find
detailled error and warning information at the file and/or analysis trees by entries with red text
(error) or yellow background (warning). When you move the mouse curser over the marked
entries, you get additional information as bubble help or the tree node text itself tells the
problem. By clicking on the status text besides the progress bar, you can open an import

protocol (see below).

Import success

- Click here to view protocol I

Page 390



Import DELTA file

Remark:
e To import data from a DELTA file at least TerminologyEditor rights are neccessary.

With this form you can import data from a file in DELTA format into the database. Choose

Data -> 'FJImport -> ‘Import DELTA ... from the menu to open the window for the import.
In the window click on the ‘Zdbutton to select the file with the data you want to import. If
the Multi-file option is selected before pressing the ‘Zdbutton, a folder selection window
opens to select the folder where the DELTA files are located. For muti-file processing currently
the files "chars", "items", "specs" and "extra" are evaluated. If during analysis or import any

problems occur, you may click on the button to reload the file and re-initialize the window.
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The contents of the file will be shown in the upper part of the File tree section. If special
characters are not displayed corretly, try a different Encoding setting, e.g. "ANSI", and

reload the document using the button. In the bottom part of the window you find the import
database and the actual processing state.

In the file tree you may deselect entries that shall not be imported into the database. Use
that option very carefully, because if you deselect entries that are being referenced by other
parts of the input tree, e.g. descriptors referenced by descriptions, the analysis or import step
might become erronous!

If during reading of the files expressions cannot be interpreted, suspicious entries are maked
with yellow background (warning) in the file tree. When you move the mouse curser over the
marked entries, you get additional information as tool tip or the tree node text itself tells the
problem (see example below).
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Analysis

To analyse the data in the file click on the Analyse data 3 button. During the analysis the
program checks the dependencies between the different parts of the data and builds up an
analysis tree in the lower part of the window. The analysis tree contains all data in a suitable

format for the final import step. During data analysis the icon of the button changes to rod
and you may abort processing by clicking the button.

In the Analysis settings section (see image below) you set the document's Language. You
man change the display and sorting of the entries in the Language combo box from "<code>

- <description>" to "<description> - <code>" (and back) by clicking the button <. If you

need language codes that are not included in the list, click the 4 button. For more details
see Edit language codes.

The Insert "variable" state controls the handling of the DELTA state "V" for categorical
summary data. If possible, a categorical state "variable" is inserted to the descriptor data and
set in the summary data, when the state "V" is present in the description data.

If the Check strings for illegal characters option is checked, all string literals that shall be
exported from database are scanned for illegal non-printable characters and matches are
replaced by a double exclamation mark ("!'"). Activating this option may increase the analysis
processing time.

In DELTA text in angle bracket (<text>) usually denotes comments, which are by default
imported into the "Details" fields of the database. In the lower parts of the Analysis settings
you may adjust a different handling for description, descriptor and categorical state items.

e For DELTA comments in descriptions you may Move comments to details (default)
or Keep comments in description titles.

e For DELTA comments in descriptors you may Move comments to details
(default), Move comments to notes or Keep comments in descriptor titles.

e For DELTA comments in categorical states you may Move comments to details
(default) or Keep comments in categorical state titles.

After changing one of these settings click on the Analyse data F button to make the
changes effective.
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After analysis a message window informs you if any warnings or errors occured. You can find
detailled error and warning information at the file and/or analysis trees by entries with red text
(error) or yellow background (warning). When you move the mouse curser over the marked
entries, you get additional information as bubble help or the tree node text itself tells the
problem (see example below). By clicking on the status text besides the progress bar, you can
open an analysis protocol (see below, right).

= Descriptions
=1~ Urocystis trtici
EI Cateqorical
- soral development, in which organ
[+ soral development, systemic or local
- soral development, effect on the growth of the entire or large parts of the plant
Bl State
Migsing reference: 3.7

Analysis success

. Click here to view protocol I

If an analysis error occured, you are not able to proceed. You will first have to correct the
problem, e.g. by excluding the erronous descriptor in the example above (after reloading the
file). If a warning occured, it might not cause problems during import, but you should take a
closer look if the imported data will be correct.
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Import

If you want to import new data to a project you have two import options:

Before

New import - import new data and save mapping information to an import session.
For descriptors, categorical states and descriptions the mapping information from the
DELTA import will be storen in an import session. Therefore by a subsequent import run
updated information, e.g. a modified label or detail information can be done (see
section "Update" below).

No update - import new data without saving of mapping information.

This option might be faster, but you will not be able to update the titles or to import
additional translations from a DELTA file.

starting the import, you should take a look at the import settings:

New project - import data to a new project.

The project name is specified in the text box right from this radio button.

This option is only available if at least ProjectManager rights are available.

To project - import data to an existing project.

The combo box at the right shows all projects where write access is possible.

If only TerminologyEditor rights are availabe, no changes in the existing project (e.g.
detail or copyright) will be done.

Worlbench project specifies the assigned workbench project if "New project" is
selected for import.

Accept comma as decimal separator shall help to overcome problems with
localization of some programs that create DELTA files.

If this option is checked, a floating point value like "1,0" (e.g. used in german
localizations) instead of "1.0" will be accepted as "1".

Create default descriptor tree creates a default descriptor tree and assigns all
imported descriptors to that tree.

Additionally the statistical measures "Minimum", "Lower limit", "Mean", "Upper limit" and
"Maximum" are set as recommended for all quantitative descriptors.

This option is useful to avoid unassigned descriptors if the import file does not specify
any descriptor tree assignments.

To start the import click on the Start import % |button. Now the data from the analysis tree
are written into a local database cache and finally stored into the database.
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After import a message window inform you if any warnings or errors occured. You can find
detailled error and warning information at the file and/or analysis trees by entries with red text
(error) or yellow background (warning). When you move the mouse curser over the marked
entries, you get additional information as bubble help or the tree node text itself tells the
problem. By clicking on the status text besides the progress bar, you can open an import

protocol (see below).

Import success

- Click here to view protocol I

Handling of special DELTA states

In the DELTA format the special states "=" (not applicable), "U" (unknown) and "V" (variable)
are available for categorical and quantitative characters. These states are treated in the

folloging manner during import:
e "=" (not applicable)

The data status "Not applicable" is set.

e "U" (unknown)

The data status "Data unavailable" is set.

e "V" (variable)

The data status "Not interpreterable” is set.
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Update

If you imported new data using option New import, a new import session with the following
data will be created:

¢ Descriptor keys - the "character number" that is used in DELTA to identify a
dedicated character.

¢ Categorical state keys - the "state number" that is used in DELTA, together with the
"character number", to identify a dedicated chategorical state.

¢ Description keys - the item position in the item list. Since in DELTA there are no
explicit item numbers, the position within the item list is taken for this key. If you want
to update the items using the DELTA import, you must be sure that the item list has
exactly the same sequence as for the first import!

For those entities you may update the columns "label", "detail" and "data_entry_notes" (only
for descriptors). To achive this, you must specify the same Language in the Analysis
settings as adjusted as project language. If you specify a different Default language, the
data will be imported as translations for the columns "label" rsp. "detail" (see image below). For
descriptor column "data_entry_notes" translations are not supported.
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Preparation

By changing the Analysis settings and a clicking the Analyse data Jbutton you may
modify the handling of DELTA comments. E.g. if you used the default settings during a past
import, a DELTA character "data record <type>" was imported as descriptor "data record" and
"type" was written into the columns "detail". In the Analysis settings you may now select
option Keep comments in descriptor titles to update the descriptor title to "data record
<type>".

e, . T i
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Import settings

Before starting the import, you should take a look at the import options:

e Update - perform an update import.

o Import session - click on button £ ¥ Select to select the correct import session.
In the text box below that option the automatically generated descriptive text of the
import session is displayed.

¢ Remove optional columns - clear optional columns if no contents is present.
If during update import for an optional column ("detail" rsp. "data_entry_note") no data
are present, by default an existing entry in the database will not be removed. Check

this option to clear the data.

Start the import click on the Start import % |button. Now the data from the analysis tree are
written into a local database cache and finally stored into the database.
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Import questionnaire data

With this form you can import response data generated by an HTML questionnaire (see Export

questionnaires). Choose Data -> 'ﬂImport -> Import questionnaire data ... from the
menu to open the window for the import. In the window click on the ‘Zbutton to select the
text file with the data you want to import. If during analysis or import any problem occurs,

you may click on the button to reload the file and re-initialize the window.
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The contents of the file will be shown in the upper part of the Import contents section. You
may edit the contents or even enter the whole data by copy - paste. In the Import data
part you find the basic dataset parameters Export server, Export database, Import
project and Import description (see image below). If there is a mismatch, e.g. because the
questionnaire was generated from a different database than your import database, an
appropriate error will be reported.
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Analysis

To analyse the data in the file click on the Analyse data Fbutton. During the analysis the
program compares the reported data to the entries in the database and presents the planned
database operations in the lower part of the window (see image below). By checking Accept
comma as decimal separator in the Import options section you can overcome problems
with localization of the computer where the questionnaire was filled in. If this option is
checked, a floating point value like "1,0" (e.g. used in german localizations) instead of "1.0"

will be accepted as "1".
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After analysis a message window informs you about errors or ignored input lines. By clicking on
the status text besides the progress bar, you can open an analysis protocol (see below).

Analysis success =

Ignored: CM10182_6492=59932
lgnored: CF10182_6492=0039
Ignored: CM10189_0=0

Ignored: CF10189_0=0

lgnored: OM10193_11
Ignored: QMI101593_1
Ignored: OM10193_1
lgnored: QOM10193_1
Ignored: QM10193_1

[ R gy
L L T
GEGGG

Analysis success

. Click here to view protocol i

If an analysis error occured, you are not able to proceed. If ignored lines are reported, this
fact is usually uncritical. Most of them concern "modifier" or "frequency" values (prefix CM, CF
or QM) where the questionnaire reports the actual values, not only the differences.

Import

Before starting the import, you should take a look at the remaining Import options:
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¢ Update description after backup
Create a backup of the original description data and then update the original
description in the database. If this option is chosen, you may enter a Postfix that will
be appended at the backup description hame. Additionally you may select the option
Include data and time to append these data at the backup name, too (see image
below).

¢ Create a new description (only option for new descritpions)
Make a copy of the original description data and then updatde the copy in the
database.

¢ Update description in database
The original description in the database will be updated.

If the description entries in your database are referenced by other applications, you should
update the original database entry, i.e. use the first or third option. The reason is that
references from other databases usually use the description id, which will be different for the
copied description. To ensure that the questionnaire data are correct, you can import them
useing the option Create a new description, verify the imported data and finally import them
to the original description using option Update description in database.

Import options

Accept comma as decimal separator

(@ Update description after bakup  Postfic: |E;’-‘-.CKL|F'
() Create a new description Include date and time

() Update description in database

Before performing the import you may include or exclude single database operations by setting
or removing the check mark in column "OK". You may select or deselect all operations by
clicking the buttons Select all rsp. Select none. Please be aware that deselecting single

operation might lead to unexpected results.

To start the import click on the Start import % |button (see image below).
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After import a message window inform you if any occured. Sucessful database operations are
shown with green background, unsuccessful operations with fed'background. When you move
the mouse curser over the red entries, you get additional information as bubble help. By
clicking on the status text besides the progress bar, you can open an import protocol (see
below).

Import success =

‘Example plant’ copied to 'Exarmnple plant [10047]'

Import success

- Click here to view protocol i aK

Batch import

If you want to import several qustionaire result files, there is the comfortable option to do a
batch import. When you select the option Multi-file, the window changes as shown below.
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Click on the ‘Zlbutton and select all text files you want to import. In the lower part of the
window the selected files will belisted (see image below).
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After checking the Import options click on the Start import # |button to start the import. In
the lower part of the window you find the processing result for each selected file (see image
below).
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Export

There are several export mechanisms:

_E'Matrix wizard: Export descriptor and description data as tabulator separated text file
generate an import schema for the matrix import wizard.

# List export: Export data as tabulator-separated text file.

1:_']l“..Structured export: Export data as structued data file, e.g. XML according to the SDD
schema 1.1 rev 5 or DELTA text file.

Export questionaires: Export description data of a project or from a quey list as HTML
forms.

Hcsv export: Export data in a tab separated format for external analysis.
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Matrix export wizard for tab separated lists

With this form you can export the descriptor and description data from the database to a
tabulator separated text file. The output includes the database keys. Furthermore you have
the option to create rsp. update import mapping data and generate an matrix import schema.
Therefore you may correct the data, e.g. by using a spreadsheet program and re-import the

changes by using the matrix import wizard. Choose Data -> DExport -> t'ﬁlMatrix wizard ...
from the menu to open the window for the export.
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In the Export project section all projects of the database are shown as a tree. Select here
the project that shall be exported. In case of hierarchically organized projects the
subordinated projects will be included for export, if the Include child projects option is
checked. You may pass a description list to the form by starting a query in mode "Edit
descriptions". Now you have the option to select single descriptions for export. In this case

the Export project section shows the button to switch to the list view (see below).
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Export project Withheld data

ol O Export withhe
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] Include child projects

In the Export descriptions section you find all description titles that h_g_ve been passed to
the export form (see below) You may select all entries by clicking the ' all button, deselect
all entries by clicking the - none button or toggle your selection by clicking the .swap

button. By clicking the button Idyou will return to the Export project view.

Export descriptions .. Withheld data
¥ | :
all [none  [&]swap i) Export wrth.held da
| Select from project lsc
[] Accipiter nisus (Sperber) ~ i
Acrocephalus paludicola (Seqgenrohrsanger) (®) Suppress whole de

[] Aegithalos caudatus (Schwanzmeise)
[] Mlauda arvensis (Feldlerche)

[] Alca torda (Tord-Alk)

Alcedo atthis (Eisvogel)

[] Alle alle {Krabbentaucher)

[] Alle alle {Krabbentaucher)

Ale alle (Krabbertaucher)

[] Anas acuta ISpleEente}

8] s aouta Gpieteris)

[ 1 Anas clypeata (Loffelente)

The Withheld data section allows control over export of datasets that contain entries with
data status "Data withheld". Option Supress whole description (default) excludes all
descriptions form export where at least on descriptor is marked with "Data withheld". Option
Hide withheld descriptor excludes only the corresponding descriptor data from the
description. Option Export withheld data does not exclude any data from export.

The Options section allows the selection of the Descriptor tree: and descriptor sequence
number bounds (From descriptor: and to descriptor:) for restriction of output table
columns.

If you select option Use sequence, the descriptor state sequence numbers will be inserted
into the output table instead of the state names. These sequence numbers will be inserted

into the selected import session (see below) for a later re-import of the data. If you export

the descriptive data to edit them with a spreadsheet tool, e.g. Microsoft Excel, you have to
identify the active categorical states by their sequence number.

To include all export data in quotes, check option "quotes". By specifying the State
separator: (default , ) you determine how multiple categorical state values will be
concatenated in the table cells. By changing the selected Lang. settings: you may adapt the
output of floating point numbers or date and time fields to your needs.
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Import session

The section Import session: is relevant if you want to edit the description data in a separate
spreadsheet programme and re-import the edited data using the Matrix Import Wizard. To

select an import session cick on button ?r'_:;](SeIect and a window as shown below will be
opened. You may either select an existing import session, which will be updated with the
exported data, or create a new one.

%1 Import session - Od x

i) Select import session ® Create new import session

Sessian projecl Session descaption
Maitrix test
< BaciDescDSMZ
500 of ETI reptiles and amphiblans
EFLheipfianzendess
Agricuitural survey
Tutcnial
Matmx tegt
=t test sampla

.lrr'p:r.-‘.l. u.sing 1.'1¢ -"«"-:erm WYizard .

=RTRTRTE TR

Fbbrechen DK

During generation of the matrix data file the relevant data for re-import will be stored in the
selected import session. Additionally an xml import schema file will be generated as
<resources directory>\Export\Matrix_<Database name>_<Project>_Schema.xml. If
you do not require the data for re-import, simply do not select an import session or click on

button “’to cancel an existing selection.

Export

Before starting the export, the export file name should be checked. The file name is generated
as <resources directory>\Export\Matrix_<Database name>_<Project>.txt. This
default setting may be changed by editing the File name or by navigating at the target
location by pressing the ‘Zbutton besides the file name.
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To check the export, click on the Test export */button. In the Output preview data grid
the first few lines will be displayed (see picture above). To generate the table file press the

Start export "E'button. During test and export the icon of the button changes to o] and you
may abort processing by clicking the button.
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List export

There are several exports for tabulator-separated text files:

¥ Export descriptors list: Export descriptor data as tabulator separated text file.

¥/ Export descriptions list: Export description data as tabulator separated text file.

3 Export sample data list: Export sample data as tabulator separated text file.

| Export resource data list: Export resource data as tabulator separated text file for data
review and possible re-import of modified data.
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Export Descriptors List

With this form you can export descriptor data from the database to an tabulator separated

text file. Choose Data -> )Export -> @Export lists -> Descriptors list ... from the
menu to open the window for the export.

W Esport desonipboes list u] x
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Cosbas
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In the Export project section all projects of the database are shown as a tree. Select here

the project that shall be exported. In case of hierarchically organized projects the
subordinated projects will be included for export, if the Include child projects option is

checked.

The Export settings allows the inclusion of a header line in the output by checking the

option Generate headers in output. Additionally the lines displayed in the Test output
section may be selected by specifying the first and last line number in Test lines [start] to
[end]. For the generated output you may adjust the lines that shall be exported in Exp. lines
[start] to [end]. For the end line a maximum value of 99999 may be entered, which means
export of the whole data beginning from the start line.

Columns

To generate a list output, you have to determine the data columns that shall be present in

the descriptors list. To include a new column press the = Add button in the tool strip of the
Columns section. A control representing a single output column will be added at the end of

the column list (see picture below).
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The Columns control shows the column number, a text box for the column header (title) and
the source selector (see below).

:
Line number
Descriptar
Descriptor tree
Categorical state

Line number |

As source you may select one of the following values:

Line number Number of the data line in the output file
Descriptor Descriptor data, e.g. name of the descriptor
Descriptor tree Assigned descriptor tree(s)

Categorical state Categorical state(s) of a certain descriptor

Depending on the selected data source one or more additional selection boxes will appear in
the descriptor column control. The target (see picture below) selects the filed from the
database that shall be inserted.
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. Descriptar Name || Descriptar . w |

Abbreviation
Detail

Motes

Waording

Waording before
Wording after

D

Sequence number
Subclass
Measurement unit
Mirirmum
Maximum
Sequence type
Symbol length
Gap symbal

As long as you did not enter a value for the column header, a reasonable suggestion
depending on the selected values will be inserted. You may enter a different column header,
then the background color changes to light yellow to indicate that it will not be updated
automatically anymore (see picture below, column 4). Double-click on the header to open a
separate edit window.
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Output formatting is controlled with check box "quotes" that includes the whole output text
in quotes and text boxes Pre: and Post:, which allow inclusion of the values in prefix and
postfix strings. By selecting the check box Skip empty a blank output will be inserted instead
of the specified prefix and postfix strings or quotes, if no value is present. If for a column
multiple values may be present, e.g. in case of categorical descriptors where several
categorical states might be present, there is the choice of inserting additional lines for multiple
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values (Separate line), selecting a single value (Select) or merging the values to a single
output string (Merge). For option Select you have specify if the first, second or other values
shall be selected. For option Merge you may specify a separator string that shall be inserted
between two values (default is ;). To open a separate edit window for the Pre, Post or
Merge values strings, e.g. because a longer value shall be entered, double-click on the
correspondent text box.

Any selected column may be shifted to another position using the .« Up and +Down buttons
or deleted with the #Remove button of the tool strip. With button &you may delete all

columns. The complete export schema may be saved into an XML file using the button H,
which opens a dialog window to enter the file name and location. By default the schema file
name is generated as:

<resources directory>\ExportSchema\DescriptiorList_<Database
name>_<Project>.xml

The XML schema file includes information concerning the database, the project and the output
columns. By pressing the ‘Zbutton in the Columns section, a schema file can be opened.

Export

Before starting the export, the export file name should be checked. The file name is generated
as <resources directory>\Export\DescriptorList_<Database name>_<Project>.txt.
This default setting may be changed by editing the File name or by navigating at the target
location by pressing the ‘Zlbutton besides the file name.
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To check the export, click on the Test export # button. By changing the selected Language
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settings: you may adapt the output of floating point numbers or date and time fields to your
needs. In the Output preview grid view the lines specified in the Export settings (Test
lines [start] to [end]) will be displayed (see picture above). To generate the table file press

the Start export _#button. During test and export the icon of the button changes to G and
you may abort processing by clicking the button.
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Export Descriptions List

With this form you can export description data from the database to a tabulator separated

text file. Choose Data -> L}Export -> Export lists -> §§Descriptions list ... from the
menu to open the window for the export.
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In the Export project section all projects of the database are shown as a tree. Select here
the project that shall be exported. In case of hierarchically organized projects the
subordinated projects will be included for export, if the Include child projects option is
checked. You may pass a description list to the form by starting a query in mode "Edit
descriptions". If all descriptions in the list belong to the same project, you have the option to
select single descriptions for export. In this case the Export project section shows the

button to switch to the list view (see below).
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In the Export descriptions section you find all description titles that h_g_ve been passed to
the export form (see below) You may select all entries by clicking the ' all button, deselect
all entries by clicking the - none button or toggle your selection by clicking the .swap

button. By clicking the button Idyou will return to the Export project view.

Export descriptions .. Withheld data
¥ | :
all [none  [&]swap i) Export wrth.held da
| Select from project lsc
[] Accipiter nisus (Sperber) ~ i
Acrocephalus paludicola (Seqgenrohrsanger) (®) Suppress whole de

[] Aegithalos caudatus (Schwanzmeise)
[] Mlauda arvensis (Feldlerche)

[] Alca torda (Tord-Alk)

Alcedo atthis (Eisvogel)

[] Alle alle {Krabbentaucher)

[] Alle alle {Krabbentaucher)

Ale alle (Krabbertaucher)

[] Anas acuta ISpleEente}

8] s aouta Gpieteris)

[ 1 Anas clypeata (Loffelente)

The Withheld data section allows control over export of datasets that contain entries with
data status "Data withheld". Option Supress whole description (default) excludes all
descriptions form export where at least on descriptor is marked with "Data withheld". Option
Hide withheld descriptor excludes only the corresponding descriptor data from the
description. Option Export withheld data does not exclude any data from export.

The Export settings allows the inclusion of a header line in the output by checking the
option Generate headers in output. Additionally the lines displayed in the Test output
section may be selected by specifying the first and last line number in Test lines [start] to
[end]. For the generated output you may adjust the lines that shall be exported in Exp. lines
[start] to [end]. For the end line a maximum value of 99999 may be entered, which means
export of the whole data beginning from the start line.

Columns

To generate a list output, you have to determine the data columns that shall be present in

the descriptions list. To include a new column press the == Add button in the tool strip of the
Columns section. A control representing a single output column will be added at the end of
the column list (see picture below).
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The Columns control shows the column number, a text box for the column header (title) and
the source selector (see below).

1 Line number

Description |

Description scope
Descriptor value
Descriptar status

As source you may select one of the following values:

Line number Number of the data line in the output file
Description Description data, e.g. nhame of the description entry
Description scope Description scope data, e.g. taxon, specimen or sex
Descriptor value Value(s) of a certain descriptor

Descriptor status Data status of a certain descriptor

Depending on the selected data source one or more additional selection boxes will appear in

the description column control. The target (see picture below left) selects the field from the
database that shall be inserted. If you select "Description scope" as data source, a selection
box for filtering will be inserted to determine the scope category (see picture below right).
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If you select "Descriptor value" or "Descriptor status" as data source, a selection box for the
descriptor will be inserted (see picture below). The descriptor can be selected from an

alphabetical list or from the descriptor tree by clicking ™ . In case of "Descriptor value" the
target selection box entries depend on the descriptor type. For categorical descriptors you
may select name, abbreviation, detail, wording, ID or notes of the categorical states. For
quantitative descriptors you may select the value or notes of a specific statistical measure
(separate selection box). For text and sequence descriptors you may select the text or
notes.
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As long as you did not enter a value for the column header, a reasonable suggestion
depending on the selected values will be inserted. You may enter a different column header,
then the background color changes to light yellow to indicate that it will not be updated
automatically anymore (see picture below, columns 4 and 5). Double-click on the header to
open a separate edit window.
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Output formatting is controlled with check box "quotes" that includes the whole output text
in quotes and text boxes Pre: and Post:, which allow inclusion of the values in prefix and
postfix strings (default is "). By selecting the check box Skip empty a blank output will be
inserted instead of the specified prefix and postfix strings, if no value is present. If for a
column multiple values may be present, e.g. in case of categorical descriptors several
categorical states might be present, there is the choice of insterting additional lines for
multiple values (Separate line), selecting a single value (Select) or merging the values to a
single output string (Merge). For option Select you have specify if the first, second or other
values shall be selected. For option Merge you may specify a separator string that shall be
inserted between two values (default is ;). To open a separate edit window for the Pre:,
Post: or Merge strings, e.g. because a longer value shall be entered, double-click on the
correspondent text box.

Any selected column may be shifted to another position using the .aUp and +Down buttons

or deleted with the < Remove button of the tool strip. With button &you may delete all
columns. The complete export schema may be saved into an XML file using the button E,
which opens a dialog window to enter the file name and location. By default the schema file
name is generated as:

<resources directory>\ExportSchema\DescriptionList_<Database
name>_<Project>.xml

The XML schema file includes information concerning the database, the project, handling of
withheld data and the output columns. By pressing the ‘abutton in the Columns section, a
schema file can be opened. If the schema does not meet the active database, especially
descriptor dependent columns might be erroneous because of unknown values. This is
indicated by a red background color (see picture below).
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Export

Before starting the export, the export file name should be checked. The file name is generated
as <resources directory>\Export\DescriptionList_<Database name>_ <Project>.txt.
This default setting may be changed by editing the File name or by navigating at the target
location by pressing the ‘Zbutton besides the file name.
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To check the export, click on the Test export #button. By changing the selected Language
settings: you may adapt the output of floating point numbers or date and time fields to your
needs. In the Output preview grid view the lines specified in the Export settings (Test
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lines [start] to [end]) will be displayed (see picture above). To generate the table file press

the Start export _#button. During test and export the icon of the button changes to G and
you may abort processing by clicking the button.
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Export Sample Data List

With this form you can export sample data from the database to a tabulator separated text

file. Choose Data -> )Export -> @Export lists -> @Sample data list ... from the menu
to open the window for the export.
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In the Export project section all projects of the database are shown as a tree. Select here
the project that shall be exported. In case of hierarchically organized projects the
subordinated projects will be included for export, if the Include child projects option is
checked.

The Export settings allows the inclusion of a header line in the output by checking the
option Generate headers in output. Additionally the lines displayed in the Test output
section may be selected by specifying the first and last line number in Test lines [start] to
[end]. For the generated output you may adjust the lines that shall be exported in Exp. lines
[start] to [end]. For the end line a maximum value of 99999 may be entered, which means
export of the whole data beginning from the start line.

Columns

To generate a list output, you have to determine the data columns that shall be present in

the descriptions list. To include a new column press the == Add button in the tool strip of the
Columns section. A control representing a single output column will be added at the end of
the column list (see picture below).
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The Columns control shows the column number, a text box for the column header (title) and
the source selector (see below).

Line number

1 Line number |

Description
Sampling evert
Sampling unit

Descriptar value

As source you may select one of the following values:

Line number Number of the data line in the output file

Description Description data, e.g. name of the description entry
Sampling event Sampling event data, e.g. name, detail or start date
Sampling unit Sampling unit data, e.g. ID, specimen or specimen URI
Descriptor value Sample value(s) of a certain descriptor

Depending on the selected data source one or more additional selection boxes will appear in
the description column control. The target (see pictures below) selects the field from the
database that shall be inserted..
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If you select "Descriptor value" as data source, a selection box for the descriptor will be
inserted (see picture below). The descriptor can be selected from an alphabetical list or from
the descriptor tree by clicking ™ . The target selection box entries depend on the descriptor
type. For categroica descriptors you may select name, abbreviation, detail or ID of the
categorical states, for quantitative descriptors you may select the value or notes, for text

D

(Start) date
End date
Geo area
Geo area URI
Longitude
|atitude

and sequence descriptors you may select the text or notes.
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As long as you did not enter a value for the column header, a reasonable suggestion
depending on the selected values will be inserted. You may enter a different column header,
then the background color changes to light yellow to indicate that it will not be updated
automatically anymore (see picture below, column 3). Double-click on the header to open a

separate edit window.
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Output formatting is controlled with check box "quotes" that includes the whole output text
in quotes and text boxes Pre: and Post:, which allow inclusion of the values in prefix and
postfix strings (default is "). By selecting the check box Skip empty a blank output will be
inserted instead of the specified prefix and postfix strings, if no value is present. If for a
column multiple values may be present, e.g. in case of categorical descriptors several
categorical states might be present, there is the choice of inserting additional lines for multiple
values (Separate line), selecting a single value (Select) or merging the values to a single
output string (Merge). For option Select you have specify if the first, second or other values
shall be selected. For option Merge you may specify a separator string that shall be inserted
between two values (default is ; ). To open a separate edit window for the Pre:, Post: or
Merge strings, e.g. because a longer value shall be entered, double-click on the
correspondent text box.

Any selected column may be shifted to another position using the .aUp and +Down buttons

or deleted with the < Remove button of the tool strip. With button &you may delete all

columns. The complete export schema may be saved into an XML file using the button Eand
a dialog window will be opened. By default the schema file name is generated as:

<resources directory>\ExportSchema\SampleDataList_<Database
name>_<Project>.xml

The XML schema file includes information concerning the database, the project, handling of
withheld data and the output columns. By pressing the ‘abutton in the Columns section, a
schema file can be opened. If the schema does not meet the active database, especially
descriptor dependent columns might be erroneous because of unknown values. This is
indicated by a red background color (see picture below).
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Before starting the export, the export file name should be checked. The file name is generated
as <resources directory>\Export\SampleDatalList_<Database name>_<Project>.txt.
This default setting may be changed by editing the File name or by navigating at the target
location by pressing the ‘Zbutton besides the file name.
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To check the export, click on the Test export #button. By changing the selected Language

settings: you may adapt the output of floating point numbers or date and time fields to your
needs. In the Output preview grid view the lines specified in the Export settings (Test
lines [start] to [end]) will be displayed (see picture above). To generate the table file press
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the Start export _#button. During test and export the icon of the button changes to ® and
you may abort processing by clicking the button.
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Export resource data list

With this form you can export the resource data (see tables Resource and ResourceVariant)
from the database to a tabulator separated text file. Since the output includes the database
keys, you may correct the data, e.g. by using a spreadsheet program and re-import the

changes by using the import wizard. Choose Data -> L}Export -> Export lists -> il
Resource list ... from the menu to open the window for the export.
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In the Export project section all projects of the database are shown as a tree. Select here
the project that shall be exported. In case of hierarchically organized projects the
subordinated projects will be included for export, if the Include child projects option is
checked.

The Withheld data section allows control over export of datasets that contain entries with
data status "Data withheld". Option Supress whole description (default) excludes all
descriptions form export where at least on descriptor is marked with "Data withheld". Option
Hide withheld descriptor excludes only the corresponding descriptor data from the
description. Option Export withheld data does not exclude any data from export.

The Options section allows the selection of the Resource types for output ("Description”,
"Descriptor", "Categorical state" and "Descriptor tree node"). To include all export data in
quotes, check option "quotes". If option Fill all columns is checked, resource variant data
that are inherited from the row above will be explicitely repeated in the actual row. To include
all data rows that do not have resources select option Show empty entities. If you select
Show descriptors, the descriptor titles will be inserted for categorical states. By checking
option Show duplicates only you may list resource links that are referenced by more than
one entity of the same type.
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You may restrict the resource data list to resource links that include a specified substring by
selecting the URL filter option and entering the required string in the text field below.

Export

Before starting the export, the export file nhame should be checked. The file name is generated
as <resources directory>\Export\ResourceDatalList_<Database name>_ <Project>.txt
. This default setting may be changed by editing the File name or by navigating at the target
location by pressing the ‘Zdbutton besides the file name.
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To check the export, click on the Test export #button. In the Output preview data grid
the first few lines will be displayed (see picture above). To generate the table file press the

Start export _#button. During test and export the icon of the button changes to e and you
may abort processing by clicking the button.

Re-import

The review output includes all database keys that can be sufficiently used to identify the
affected data row. When the modified data shall be re-imported, the internal keys must be
available to the import wizard. This can easily be done by creating a new import session and

using the option ¥ Generate mapping ... in form Import sessions.
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Export data as SDD, DELTA or EML

With this form you can export data from the database to an DELTA file. Choose Data -> »
Export -> & Export SDD/DELTA ... from the menu to open the window for the export.
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In the Export project section all projects of the database are shown as a tree. Select here
the project that shall be exportes. In case of hierarchically organized projects the
subordinated projects will be included for export, if the Include child projects option is
checked. You may pass a description list to the form by starting a query in mode "Edit
descriptions". Now you have the option to select single descriptions for export. In this case

the Export project section shows the button to switch to the list view (see below).
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In the Export descriptions section you find all description titles that have been passed to

button. By clicking the button Idyou will return to the Export project view.

Export descriptions _ Withheld data
S T () Bpor withheld dat
= | Select from project lsc
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[] Alca torda (Tord-Alk)

Alcedo atthis (Eisvogel)

[] Alle alle {Krabbentaucher)

[] Alle alle {Krabbentaucher)

Ale alle (Krabbertaucher)

[] Anas acuta ISpleEente}

8] s aouta Gpieteris)

[ 1 Anas clypeata (Loffelente)

The Withheld data section allows control over export of datasets that contain entries with
data status "Data withheld". Option Supress whole description (default) excludes all
descriptions form export where at least on descriptor is marked with "Data withheld". Option
Hide withheld descriptor excludes only the corresponding descriptor data from the
description. Option Export withheld data does not exclude any data from export. Check
option Export sample data to include sampling events and units in the analysis output.

In the Options section you find the items Read external data. By selecting this item you
enable access to external databases linked by description scopes or the related workbench
project. The foreign data are included in the analysis tree and may be exported, e.g. to a SDD

file. You may check the external data connections by clicking the **button.

If Check strings for illegal characters in the Options section is selected, all string literals
that shall be exported from database are scanned for illegal non-printable characters and
matches are replaced by a double exclamation mark ("I'") in the output file. Although
DiversityDescriptions can handle non-printable characters, especially in case of SDD XML files
some applications may have problems opening files with illegal characters.

With option Include data entry notes you allow the analysis step to store descriptor's data
entry notes in the analysis tree. Depending on the export format, these data may be exported
e.g. as "internal notes" (SDD).

With option Include applicability data you allow the analysis step to write available
descriptor applicability data to the analysis tree as a dedicated "Dependency tree".

With option Include resources you allow the analysis step to write availble resource data to
the analysis tree. This option is not relevant if you only want to export to a DELTA file.

If you select a descriptor tree in combo box Restrict descriptors to tree: only that
descriptor tree and its descriptors will be included in the analysis tree (see next section). Be
aware that you might get warnings during the analysis step when the respective descriptor
data are omitted.

With option Include translations you allow the analysis step to write availble translations to
the analysis tree. If you check this option and translations are available, you will see the
available languages in the Export language: combo box after the analysis step.
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Analysis

After clicking the Analyse data J button the data for export are collected in the database
an included into an analysis tree in the lower part of the window. The analysis tree contains
all data in a suitable format for the final export step. During data analysis the icon of the

button changes to G and you may abort processing by clicking the button.

After analysis a message window inform you if any warnings or errors occured. If there are
descriptions that reference descriptors that are not part of the export project, these
descriptor data wil be omitted and the descriptions will be marked with yellow background
(warning). When you move the mouse curser over the marked entries, you get information
about the omitted descriptors as tool tip (see examples below). Anyway you may continue
export or fix the problem by including the missing descriptors in the descriptor tree (see
section "Editing the descriptor"). If errors are indicated, please save the error log file and send

a feedback by pressing the ®button.
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Export

Before starting the export, the export file name should be checked. Either a single SDD rsp.
DELTA file can be generated or output to several files may be chosen by selecting the
Multi-file option. In case of SDD export currently the data will always be stored in a single file
("sDD1.xml") located in the directory specified in the "File name" text box.

If the "Multi-file" option for DELTA export is activated, the "File name" text box shows the
output path, which is by default generated as <resources directory>\Export\<Database
name>_<Project>. This default setting may be modified by editing the "File name" or by
navigating at the target location by pressing the ‘Zibutton. For DELTA export in the target
directory the files "specs", "chars", "items" and "extra" will be generated. For SDD export you
will get the file "SDD1.XML". For EML export you will get the files "EML_MetaData.xml" and

"EML_DataTable.txt".

If output to a single file is selected, by default the file name is generated as <resources
directory>\Export\<Database name>_<Project>_<Type> and additionally the exension
".xml" (SDD export) or ".dat" (DELTA export) will be appended. <Type> is "SDD1" for SDD and
"DELTA" for the DELTA format. This default setting may be changed by editing the "File name"
or by navigating at the target location by pressing the ‘Zibutton.

To start the export click on the Generate file **"button in the Write SDD group box to

generate an SDD file or the Generate file 1button in the Write Delta group box to generate
a DELTA file. Now the data from the analysis tree are written into the selected export file.
The Comptible option controls generation of files with most possible compatibility to the
DELTA rsp. SDD standard. On the other hand some data might not be present in the
generated file, if this option is activated.

As an additional option you may generate file according the EML schema, which consists of a
data table (tabulator separated text file) and an XML file that contains the metadata including

column descriptions. Click on the Generate file Mbutton in the Write EML group box. The
generated file names will have the endings "_EML__DataTable.txt" and
" _EML_Metadata.xml".

Pressing the drop down button 4 DELTA settings in the Write DELTA group box opens the
DELTA writer options. You can chose to include some detail text and notes in the DELTA
output (see left image below). For descriptions, descriptors or categorical states the details
will be appended as DELTA comments (included in angle brackets "< ... >") to the respective
titles. The notes will be appended as DELTA comments of the corresponding summary data. If
you already generated DELTA files, the used settings will be automatically saved and you may

restore them using the option {*¥Load last write settings. Finally click button 4 DELTA
settings to close the option panel.

Pressing the drop down button ='EEEML settings in the Write EML group box opens the EML
writer options. You can chose to include a special sign for empty column values or set the
columns values in quotes (see center image below). Furthermore you may shose the column
separator (tab stop rsp. comma) an decide if multiple categorical states shall be inserted as
separate data columns. If you already generated EML files, the used settings will be

automatically saved and you may restore them using the option ©Load last write settings.
Finally click button ™%EML settings to close the option panel.
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Pressing the drop down button 1:I-]!us’eSDD settings in the Write SDD group box opens the SDD
writer options. You can chose to include translations in the SDD output (see right image
above). If you already generated SDD files ,the used settings will be automatically saved and

you may restore them using the option tJLoad last write settings. Finally click button s'-]su?e
SDD settings to close the option panel.

For all three output formats you have the option Diversity Projects metadata. If this option
is selected, additional information from the corresponding project in the linked projects and
agents databases will be retrieved. An EML metadata file (XML) will be generated that includes
the retrieved metadata and references the generated data file(s).

While SDD can handle molecular sequence data, for DELTA export these data will be exported
as text data. To preserve the sequence specific descriptor data, they will be inserted into the
text character as a special comment with the format, e.g. "#6. Sequence descriptor <
[SequenceCharacter][ST:N][SL:1][GS:-]1[/SequenceCharacter]>/". If during DELTA import
this special comment is detected, it will be removed and the descriptor will be imported as a
sequence descriptor using the given settings.

If the analysis tree includes sample data (see option Export sample data), they will be
included as items at the end of the DELTA file. The naming of those spetial items will be
<description name> - <event hame> - Unit <number>. Sampling event data will not be
included in the DELTA file.
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Export questionnaires

With this form you can export description data from the database to HTML forms. You can
open the generated HTML files, edit the data in the form and re-import the changes by using

the import questionaire data function. Choose Data -> )Export -> Export
questionnaires ... from the menu to open the window for the export.
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In the Export project section all projects of the database are shown as a tree. Select here
the project that shall be exported. In case of hierarchically organized projects the
subordinated projects will be included for export, if the Include child projects option is
checked. You may pass a description list to the form by starting a query in mode "Edit
descriptions". If all descriptions in the list belong to the same project, you have the option to
select single descriptions for export. In this case the Export project section shows the

button to switch to the list view (see below).
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Export project Withheld data
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In the Expot descriptions section you find all description titles that have been passed to the

export form (see beIow) You may select all entries by cllcklng the -'aII button, deselect all

button. By clicking the button Idyou will return to the Export project view.
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The Withheld data section allows control over export of datasets that contain entries with
data status "Data withheld". Option Supress whole description (default) excludes all
descriptions form export where at least on descriptor is marked with "Data withheld". Option
Hide withheld descriptor excludes only the corresponding descriptor data from the
description. Option Export withheld data does not exclude any data from export.

The Options section allows the selection of a Descriptor tree to determine the sequence
and selection of descriptors for output. If a structured descriptor tree is selected, the first
level descriptor tree nodes will be inserted as headers to structure the document. If option
Adapt names to headers is checked, the descriptor names will be prefixed with the headers
from the derscriptor tree. If Generate index page is checked, an alphabetically sorted index
with links to the individual description pages will be generated. You may Hide descriptor
status data in the generated forms (only visible in Web browser, not in the preview). With
options Include notes and Include modifier/frequency you can control if notes and
modifier or frequency values shall be included in the generated questionaires.

Check Include resources to include images for descriptions, descriptors, categorical states
and descriptor tree nodes in the questionnaire. In the generated HTML questionnaire the
images will be zoomed by a dedicated factor, when the mouse cursor is moved over it. The

zoom factors may be adjusted by clicking on button %(see image below on the left).
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Check Include scopes to include a section for scope data in the questionnare. The scope
values of the types "Sex", "Stage", "Part" and "Other scopes”, which may be administered in
the Edit project section, are included as check boxes. For the other scope types input boxes
will be generated, where new values may be entered or existing values may be edited. If a
scope value has been linked to a database entry, e.g. of a DiversityTaxonNames database, it
cannot be modified. Therefore only a fixed text with the reference to the target database will

be inserted in the questionnaire. By clicking on button @?:?you may decide for with scope types
an input box for a new scope values shall be inserted or if scopes that cannot be modified
shall be displayed (see image above on the right).

If for the selected projects translations are stored in the database, you may chose the
Export language. If for any element no translation in the chosen export language is present,
automatically the original text will be used. With field Language settings you can control the
presentation of floating point values in the output, in field Send answer to you may enter the
mail address to return the results. The Colors of several elements may be adapted to the
personal preferences. Finally, the Layout options Hide state no. rsp. Hide descriptor no.
my be checked to suppress the ordinal numbers before the desriptor titles and/or the state
check boxes.

Test

To check the export, click on the Test export lbutton. In the Output preview section an
empty form for entering a new item will be displayed (see picture below). The file name is
generated as <resources directory>\Questionnaires\<Database nhame>_<Project>.txt
. This default setting may be changed by editing the File name or by navigating at the target

location by pressing the ‘Zbutton besides the file name. Button @opens the formin an
external web browser.
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o
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Before starting the export, the export file name should be checked. The file name is generated
as <resources directory>\Questionaires\ <Database name>_<Project>.txt. This
default setting may be changed by editing the File name or by navigating at the target
location by pressing the ‘Zlbutton besides the file name. To the selected name the description

id rsp.

_Index" will be appended for the generated file.
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To generate the HTML files press the Start export button. During export the icon of the

button changes to G

and you may abort processing by clicking the button. Button @opens

the form visible in the Output preview section in an external web browser (see image

above).

Send reply

When you opened a HTML form in the web browser and modified data, you may download
them as a text file for database import. At the bottom of the HTMS form click the button
Download revised description (see image below). Since data collection is done using
javascript, please take care that the script is not blocked by the web browser.

Send data to: answer located at server mail.com

Download revised description Reset form

To download data please allow javascript 1n your browser!
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Export CSV

Notes:

e The Export CSV function provides a direct copy of selected database table as
tabulator separated text file. If you want to generate flles that give a strutured
overview of descriptors or description data, you should prefer the Export ... Lists or
the Export Wizard (coming soon).

e The Export CSV function requires the "Bulk Copy" tool, which is part of a local
Microsoft SQL Server installation. If "Bulk Copy" is not available on your computer, you
will get an error message after opening the window.

To export the tables of the database in the a tabulator, comma or semicolon separated

format, choose Data -> U’Export -> Export CSV ... from the menu. A window as shown
below will open where you can select the tables to be exported in sections Selection criteria
and in the Tables for export.

Export database to CSV — O >
Start export =
Tables for export Selection criteria
Annotation » | [ Include logging tables
BaseEntity Include enum tables

BaszeEntity Table_Enum

Categorical SamplingData s

Categorical State Select none

Categorical SummanyData S

gugﬁsﬁim Save table schema
ortributor

DataStatus En Save schema as XML
aStatus_Enum

Description Column separatar;

Description Scope

Diescriptor Row separator: EMDL -~

Diescriptorinapplicability

A M nmvied e b i n MW o
< >

Output directory

Expart result

Start Export

To start the export click on the Start export Elbutton. By default the data will be exported
into a directory <working directory>\Export\<database_name>. Click on the ‘Zbutton
to select a different target directory before starting export.
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Export database to CSY — | X
Start export @

Tables for export Selection criteria

[] Annotation [] Include logging tables
BaseEntity Include enum tables
BaseEntity Table_Enum S
Categorical SamplingData sl
Categorical State Select none
Categuﬁ;alSummawData Export options
g:{tﬁﬂzimn Save table schema

ributor
] S h XML

DiataStatus_Enum e

~'| Descrption umn separator: £
o ca
DescriptionScope

Deescriptor Row separatar; EMDL -~
Descriptorinapplicability

g PSRRI S

£ >

Output directony

|:tinns"-.bin'\Debug"aExpnrt'\Di'n.rersityDescﬁptinnsE_ﬂ'_E_EinW|KI| =

Export result

D:\SubversionProjekte’Diversity Descriptions binDebug Export "Diver

After export the tables are marked with green backgound, if table schema and data were
exported successfully. If only the data were exported, this is marked with yellow background,
if nothing was exported, the background is Fed. A detailled export report can be viewd by a

click on the export result file name.

Page 443



File operations

Without any database access data files may be converted in the following directions:

seiConvert SDD file: Read an XML file according to the SDD schema 1.1 rev 5 and generate
DELTA or EML files.

#iConvert DELTA file: Read DELTA text file(s) and generate SDD or EML files.

Additionally XML file check tools are available:

I check SDD file: Check if a text file is an XML file according to the SDD schema 1.1 rev 5.

ﬁCheck EML file: Check if a text file is an XML file according to the EML schema 2.1.1.
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Convert SDD file to DELTA or EML

With this form you can directly convert data from a file in XML file according schema SDD 1.1
rev 5 into a DELTA file. No connection to a database is needed for the conversion. Choose

Data -> File operations -> C Convert data file -> “4SDD to DELTA ... from the menu to
open the window. In the window click on the ‘Zdbutton to select the file with the data you

want to convert. If during analysis any problem occurs, you may click on the button to
reload the file and re-initialize the window.

S0 Consgrt SO0 file = (u] =

Flarama  |DovSubvemion Propskls Drversty Desonotions 'oin \Debog Desmy 201241 2-185dd 0ml | ':-] _:'|

s ew
Brvayem aedlives
= Frogics: Dieasiny

= b Meladata [ aul bangasgs =
« B Agens

= Deamnztivs conpepts
1 B Deacsisbors [ Chack stvings far llegal chasclan
] El'-\'.i::l.l:'l i
-+ b Destiorn

L e trarsisiors

Anabes dala 0

i S

The contents of the file will be shown in the upper part of the File tree tab page. In the
Analysis settings part you find the documents' default language. If additional laguages are
contained in the document, you may select one of them as the new language of the DELTA
file. By checking Import translations you select all additional document languages for the
analysis step. This option is automatically pre-selected if more than one language has been
found in the file. In the bottom part of the window you find the actual processing state.

In the file tree you may deselect entries that shall not be imported into the database. Use
that option very carefully, because if you deselect entries that are being referenced by other
parts of the input tree, e.g. descriptors referenced by descriptions, the analysis step might
become erronous!

Analysis

To analyse the data in the file click on the Analyse data 3 button. During the analysis the
program checks the dependencies between the different parts of the data and builds up an

Page 445


http://wiki.tdwg.org/twiki/bin/view/SDD/Version1dot1
http://wiki.tdwg.org/twiki/bin/view/SDD/Version1dot1

analysis tree in the lower part of the window. The analysis tree contains all data in a suitable

format for the final step. During data analysis the icon of the button changes to G and you
may abort processing by clicking the button.

After analysis a message window informs you if any warnings or errors occured. You can find
detailled error and warning information at the file and/or analysis trees by entries with red text
(error) or yellow background (warning). When you move the mouse curser over the marked
entries, you get additional information as tool tip or the tree node text itself tells the problem
(see examples below). By clicking on the status text besides the progress bar, you can open
an analysis protocol (see below, right).

= Descriptor trees
[1- Character applicability rules
-- Dataset scope: alB (B75135615)
-- Dataset scope: b0B (E75135614)

" Dataset scope: ':[ Parent node not found! Entry appended at top. 1
- Dataset scope: FOETE7STI06TO

=- D_esu:rig-tiu:-ns
=- :i_:"v*lc-la hederacea</i> Labil. as revised by R. Momis Aprl 8, 2006
& Scope

- TaxonName Click here to view protocol
- Mizsing reference: x1

If an analysis error occured, you are not able to proceed. You will first have to correct the
problem, e.g. by excluding the erronous descriptor in the example above (after reloading the
file). If a warning occured, it might not cause further problems, but you should take a closer
look if the converted data will be correct.

Analysis success

S0 Consart 500 file - (u] =
Flenama  |DOvSubaemmion Propskls Onventy Desonobiors 'Sin \Detog Dy 201241 2-15.5dd 2ol =y 3] i‘l
Ha s fal
Bty wellirgs
+ B Frgaes; Disatny
1 b Meladata st e = i
- B Agees
— mpen e
5 = Desenotive concepts I_I i
3 [ Deacstntors [ hasck: stvings far llegal chamclen
= Elluq:::ﬂ:l'l Tieséci
- b Desmmtiors
J ~ - Defirrions for retursl [anrguege desonplions "~
Aottt B e refeerces
T Dotaast acope- L 240648710
T I':.'ra:..'d:drpuf'. aerd nade N fownd) By aoeentded & 1o |
+ - Diatasel mcops, SITHSIRTITIE
L Wl 15
srdiial - Dotmset mcope: D3 HB3551 7124}
u--?-L EbIL settings = mophokgy myconhizal sysiem rhizomophs as slow, shor. conical sruciumes oresence-abundance
mphelecy myconhizal setem rhizomarphs as slowt, short, conioal stuchures poalton
Gerente fie = i mophekgy myconteal spatam ihizomarphe as shoed mpcorhize Foe cul geoedia with bhnl tips presencs
‘ - Sirphskegy it idl spten sapliislici oe
Tl + - Dietaset meope: WG (830617115)
[ Compeatitle cutmet 7 Dexazet moope: O HIIEGITIH
A F Oataast acope; Wig E240714263)
T sl L
A DELTA settings i Datamat acope: HH (BIREI4075)
Eanaraa ‘ ¢ - Ditesel mcopa: aH B3B3 1H
+ - Oaaset sopoe; ah (3397312651 turdl |
by ended
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Write data

Pressing the Generate file ‘button in the Write Delta group box opens a window to select
the target delta file. By default the target file has the same name as the SDD file, followed by
the extension ".dat". The Comptible option controls generation of files with most possible
compatibility to the DELTA standard. On the other hand some data might not be present in

the generated file, if this option is activated.

As an additional option you may generate file according the EML schema, which consists of a
data table (tabulator separated text file) and an XML file that contains the metadata including

column descriptions. Click on the Generate file Mbutton in the Write EML group box. The
generated file names will have the endings "_EML__DataTable.txt" and
" _EML_Metadata.xml".

Pressing the drop down button 4 DELTA settings in the Write DELTA group box opens the
DELTA writer options. You can chose to include some detail text and notes in the DELTA
output (see left image below). For descriptions, descriptors or categorical states the details
will be appended as DELTA comments (included in angle brackets "< ... >") to the respective
titles. The notes will be appended as DELTA comments of the corresponding summary data. If
you already generated DELTA files, the used settings will be automatically saved and you may

restore them using the option ‘*?Load last write settings. Finally click button 4 DELTA
settings to close the option panel.

Write DELTA
Compatible output
A DELTA settings =
Description details

Descriptor details
Categorical state details

Madifier for categorical data

Write EML +1- Descriptors

Maodifier for quantitative data ﬂ;} EML settings - ?"W
Motes for categorical data v MN/Afor empty data
Motes for quantitative data .|+ Quoted data columns

3 Motes for text data v  Separate columns with tabs
Motes for sequence data | | ¥  Separate categorcial states
Diversity Projects metadata Diversity Projects metadata

€+ Load last write settings 1) Load last write setting

Pressing the drop down button B:EML settings in the Write EML group box opens the EML
writer options. You can chose to include a special sign for empty column values or set the
columns values in quotes (see right image above). Furthermore you may shose the column
separator (tab stop rsp. comma) an decide if multiple categorical states shall be inserted as
separate data columns. If you already generated EML files, the used settings will be

automatically saved and you may restore them using the option ©Load last write settings.
Finally click button E:ﬁ’eEML settings to close the option panel.

Handling of special sequence data
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While SDD can handle molecular sequence data, for DELTA export these data will be exported
as text data. To preserve the sequence specific descriptor data, they will be inserted into the
text character as a special comment with the format, e.g. "#6. Sequence descriptor <
[SequenceCharacter][ST:N][SL:1][GS:-][/SequenceCharacter]>/".

If the analysis tree includes sample data, they will be included as items at the end of the
DELTA file. The naming of those spetial items will be <description name> - <event name>
- Unit <number>. Sampling event data will not be included in the DELTA file.
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Convert DELTA file to SDD or EML

With this form you can directly convert data from a file in DELTA format into an XML file
according schema SDD 1.1 rev 5. No connection to a database is needed for the conversion.
Choose Data -> ZFile operations -> € convert data file -> %iDELTA to SDD ... from the
menu to open the window. In the window click on the ZIbutton to select the file with the
data you want to convert. If the Multi-file option is selected before pressing the ‘Zbutton, a
folder selection window opens to select the folder where the DELTA files are located. For

muti-file processing currently the files "chars", "items", "specs" and "extra" are evaluated. If

during analysis any problem occurs, you may click on the button to reload the file and
re-initialize the window.

A& Coneert DELTA file - o *
Fdanamn  |DOSubswemsion W Fropskhe\Orverstty Descrotions 'in \Deboug \DEEMY.DAT =1
Sundng, A ¥ |_| Kt fie
Fle fres Anayal aeTing

T E|'-1.1:-:.1'.n Language | en- Englech et il

il B Dpcaptons

+ || Drsropior rolee —| gt “wvanabie” alaln

+ | Daseomor bypas

i [ Cescrpror rebabities | Check snngs for #egal charcters

T [#Descaptor avallabities
i M e descriplon i DELTA commsnts in descripticrs
+ prlincompalible dates ‘® Mowe comments to detals

+ [ Descopior headmps
# = Descopior groups

T [ Deseoptinng

_} Heep comments n descipton e

'.":1' DELTA comments in deschptors
) Move comments bo detals

) Mowe comments bo notes
"1 e ool i descspitor (e

'.'5 DELTA comments in siates
@) Mo commarta be dials

) Keep commenis n ca=goncal shale sties

Apahse cxa :‘-I

Sead e

The contents of the file will be shown in the upper part of the File tree tab page. If special
characters are not displayed corretly, try a different Encoding setting, e.g. "ANSI", and

reload the document using the button.

The Insert "variable" state controls the handling of the DELTA state "V" for categorical
summary data. If possible, a categorical state "variable" is inserted to the descriptor data and
set in the summary data, when the state "V" is present in the description data.

If the Check strings for illegal characters option is checked, all string literals that shall be
exported from database are scanned for illegal non-printable characters and matches are
replaced by a double exclamation mark ("!I"). Activating this option may increase the analysis
processing time.

In the file tree you may deselect entries that shall not be converted. Use that option very
carefully, because if you deselect entries that are being referenced by other parts of the
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input tree, e.g. descriptors referenced by descriptions, the analysis step might become
erronous!

If during reading of the files expressions cannot be interpreted, suspicious entries are maked
with yellow background (warning) in the file tree. When you move the mouse curser over the
marked entries, you get additional information as tool tip or the tree node text itself tells the
problem (see example below).

= [¥| Descriptors

+ + |soral development, in which organ

+)-[¥]soral development, systemic or local

+ + |soral development, effect on the growth of the entire or large parts of the plant

o |6d. infected inflorescences sturted/ 7. development of inflorescences suppressed <example: Ustilago hypodytes s/
+1-[¥]soral development, sterility

+  |soral development, prevented developments MNumber cannot be interpreted |

-l lenr Aetaile of 2nral nnsitinn in fAower

Analysis

To analyse the data in the file click on the Analyse data 3 button. During the analysis the
program checks the dependencies between the different parts of the data and builds up an
analysis tree in the lower part of the window. The analysis tree contains all data in a suitable

format for the final step. During data analysis the icon of the button changes to G and you
may abort processing by clicking the button.

In the Analysis settings section (see image below) you set the document's Language. You
man change the display and sorting of the entries in the Language combo box from "<code>

- <description>" to "<description> - <code>" (and back) by clickipg the button <. If you

need language codes that are not included in the list, click the # button. For more details
see Edit language codes.

The Insert "variable" state controls the handling of the DELTA state "V" for categorical
summary data. If possible, a categorical state "variable" is inserted to the descriptor data and
set in the summary data, when the state "V" is present in the description data.

If the Check strings for illegal characters option is checked, all string literals that shall be
exported from database are scanned for illegal non-printable characters and matches are
replaced by a double exclamation mark ("!!"). Activating this option may increase the analysis
processing time.

In DELTA text in angle bracket (<text>) usually denotes comments, which are by default
imported into the "Details" fields of the database. In the lower parts of the Analysis settings
you may adjust a different handling for description, descriptor and categorical state items.

e For DELTA comments in descriptions you may Move comments to details (default)
or Keep comments in description titles.

e For DELTA comments in descriptors you may Move comments to details
(default), Move comments to notes or Keep comments in descriptor titles.

e For DELTA comments in categorical states you may Move comments to details
(default) or Keep comments in categorical state titles.

After changing one of these settings click on the Analyse data J button to make the
changes effective.
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DELTA comments in states:
@) Mo commanta te ditale

After analysis a message window informs you if any warnings or errors occured. You can find
detailled error and warning information at the file and/or analysis trees by entries with red text
(error) or yellow background (warning). When you move the mouse curser over the marked
entries, you get additional information as bubble help or the tree node text itself tells the
problem (see example below). By clicking on the status text besides the progress bar, you can
open an analysis protocol (see below, right).

[J- Descriptions
&) Urocystis tritici
& Categorical
: -- soral development, in which ongan

-- soral development, systemic or local

EI soral development, effect on the growth of the entire or large parts of the plant

. B State
Missing reference; 3,7

Analysis success

. Click here to view protocol I

If an analysis error occured, you are not able to proceed. You will first have to correct the
problem, e.g. by excluding the erronous descriptor in the example above (after reloading the
file). If a warning occured, it might not cause further problems, but you should take a closer
look if the converted data will be correct.

Write data

o 12 il resararheal wrwtmen s e e danstee ! ren 3 ) Kesp comments in cot=goncal state sles
7 Denerighors !
Praisecaa s radorencas
- maphwlogy mycorfizal eystiem bengthd oo
- -maphelogy mycorizal prsem ramfizabon pressnce-tpe
- ot
| -monapodal pinnace
i - mirpdalyyranidal
Wids EML thiFotomous
q}“-‘" settings = - ~amegularty pemabe. dichobomou s
coraloid
Goirunetvilie = L pecie e
L e
Wirte 500 +-mapholegy mycortzal evstem salsce F lubeclebual
(5 Compatle ot t +-marphalogy mycorza!l system colour F uberiedke)
- - morpholegy mycorizal system bpe fpee 10 mim) momber
Ganardsfis 800 maphalagy mycommizal setem ramification indes
el Pl ehvaheem ramification noler wd
Anaiyain Sisoa
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Pressing the Generate file *?’button in the Write SDD group box opens a window to select
the target XML file. By default the target file has the same name as the DELTA file, followed
by the extension ".xml". The Comptible option controls generation of files with most possible
compatibility to the SDD standard. On the other hand some data might not be present in the

generated file, if this option is activated.

As an additional option you may generate file according the EML schema, which consists of a
data table (tabulator separated text file) and an XML file that contains the metadata including

column descriptions. Click on the Generate file Mbutton in the Write EML group box. The
generated file names will have the endings "_EML_DataTable.txt" and
"_EML_Metadata.xml".

Pressing the drop down button =;“3%EML settings in the Write EML group box opens the EML
writer options. You can chose to include a special sign for empty column values or set the
columns values in quotes (see left image below). Furthermore you may shose the column
separator (tab stop rsp. comma) an decide if multiple categorical states shall be inserted as
separate data columns. If you already generated EML files, the used settings will be

automatically saved and you may restore them using the option {*?Load last write settings.
Finally click button =;“3%EML settings to close the option panel.

White EML | + Descriptors
EL. EML settings ~ | - Descriptor tree
| Mlonordetiome

v MN/A for emnpty data

v Cuoted data columns
«  Separate columns with tabs
«  Separate categorcial states

Diversity Projects metadata

1) Load last write setting

Handling of special DELTA states

In the DELTA format the special states "-" (not applicable), "U" (unknown) and "V" (variable)
are available for categorical and quantitative characters. These states are treated in the
folloging manner during import:

o "=" (not applicable)
The data status "Not applicable" is set.
e "U" (unknown)
The data status "Data unavailable" is set.
e "V" (variable)
The data status "Not interpreterable” is set.

Page 452


https://knb.ecoinformatics.org/#external//emlparser/docs/eml-2.1.1/index.html

Check SDD file

With this form you can check if an XML file is compliant to the SDD 1.1 rev 5 schema. Choose

Data -> “HFile operations -> ““iCheck SDD file ... from the menu. After opening the
window shown below the schema files will be automatically loaded.

Y Crecie 50O Filp - u] x

File rame: || = R
[ inchude ssecfic schera sderemom

XML check © 2014-2010, Civersity Warkbench

T Corter Saaticha Naturwissenschattiiche Sammiungen Bayems
Meonger Sralle BT
20620 Minchen, Gamary

Seadng actema e SR anl

Feading schemafils SO0 TRS_UBIF_Enumlis .

Feading schema fl= SO01RG_LUBIF_ Typelis

‘Waming fer schima in fne TH paslion 4 Das ‘schemal ccation Akl wann nacht auilgeids saden
'W¥arenig for echema in lne 15 poetion 4. Das ‘schemalocsbon Atk ks noht sulgeud seden
Feading schema fi= SO0 RS_UDIF_DassFatesm

‘iaming for schema in ine 5 postion 4 Das ‘schemalocstion St konn nicht aufoeiost werden
Fiathng achems The SO0 RE_UBIF_CosOnlolgy

‘¥¥arming for schema m ne 3 poston 4 Des ‘schenelocainn’-Ainbu kan nch aufgeiiel wenden
Feading schema iz S00T1RS_ UBIF UrreanComs ..

Waming for schoma in fno 14 poslion 4:.Das ‘schemal.ociton ' Atk kann nichd adgeion sedan
Feadng sdwema fis SO07TRS_UBIF_ComEdsysons .

‘iWaming for schema n bne 3 postion 4 Das ‘schenalocstion -Sinbot kann mch aufosldst werdsn,
ffaming fior schema in line 10 postion 4: Das ‘schemalocaton™ Atinbid kann nicht afgeos weslen
Hpading adwms Tl SO0TTRE_S0H0_Ewmilh

Feading schema fie SO0 R5_S00_Typeld ...

‘¥¥ameng for schema in bne 12 postion 4: Das 'schemalocation Stnbut kamm niche aufgeios wesden
‘aming far schena in inn 13 postion & Das ‘schemal ocason” Alinbul Kanm nich? ailgeosl seeden
Feading schema fis SD0TTR5_500 ...

'iWameng for schema in bne 12 postion 4: Das 'schemalocaton'-Sinbul kanr: nch? sufgeiis wesdan

Conmpling sebema i
Schema complaton erded wih 0 emess and 10 wamings
Schwma S0D 1.1 rev. 5 nsoesshily loaded!

Bpbrechen QK

In the window click on the ‘Zbutton to select the file you want to check. The check results
will be diplayed in the center part of the window. If you generated a SDD file using Diversity
Descriptions with deactivated Comptible option, the check result may show warnings for
elements with missing schema information. You may check the option Include specific
schema extensions, then the Diversity Descriptions specific schema definitions will be

included. By clicking the reload button or selecting another file you can start a new check
(see image below).
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Check EML file

With this form you can check if an XML file is compliant to the EML 2.1.1 schema. Choose

Data -> CFile operations -> EdCheck EML file ... from the menu. After opening the
window shown below the schema files will be automatically loaded.

B crock EMIL file - o g
File rame: || : .5-_i ?] ﬁ
XML chiack ® 2014 1M 8. Doy Warkhonch S

I T Conber. Shaaiiche Navorwmpenschsftiche Sanmmiungen Bayeme
Memnger Srale 7
Z063E Mirchen, Gemars

Fmadmnig schema fis EMLET ! _sml_scoess .

‘i¥aming for schema in line 7 postion 4- Das ‘schenalocation St kann nichi adfoekist werden
\Waeming for achema infne 9 podtion 4 Das ‘schenalocation Bt ko nicht adgekial wrdan
Fieadng schems file EMLZ1 T _aml_atinbute ...

‘fWarming for schema in ne 3 postion 4 Das '!d‘EﬂHLDCMIm “Biiriout karn nicht aufoeiSst werden,
‘faming fior achema in ine 4 postion 4 Das ‘schena Location Sribut kaon nich] aufoeiost wendon
‘¥areng lor echema in e b poation 4 Dae ‘wchen al acaton-Airbul b aon rch] :!J';l:luul weran
‘iWarming for schema m bne G posbon 4 Das ‘schenalocaton’-Sinbul ke nich aufgelcst werden.
ffaming for schema in kne 7 postion 4 Das schenal ocmionASrbut kan nicht afoeiist werden
‘arming for schama in ke 8 postion 4 Dae ‘schesa Locslion Stribul kann nichl aubgskel werden
Feading schema fis EMLETT_sml_consirerm ...

'iWareng for schema i bne B postion 4 Cas '!dtﬂaLn-calm -Biriout ke pich aufosiist werdsn,
‘Waming fiar schema in fine 11 postion 4 Das ‘schemal ccation ™ Atrbut anm nickd afgeisl wesdon
Seaiing acwing fke EMLTTT_smi_covarags

‘WWareng for echema m e J postion 4 Das ‘schenalocsion’-Snbol ke nch sufosidst wernden,
Wraming fier schema in ine 4 postion 4 Cas ‘schemalacaiion'- St kan nich sofgelist werdsn
‘Waraing fer schama in e & poation 4 Dae ‘schesalacslon Al kam nch) afgalal wenen
W¥aming for echena m ne B posbon 4 Das 'schenalocstom-Sinbul kern mchi afgelod werden
‘W¥ameng For schema in Ine T posiion 4 Das ‘schenalocaton-Snbul kann nich aufgelid werden,
Seading achena the ML oml_dalased

Warmung o echena in e 3 podion 4 Dae schen abocslon-Mirul ke mchi afgebie weiden
'W¥aming for schema i lne 4 posion 4. Das ‘schenalocaton'-Mnbul ke nich aufpelcst werden,
‘{¥aming far schema in Ine & postion 4- Das-‘schemalacmion-Srbot kann rich s fgelést werdsn.
Wiaming lel schana in ing b pealion 4 Lae sches g Localon Skl ke nchd sofgeicel wardan
‘Wearng for echemna m lne 7 posbon 4. Dae ‘schemalocsion Skl Karm nch aufgeice werden.
'f¥aming for schema in lne B postion 4 Das 'schemalocaion-Stnbul kann nicht aufgeiist werdsn,
‘iaming for schema in fne 9 postioni 4 Das ‘schenalocsion” bl kann nich! afoskist werden
Wraming lor echena in lie 10 peeticn 4. Das 'wchiemalocaion 'Skl e nacht cl.l'gwd it
'{¥arming for schema m ine 1] pozbion 4. Das ‘schemalocaton -Atnbed ke nchs sulgeios seden
‘#aming for schema in lne 12 postion 4: Das ‘schemalocaton -Attrbid kann nichs aufgeidst wesden
‘Waming for schama in fne 73 pestion 4 Das ‘schamal ccaon “Allibul wann nicht ailgeios segdan
‘Wiarmeng For schema m lne 14 posdion 4: Das ‘schemalocaton -Alinkaud ke ncin sulgeiid seden
'¥aming for schema in lne 15 postion 4; Das ‘schemalocaton-Attnbut snn nicht sufgeids wesden
Seadng achema ke EMLZ11 eml_data Table

‘Warmng lor echema in bitg 11 postion 4. Oas ‘sctemalocabon Al ke nchl audgeod waskn
'i¥aming for schema m bne 13 postion 4: Das ‘schemaloceton -Ainbul ke nchs sufgeiod weden
i¥aming for schemn in kne 15 pastion 4: Das ‘schemal ocaton -Attnbut kann nicht aufgeidst wemden
Waming for schima in lina 17 poslion 4 Das schemal ocation Skl kanm nicht ailgecs weden
'{Warmeng for echema m ne 13 pogbion 4. Das ‘schemalocsbon'-Alinbul e nicht sulgeiod seden
Feading schemae T EMLZ1!_aml_documentation .

‘iaming fior schema in fine 8 postion 4 Das ‘schenal soalionStribot karn et afoeinal werden
Seaing sidwing lke EMLITT_smi_seidy

‘iWareng for echena m ne J postion 4- Das ‘schenalocsion’-Snbol ke nch sufgsldet werden,
‘ffaming far schema in Ine 4 postion 4- Cas ‘schemal ocstien'-Strbut kann nick s fgelist werdsn -

Bpbrechen QK

In the window click on the ‘Zdbutton to select the file you want to check. The check results

will be diplayed in the center part of the window. By clicking the reload button you can
start a new check (see image below).
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Cache database

The cache databases for DiversityDescriptions are designed as sources for preformatted data
for publication in e.g. public user portals like GBIF. The cache database by default has a name
corresponding to the main source database, e.g. DiversityDescriptionsCache and is located on

the same server. By itself it is the source for the data in *Postgres (Version 10 or above)
cache databases located on any Windows or Linux server (see image below). An overview for
the basic steps is provided in chapter Basic steps for publication of data via the cache
database.

i )
.l'l’.rnl

’ Project

T Taxa

Sources
for taxa

Sources
for spec.

Generating the cache database &

To create a cache database you need to be a system administrator (s. Login administration).
The creation of the cache database is described in the chapter Creation of the cache
database.

Projects 1

The publication and transfer of the data is always related to a local project M. Every local
project has its own database schema containing the data tables etc. The metadata are
defined via settings in a DiversityProjects database. The Projects module provides a stable
identifier for each Project. The basic address has to be set in the Project module (choose
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Administration - Stable identifier ... in the menu). Please turn to the module DiverisityProjects
for further information. The metadata will be transferred into a table in the cache database.
For further details see chapter Projects in the cache database.

Collections, references, taxonomy and other sources

As well as data from DiversityDescriptions, data from other modules like DiversityCollection
containing specimen or observations, DiversityReferences containing citations and
DiversityTaxonNames containing the taxonomy, including accepted names and synonyms are
transferred into the cache database and may be retrieved from the local server or a “Zlinked
server. The data of these sources are stored and transferred independent from the project
data.

Page 458



Basic steps for publication of data via the
cache database &

1 - Create the cache database é

To create a cache database as shown in the chapter Creation of the cache databasee you
need to be a system administrator (s. Login administration). After this step the cache
database should be available and you can create a Postgres database as final target of your

data.

2 - Create a Postgres database ¥

The final formatting of the data e.g. for publication via webservice are performed in a Postgres
database. If no server providing Postgres is available, you may install Postgres on your local
machine (see https://www.postgresqgl.org/ for further information). The creation and
administration of a Postgres database is described in chapter Administration of the Postgres

cache databasess.

3 - Insert sources for taxonomic names, collection specimen, references etc.

This step is optional and depends upon the availability of a source for e.g. taxonomic names.
You may either use sources from your local server or the public available sources provided by
tnt.diversityworkbench.de (turn to http://www.snsb.info for further information). The needed

settings are described in chapter Sources from other modules.

4 - Insert a project G

The data published in the cache database are organized according to the (local) projects. Add
a project as shown in chapter Projects in the cache database. Check the Mapping of IDs in
the source database and make sure that the data within this project are not withheld from
publication and that the ranges you want to publish are set properly (see chapter Restrictions
for the datatransfer into the cache database).

5 - Transfer the data "

The final transfer of the data is described in chapter Sources for other modules and chapter
Transfer of the data.

6 - Publish @ior export #the data

To export the data or prepare them for publication according to the specifications of
webservices etc. the data frequently need to be formatted. This is done with packages as

described in chapter Administration of the Packages.
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Create the cache database &

To create a cache database you need to be a system administrator (s. Login administration).
To create the cache database, choose éData -> Cache database .... from the menu. If so
far no cache database exists, you will be asked if a new one should be generated. After the
generation of the cache database a window as shown below will open.

£ Coche database - o W

i 5 Undatm and Sources | Transfer all deta according to the settings b - || (3 (2

_-|:' Drrweity Deecnpbors_LIAS i ﬁmmmmmﬁmy-xs B n Ta corwecled
Curert wersiorr: | 00,00.00

(T M |07.00.00

Froject defmtiors: (Mol defined

Click on the Update ﬁbutton to update the database to the latest version. A window as
shown below will open. Click on Start updatee ﬁto execute all the scripts needed for the
latest version of the database.

‘5 Update database - | #
@0 Uipdate the database DiversityDescriptionsCache_LIAS to version 01.00.00 (=]
S0L sedpl 1
Fom 00,0000 to 01.00.00 Protocal
. it . 5
b ?':;e San updste i L] :‘gu

You may now continue with the Administration of the Postgres cache databasess or insert
Sources from other modules. Anyway, close and re-open the cache database window before

you insert Projects in the cache database.
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Sources from other modules

Currently not yet supported!
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Projects in the cache database

The data transferred into the cache database are always transferred according to a project

they belong to. Choose éData -> Cache database ... from the menu and select the tab @
Projects. If no projects were added so far the window will appear like shown below.

B Cache database - O =

Transfer all deta according to the settings b - i (3 )

¥y Updaes and Soirces I.'a Fropects
Pregecta publishad va tw cache databass and the cument peslges databass _ b K Mo orwecied Add proeet +
Drversty Desonptiors_L1AS + vty DwgonphonsCache L1435 &2 v Koicorecied F =4 Pacsges

To add a new project for the transfer into the cache database, click on the Add project %+
button. In the area below a new entry as shown below will appear. The area on the right
shows the number of datasets in the project in the source database together with the date of
the last update. To ensure the separation of the data between the projects,
DiversityDescriptions creates a separate schema for every project named Project_[name of
the project] together with needed roles, tables etc..

LIASlight [] @ S 100:00:00 EE
13827 datasets ¥ Modata _j
Last update: D E -
15.03.2020 14:13:31 L

0datasets withheld @ X [, Update (V. 1) ¥5 View content g =

Before transferring data you have to update the project schema to the latest version,
indicated by the appearance of an update button 5. Click on the button to open a window
as shown below. Click on the Start update ﬁ*button to update the schema to the latest
version. For adding a project and performing the database update you need to be a system

administrator (s. Login administration).
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After the update the database is ready to transfer data into.
3 Coche database i O k4

5 Updas and Srirces [ Fromcis

Progects publshed va the cache databens ard the cument pestgres databass

DrverstyDescrnptiors_LIAS # DirwerstyDesonpbonsCache_LIAS
LIAShght |:| Ejsmmr.
13827 mtmemis W N deta
Lt et
79,03 2020 141331 iy EI
O dnsets wibheld @ < o, Vorsion 1 o Wiew cantan

=l ke B Mot correcied
42 v Hotcorecied

CE LIS

1 W Nolconnsched

Transfer all data according to the settings ke - i (5 £

Ackd provec o
= Fackages

Wiew coilin = [
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But before starting the cache transfer you should take a look on the ID mapping, data
withholding and data restrictions. The first two items are stored in the descriptions
database, the latter in the cache database.

With the ID mapping you can determine how description items, descriptors and categorical
states shall be identified in the cach database and how changes are handled in subsequent

cache transfers. Click on the IDbutton to edit the ID mapping behaviour for the data of the
project (see below).

ID Mapping of IDs >

Adjust handling of 1D values for project
"LIASlight ™

Keep fised 1Ds after first export
Take "IID" from "AID" field

Abbrechen QK

If any descriptors are marked with the data status Data withheld, you have the options to
exclude the whole description the export, to hide only the marked descriptor data or to export

the whole dataset. Click on the @button to edit the data withholding behaviour for the data
of the project (see below).

4% Withheld data X

Adjust handling of descriptor data status
value “Data withheld” for project
"LIASlight™

() Export withheld data
() Hide withheld descriptor
(® Suppress whole description

Abbrechen QK

Besides the restrictions in the source database, you can set further data restrictions for this

transfer. Click on the %button and choose the data restrictions for the cache transfer (see
below).
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E Transfer filter

Transfer filter settings for project LIAShght i)
= Descriptions $I Descriptors 6 Scopes
+ Add filter tem  * Remove filter item

B C Descriptor | v|* No: [ _”f..
& E Categorical stales ,& D Dala status
m no E ireer D_l".- be checked
= D Mot to be rmcomied
= M y= [:] et D'I-'-: applicable
[IData unawvailable
[ ot interpret shle
[OData withheld
[IMizsing data

Project: LIASEght SELECT [Description].id FROM [DiversityDescnptions_LIAS].[dbo].[Description] WH  Matches: 10805

—

To transfer the data you have 3 options as described in the Transfer chapter.

Afterwards the number and date of the transferred data are visible as shown below.

LIASlight [] @-&I 000000 EE
13827 datasets ¥ 10805 datasets lji
Last update: ID b Last transfer: nr$
15.03 2020 14:13:31 2020-03-27 10:02:06 -

0 datasets withheld § < gf Version 1 . \View content g =

To inspect the transferred data use the View content #button. A window as shown below
will open where all tables containing the data of the project are listed.
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Click on the Tbutton to filter the content. A window as shown below will open. Choose the

column for the filter, the operator (e.g. =) and the filter value (see below).

Py Set filter O X
Set fitter
- [~
¥
Abbrechen 0K

Now click on the Tbutton to add the filter criteria to the table filter. You may add as many

criteria as needed (see below). With the Ebutton you can clear the filter..

Abbrechen

TPy Set filter O X
Set fiter

| DwbURI ~| |8 v|| | %
WHERE DwbURI 15 NULL -

oK

47 Content of cache database DiversityDescriptionsCache_LIAS = O .
B3 Deta i schema Prject_LiASight Max fems:| 1008 Tota:| 195052
Tables | Views =
|CacheBate %_w_ _ScopeType  Scopefleme  DwbUF
|Cacheltem 16622 TaxonMame Stngula katoken... |htip:/id.snebinf..
[Lache 5 15623 | TamonMame Dladonia ansenn. . | hitp://id ensh inf |
mﬁﬁﬁw 5 15648 |TasonName | Tephromela thizo. .. |http.//id snsbird .

T 15645 Tq:nnﬂmc Bagicttos quame._. | http.//id snab irf .

3 15625 (TaxsnMame | Menagazsia nom... | i //Ad ansb .

3 15626 [TanonMame. | Redkrmgraphans:... |t Ad wbi it

10 15650 -Taxunﬂanu .faap@'mrium wal... | hiip://id.snsb anf ..

" 15651 TaxonName Catapyrenium pyr. | hiip.//id snsbinf .

12 7450 TaxonName Rinodina athalln, . | it d sneb nf

13 7451 | TaxonName | Rinoding aurantia... |http//id snsbird .

14 7452 (TaxonMame | Rinodina badiexs.__ | hitn://id ansb .

15 7453 [TaxonMame | Rinodina belade. . |Hip-//d anabird

16 7454 |TaxonMame | Rinodea boukder... |Hip-//id nsb.rd.

17 Fahh Taxonlame Rinodina calfomi . | hitp//id.snsb onf_.

L e [ Fanontiame Finodvia casans. |/ Ad swad...

Before you can transfer the data into the Postgres database, you have to connect Wio the
Postgres database and click on the Mbutton to establish the project and run necessary

updates % . After the project is established and up to date, use the ¥ button to transfer the
data in the Postgres area (see below).
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If a project is exported into another WPostgres database on the same server, these
databases will be listed underneath the Postgres block (see image below). For an overview of

all target Postgres databases click on the =% button.

If the target is placed on the current server, the text will appear in black (see image below).
Packages will be listed for the other targets as well.

In the t:lmPostgres database you can install packages @ito adapt the data to any needed
format.
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Mapping of IDs for the data transfer into the
cache database &

In the Diversity Descriptions database the main tables Description, Descriptor and
CategoricalState have a numeric "id" as key, which is set by the MS SQL server when the
dataset ist crated. All relations between the tables are set by using these unique values. For
various reasons those internal IDs are not seen as suitable for all purposes of the cache
database. Therefore a mapping of the internal IDs is performed before the transfer of data to
the cache database.

Default mapping

The default mapping of the IDs is mainly oriented on the way the states and characters are
identified in the widely spread DELTA standard:

e Descriptors are humbered starting with "1" in ascending order and transferred into the

cache database table CacheCharacter. The order is determined by the descriptor
parameter "display_order" and the alphabetical order. The original "id" is stored as
"CharID" in the target table, the descriptor humber as "CID".

¢ CategoricalStates are humbered for each character starting with "1" in ascending
order and transferred into the cache database table CacheState. The order is
determined by the categorical state parameter "display_order" and the alphabetical
order. The original "id" is stored as "StateID" in the target table, the categorical state
number as "CS".

e Since the categorical state numbers ("CS") are not unique, each state is identified,
e.g. in a description item, by the character and state number ("CID", "CS").

e Descriptions are numbered starting with "1" in ascending order and transferred into
the cache database table Cacheltem. The order is determined by the alphabetical
order. The original "id" is stored as "ItemID" in the target table, the description number
as "IID". As an alternative the "IID" may be derived from the field "alternate_id" of the
"Description" table (see following section.

The mapping data are stored related to the project in the tables CacheMappingDescriptor,
CacheMappingState and CacheMappingDescription of the original database.

ID Mapping adjustment

To set the mapping adjustments, click on the ID button (see below).

LIASlight [] \E} S 100:00:00 EE
13827 datasets ¥ MNodata _j
Last update: ID E -
19.03.2020 14:13:31 -

0 datasets withheld @y X gy Version 1 View contert g =

A window as shown below will open.
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ID Mapping of IDs >

Adjust handling of 1D values for project
"LIASlight ™

Keep fised 1Ds after first export
Take "IID" from "AID" field

Abbrechen QK

If no option is selected, the default mapping algorithm described above will be performed for
every transfer to the cache database. Any changes, e.g. insertion of a descriptor or
re-arrangement of categorical states, will affect the "CID", "CS" and "IID" of the cache
database.

If option Keep fixed IDs after first export is selected, the default mapping algorithm
described above will be performed only for the first transfer to the cache database. Any
changes, e.g. insertion of a descriptor or re-arrangement of categorical states, will NOT
affect the "CID", "CS" and "IID" of the cache database. New elements will get a number higher
than the last one present. If an element is deleted, this will result in "missing" numbers in the
cache database. Pure re-arrangements will have no effect.

The last option Take "IID" from "AID" field only affects the description mapping. By default
the descriptions are numbered in alphabetical order. If this option is chosen, it is tried to use
the field "alternate_id" ("AID" in the GUI) as item number. Preconditions are that the "AID" is a
pure number and that the values are unique. If the "AID" is not supplied or an alpha-numeric
string or if the number is already occupied, a new ascending value will be set. By using this
option a foreign numbering scheme may be used for the cache database.
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Restrictions for the data transfer into the
cache database &

The restrictions of the published data are defined in the Fmain database via local projects A
and data withholding @ In the ﬁcache database further restrictions can be set for every
project. You may set a filter on description data to restrict the §E§Descriptions, select the
b5 Descriptors and the @Scopes that are transferred.

To set the restrictions, click on the 5 button (see below).

LIASlight ] .3] Su 00:00:00 EE
13827 datasets ¥ MNodata _j
Last update: ID E =
19.03.2020 14:13:31 -

0 datasets withheld @ > % Version 1 View content p=

A window as shown in the following sections will open.

:ZDescriptions tab

The §3§5§Descriptions filter works mainly the same way as the Extended query. Use button %
Add filter item to insert a filter item, select the descriptor and set the filter conditions. With
button ==Remove filter item you may remove the currently selected filter item. In the lower
right corner Matches: shows you the current count of description items that match the
adjusted filter criteria. In the center part the resulting SQL filter is shown.
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% Transfer filter = - =
Transfer filter settings for project LIASlight i

£= Descriptions §% Descriptors 8 Scopes

o Add filteritem > Remove filter item

% Gl PR |5 =cord] release <permission statEment > v|* No: [ v
& [ Categorical states [] Data stahs=
Qo e Lintsms
r s |:| Not to be recorded
= r_] o [—] i D'I-'-: applicable

[IData unawvailable
[ Not irterpretable
[OData withheld
D Mizsing data

Project: LIASEght SELECT [Description].id FROM [DiversityDescnptions_LIAS].[dbo].[Description] WH  Matches: 10805

e

* Descriptors tab

With the % Descriptors filter you can select the descriptors for which summary data shall be
transferred. Use button the arrow buttons <<, < , > and >> for moving the entries

between the Not published and Published list. Click button ¥ Transfer existing to move all
descriptors that are used within the database to the Published list.
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& Transfer filter - O b4

Transfer filter settings for project LIASlight fiti)
£% Desciptions | ¥ Descmpions | ) Scopes
Descripior data trangfered into the cache database # Transfer exigting

“Scopes tab

With the @Scope filter you can select the scope type for description scopes shall be
transferred. Use button the arrow buttons < and > for moving the entries between the

Not published and Published list. Click button ¥ Transfer existing to move all scope types
that are used within the database to the Published list.
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&y Transfer filter

£ Descrotions §% Descrpton [ Soopes |

ope types ranserd o the cache daaba
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Maintenance

To open the maintenance form choose Administration -> ¥Database ... -> &
Maintenance ... from the menu. The maintenance form offers functions for evaluation and
update of multiple datasets that can hardly be achieved by the regular editing options, which

focus on a single dataset. Currently the functions ﬂSyncthnize databases, @U_p_d_aﬁ
description scopes, HUpdate resource data, “=Maintain descriptor trees, %% Maintain
descriptors and £ Maintain descriptive data are available.

£ Maintenance - DverstyDescrptions, Database Dweesdylescrabons Test o 32T o (] ks
o @ e BB
10 Simchrcnie cmakenes | @ ndate casciption acopes 8] Ljdat resniece data S Mainain deacripldtmes T Mairain chscriples | £ Maitain dscipiua ddda
L

Cvnchonps the cached data n dependent daimbases wih the orgnal soums
.EID;IEWQ-..?-TW mi oaprsans. <> Colier '.."_ : o Gae T mr' I ..vl:-:FI:f.uﬂE:_g.'?_ﬁﬂunhh
e e A

Tanoezemy dalabasa:

[ Featurgenn |
Desscaiptions project:

| oy of Meain gt ~|
Finer test

With the button & you can set the timeout for critical database queries, with the button ®
you can set the timeout for web requests used within maintenance. Feedbacks can be sent

with the button £,
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Maintenance - Synchronize databases

To open the maintenance form choose Administration -> ¥Database ... -> &

Maintenance ... from the menu and select the nSynchronize databases tab. With the
maintenance functions you can update values cached from other modules or external
webservices. Entries in Diversity Descriptions can be linked with several other modules of the
Diversity Workbench, e.g. by the Description scopes. If you link a data source to another
module, the URI of the data set in the other module together with one or several cached
values will be stored in Diversity Descriptions. Due to changes in the source modules these
cached values may differ from the original values. To get the actual values you can use the

synchronize functions for BXtaxonomic names, Mspecimen and observations, @ geographical
names and Edlreferences. Additionally c;;'broken links can be searched an repaired.

B Maintananes - DivarstyDescrptions, Datakase Duerstylescratans Test v 3027 TE o B
TN VAT 1)

V] Symcrwonize cosbhases | 5 Udate descipton scopen BB Updabe msouse data 5 Mainlan descriploriees 55 Mantain descrilom | £ Matain duicigiue dds

Syrcrronms the cached dete n deoendent delsbases win the oogna soums (]

) P T M| Desorons < Cobecoon @ Descrphions <o Garstteers [} Desmonions oo Belemnces o7 Broken bnfes
Fymchronoe tasonomic names knked 10 an exdemal dats suoe wmm:mam

Tanomaemy dalabasn:

| It Furgonim ~|
[escriptions project:

[ Eoy of Main prejact ~|
Fiter test

Commonly used database synchronization options

In the sub-panels several commonly used options and controls are available. First the source
database must be selected, where the referenced data are stored. In the example shown

below this is the Taxonomy database. Click on button *@‘to open the connections
administration form where you may connect missing databases. The second parameter that
has to be specified is the Descriptions project that contains the datasets which have to be
checked or updated. If datasets of Diversity Descriptions are not yet linked to another
module, the project of the source database may be specified (Taxonomy project in example
below).
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Taxonomy database:

Diversity TaxonMNames_Insecta -
Taxonomy project:

GEOLnames -
Descriptions project:

Test DeltaBig -

By starting a query (button ™ Check for differences, Check for identical names or Start
check) you will get a result list of database entries that can be updated (see image below).
In this example the first result entry represents two datasets in Diversity Descriptions
(column Number). In column DescriptionIds the range of the affected database internal IDs
is shown. You may select or deselect single entries of the result list for the database update
in column OK.

TaxonMame in Mame in e
QK Dezcrigtions Sl Description|ds Mumber
v N superam. A1 772 [Superfam. A] 577305- 577401 |2
Acheta 772 Acheta 577305 1

The size of the query result list may be adapted by changing the value Number of results or
unchecking this option to get the complete list (see image below). If datasets of Diversity
Descriptions are not yet linked to another module, the query in Diversity Descriptions may be
restricted by specifying a value in the field Restrict to names starting with. You may select

Select all rsp. [ select none.

[¥] Number of resutts: |40 |2

b

[¥] Include description 10s

I Inspect dataset ,PI

I Check for differences ﬂ]

2 differences to
Diversity TamonMames_Insecta1 found

| Select all )

[ Select none '_]

If you select the option Include description IDs the button Inspect dataset P will be

shown. By starting a new query (button ﬂ) the result list will now include the columns
Description and DescriptionID instead of DescriptionIds and Number (see image below).
Furthermore each dataset entry will now be shown in an own result line. By selecting an entry

and clicking the button Inspect dataset ci;;you may directly navigate to that dataset.

QK Eﬁg;?ﬂrﬂz i %E'xn;?_l :‘Sam i Description Description|D
3 [Superfam. A] 777 [Superfam. A] si{tAndropogonyi0y | 577305

[Superfam. A] 777 [Superfam. A] Yi{Anisopogonsi0d} | 577401

Acheta 777 Acheta ilindropogon®i0f | 577305

Page 476



Maintenance - Taxonomic names

To synchronize the entries for the taxonomic names derived from the module

DiversityTaxonNames select the t]Synchronize databases tab and choose the tab X
Descriptions <-> TaxonNames. There are two ways to synchronize taxonomic names. You
may either Synchronize taxonomic names linked to an external data source for entries
where the link to a taxonomic database is already established or you may Synchronize
taxonomic names missing a connection where no link is established and you can query for
identical names in one of the databases. The meaning of some generally used controls is

explained in the introduction page of database synchronization.

Synchronize taxonomic names linked to an external data source

The taxonomic names are stored as field "label" of table DescriptionScope, where the scope
type TaxonName is specified. Select a taxonomy database and the descriptions project that

Check for differences ﬂ] button.

shall be synchronized. Start the query with a click on the

&b Maintanance - MvarstyDescnptions, Databese DwoestyDescrabons Test w 3L2T = u] .
[ete @ we B __'l_g

R Simchonue Goabanes | @ Update debcipion acopes (8] Upduta ki data T Mainian descriloitees % Martan deserplon | £ Maintain dascapiie dats

Syrcrronos the cached dets n dependeT deisbases wih e orgnel soums [‘ﬁ'l

Bt Desconam o Tamntlemes M| Descapons <> Collecaon '.MWH!:‘JGHHIEHI [ Desiotiors o-» Aefererces ¢ Broken bnks
Synchronize tasanomic names ke 1o an edemal dats souse erﬂ:mam

Tanomomy dalabasa: Lok Tasoribame in Hame i s it .
| Dissornity Taentsrmae_tnamcta -] i e Tauganis g

|[5t.pﬂiu11 N 5??305 a0l - Z WI&WMNHMMHBW

iTEmmDawB; pject: | A [achea7? 577308 1 | o ccalont Tesmn Nasves mecta /50001139
£l ~

Frertest:

Bl Muroer of sty [0 =]
] brocatie dhessisioaion 10w

| Check for differences §

2 difterences o

Dmemmfmnd

| Select il I
| Start updale %

Start update ¥5

The form will list all differences found. To update the database click on the
button.

Synchronize taxonomic names missing a connection

Select a taxonomic database, optionally a project within this database and a project in the
descriptions database to search for identical names. Start the query with a click on the
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[ eckiasideniival pomes H] button. You may either restrict the search to an exact match

(= Compare whole name) or to the first parts of the name (= Compare first parts) as
shown below. If the names do not match exactly, you may either update the name (= Update
similar name) in the descriptions database or import the name from the DiversityTaxonNames
as a new scope (= Insert as new name - see options in the window depicted below). In the
result list only matching names will be checked (column OK). The other results will be marked
indicating the difference. Yellow indicates a difference in the authors while red indicates
differences in main parts of the name. To use these similar names check themin the OK
column.

&b Maintenance - DivarstyDescnptions, Databese DwarstyDescrabans_Tet o 3027 = i W
CONETE 1

%1 Symohwonoe cotshenes 5 Upidati descaton acopen | ) Lpditi resaiems dala 5 Maiiain deecriplodimen %5 Maniain descriplions | £ Maintain desceptin dals

Syrchrords the cached deta 1 deoende. detebases wih the oronsl soume ['!I']

'ﬁ Dul.n'mu;un-..:-Tmﬂmﬂ. I Cescapsons <-» Coliecton .wﬂ:;m i} ijFE_TMl_¢'9mm
i e & i

i;il;wT:::af_n.- Maacta vl -] 21l E;Fﬂ e I = i
= htip:locahuost Tasortlames_insscia 5S4FTH44
Tasononmy preject
I |
Desscriptiona project:
| TanDonabsy ]

) Coopars whoks nate

) Corpae it pars 4 +
# lre=t as new name
Ll g amdar hanes
Rk, ~|
Resstrint ba namea sarting wit:

=] Mumber ol mwita: (80 3]
] ke descsiotion iDs

e o Dvere Teniomes_mecta

Sekctsl 9
Sekctrone T

[ Start updale %

The form will list all matches found. To insert the links to the database click on the
| Start LII"':'i'"*§|button.
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Maintenance - Collection

To synchronize the entries for the specimen or observations derived from the module

DiversityCollection select the ﬂSynchronize databases tab and choose the tab [l
Descriptions <-> Collection. There are two ways to synchronize specimen and
observations. You may either Synchronize entities with a link to DiversityCollection for
entries where the link to a taxonomic database is already established or you may
Synchronize entities missing a link to DiversityCollection where no link is established and
you can query for identical names in one of the databases. The meaning of some generally

used controls is explained in the introduction page of database synchronization.

Synchronize entities with a link to DiversityCollection

The specimen and observations are stored as field "label" of table DescriptionScope, where the
scope type Specimen or Observation specified. Alternatively the field collection_specimen of
table SamplingUnit can be updated. Select a collection database, the descriptions project and
the scope type that shall be synchronized. Start the query with a click on the

Check for differences ﬂ] button.

The form will list all differences found. To update the database click on the | s L“"h"’5|
button.

Synchronize entities missing a link to DiversityCollection

£ Maintanarce - DwerssyDescnptions, Databese DuerstyDescrabons, Test v 3027 = u] =
(o @10 B

%1 Symebronios cotabnes | Upidate debcdptin acopen 8] Undste rsaus data. 5 Mairtain descriplortmes % Maintain descriplins | £ Makntaln dasciptu dila

Synctroros the cached dats n decendes deiabases wih the omgne’ soums [#]
"B Desononions < Tawonbiames (W0 O = Cobechoy (@8 Descry w3 G [ Desspnions o-» Refermnces 7 Broken bnics

Symchronms emtes wih 2 ink 1o DeverstyCollechon g,mmmnﬁmmm

Ciflection dalahase: | Chserszvonin Namein =

: HOK Cadartin Dweciptonk  Mumbsr  Link lo Cobection

| Divernity Cobaction_Wimahopn ~| ] Db fptioi e : f

7 5TT0-57305 2 i Hocaieet Collecton_\Workehep /524755

Deseriptisga projecs:

| Tasibietakig

Desyorintions table

| Desription senpn

Scope type:

Ifhuuvﬂhn

Fiter test
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Select the collection database, optionally a project within this database, a project in the
descriptions database, the descriptions teble and the scope type Specimen or Observation to

search for identical names. Start the query with a click on the
button. To use these similar names check themin the OK column.

& Maintenance .« MvaratyDescrptions, Databese DwarsdyDescrabons_ Test w3027 - 0 »
[ @0 BB

%1 Sinchvonie dshanes | 5 pdata descpion acoee 5] Updaterasuns data T Mainan deciiorineg 5 Maaain deseriplon | 552 Maintain dascopiug dala

E'Dmthm._P n T — '.!‘ : a3 Gz M Deam: _.p.,ph_:[mﬂ._""’mm

Symchronie erstles wih 2 ik fo DiverafyColection . Symchmonzs eines mmang 2 bk s DverstyCollecion

Codhection dalabase;
| DivarsitCicbaction_Womahop

Caliestinn pregent

Diesscriptions project:
[Taniitabs

o Select the praject h

in

Scope hype:
|5p|d11-|

The form will list all matches found. To insert the links to the database click on the
| Start L""h":ﬂ|button.
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Maintenance - Gazetteers

To synchronize the entries for the geographic places derived from the module

DiversityGazetteers select the t]Synchronize databases tab and choose the tab &
Descriptions <-> Gazetteers. There are two ways to synchronize geographic names. You
may either Synchronize places linked to DiversityGazetteers for entries where the link to
a gazetteers database is already established or you may Synchronize places missing a link
to DiversityGazetteers where no link is established and you can query for identical names in
one of the databases. The meaning of some generally used controls is explained in the
introduction page of database synchronization.

Synchronize places linked to DiversityGazetteers

The geographic names are stored as field "label" of table Description scope with the scope
type GeographicArea or in filed "geographic_area" of table SamplingEvent. Select a gazetteers
database, the descriptions project and the descriptions table that shall be synchronized. Start

Check for differences ﬂ] button.

the query with a click on the [

£ Maintanarce - DwerseyDescnptions, Databese DuarstyDescrgbans Test v 3027 = u] =

% Synchvonioe damahanes 5 |date de betphon scses B Updati ek data S Mt deeerpler e 9 M descrelon | B Maictain descaptug dala
Swnctroros the cached date n decendes deiabases wih the omgne’ soums [";'l

"B Desonptions o Taonbiames (M Descrpsons o Coliecnon @ Cescrptcne < Garsteens [l Desoripoona o> Redermrces . o7 Broken ke
Synchvonie places wih alnk i DiverstyGazeteers Synchroios plases missig 2 ik o DussstyGazeneem

Garaitoan database | ok Gevgranhicfres in Descriphions Mape in Garetines Descriptionids tomber Link 1y~
[ ety Bazaorn <[ fw Hﬁwi‘&. Baviaia, Mieka Bichalall, Wallaalton | Gamany. Bavaria. Kk Eicholan, Wellsditlan | 575058 i Fitp /|
Nsesplissarrirgact | B2 |Germary. Havaria. Mirkhen? “Gemany. Bavara Marchen ksl 1 i
| TaesilietaRig 1,,| ! B | Gamary. Bavaia, Otatapan Marchan® Geemary. Bavate. Dhadayam, Morchen EMNTT-5TEIEY |2 Fitp A

Desyesintions tabie
| Deazsiation acapa ~|
Fitertet:

| Samdert nil o)

The form will list all differences found. To update the database click on the | s L“"h"’5|
button.

Synchronize places missing a link to DiversityGazetteers

Select the gazetteers database, optionally a project within this databas, a project in the
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descriptions database and the descriptions table to search for identical names. Start the
query with a click on the M Start check button. To use these similar names check themin

the OK column.

& Maintanance - DvarseyDescnptions, Databese Dy tyDescrabons_Test w3127 = u] x
e @ BB
%! St caa £ Updaterdh Jooms (M Update esouh data S Manan descripleriees T Maman descriplon £ Maintain descapiva dala
P Desorptors o Taonbiames W Descarion: «-» Cofiecton . Dﬂlﬁi!hmﬂ.{-.‘»ﬁm ﬂﬂﬂﬂlﬂﬂl a:» Afererces ot ﬁ-ﬁhmhiu
wm- ot ulh:ﬂ- maﬁﬁw a2 m- Synichromze places missng & ink 1o DiverstyGazetines
Firnd g places i the Dhysmsdyl
Dashern [Dvernmimeseen <] Dewlonspoes TeaDelada 4] Reantinmermamaveh |
P =] Dascepony table; | Deacrition scope v [ Momoercimeate (50 X (B Sta etk |
K Swgraprichmain Desckiion Fage i Giaredtenn Lt Lorghude oo o (e

Stant updte | [ fSeca | B Skdnane] 7] S 01 bk doscron

Many places have identical names in different regions. Names where several results were
found are marked in blue. To choose the correct name among the list of results, click on the

g Select name button and select the correct name from the list as shown below.

ﬁ Select row

Please selact the vabd name from the list:
Mirchien

Gemmany, Bavaria, Stadt-Gemeindeted v. Hutthurm, Kreis Passau, Munchen
Gemarry, Bavana, M.'n:rm
Gemmary, Bavara, Oberbayem, Munchen

-
Start update %5 1) tton to enter the results in the database.

Finally, click on the
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Maintenance - References

To synchronize the titles of the references which are linked to the module DiversityReferences
select the nSynchronize databases tab and choose the tab ElDescriptions <->
References. Select the references database and the project for which the reference titles
should be synchronized. The references are stored as field "label" of table DescriptionScope,
where the scope type Citation is specified. The meaning of some generally used controls is
explained in the introduction page of database synchronization.

Start the query with a click on the Lheck o Sierones “]button.

& Maintanance - DverssyDescnptions, Databese DwersmyDescrabons Test v 3027 = 0 e
[on @ we B2
R simchvonoe dmshanes | @ Updaie dhscipiion sospes (B8] Updata s data. 55 Mairiain discrilor s % Mariain deserplon | £ Mokl duscigtue dala
Simcheorioin e navchesd ety Anpeorkbert e il e Cokgioed e ||
T Descmons o Tasnbiomes M Cescspons <5 Cofemon (@ Descrptions +o Gazstiee 0} Desoos o Firfermrces o7 Broken brics
Pisfarences databas (3K Ctzvon i Deaseooara T n Fefermncen Descrptionlds Member Lk to Piferences
|MHHW_TH vl 58S [Somgera) Y0V Backwed Scienific | 71985 [Semgena] T Black el Seelfic | E7RN0 |T (HIp A el el e

Ceaceptant acjesd
[Teat atatig -]

Flteries:

Sedect al =
Selecinone’ U
St wpdate G

The form will list all differences found. To update the database click on the | S “"‘HE§|
button.
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Maintenance - Broken links

Broken links to other databases occur when the database's name has been change or if it was
moved to a different server. To find and repair broken links to the modules of the Diversity

Workbench select the t]Synchronize databases tab and choose the tab ¢¢Broken links.
The meaning of some generally used controls is explained in the introduction page of database
synchronization.

Select the Link type, e.g. "Taxon name" to search broken links to DiversityTaxonNames and

the Descriptions project. Start the query with a click on the Search for broken links i
button. If the link type "Geographic area" or "Specimen" has been selected, an additional
selection box for the Descriptions table appears where you may select from "Description
scope" or "_Sampling event" rsp. "_Sampling unit". Each link of the selected type and project
will checked if it can be connected to the referenced database and unsuccessful connection
attemts will be listed in the data grid view (see image below).

ﬁmintnn:wi-ﬂwlrﬁynﬂcnpﬁang Diatabase Dwerstylescrabons Test w3027 — u| g
@ @10 B

% simcwonoe cmab &5 Update deicoplon acopss () Update soue data 5 Maitan descriplorimes % Mantain deseriplon | 23 Mairlain deicapia dida

Syrcronme the cached dete ) deoerdet detabmses win the orgna soums [+

P Descrnore oo Tavorbiames | M Descapmons oo Cobiscnon (@Y Deserptions <o Gazstteers [l Desopors oo Oelemrces {:} Ergkan bris

Link b ak Lk i Desptens Mz i Desrplione Deecrilion!0 Deccrption ﬁ,"; {,":“'

|Twnirr-i v| i 2 : e i <
3 ump_-’ﬂmmﬂmmgmﬁ Hzldlm?u_ E?TZH} ‘iﬂﬂu’m"vﬂﬂ

?ﬁ“m L] |svtmrtonsiont Tasmnhames_eecta/5424263 | Abkna mbusta Hedavst, 1578 | 577210 llagmstr )

| o c vl [_] Panﬂm&m‘TmmNmeuﬂm FHenu_ : 5_'-??2“}_ wuliagrostis a0l

Fiteriee: L] [rep2itocabwont TamnNames_imsscia /5000115 | Aches 77 577305 llfrdmpogonilil

| : - | (| fripfonalost TaxonNames_insecta/ 5413775 | [Supefam. AT77 577305 ‘Iﬂkﬂ'uunnm‘ql]ﬂ

 Momberofresde: 30 ] (] | epttncaloet Tamnbamss_imecta SI095ET | Abax casnsis Duft_ 1812 | 577401 liéniznpogon il

[ Search for unirked enires [ |mpudocsost Tamnbames_lrsscta 5413776 | [Supefam. 4177 mﬂll_ S eapager il

Includs dezecrpion [De ] | wepAncsiost TamnNemss_rmecia 5399523 | New Taonn BTG RHELES ST

[Ep—

[ Simarch o beoken ks |
3 brokeen links found

Dk farm owd chechi bt n detobese

Select at El
! Sadect nore l
[Coaions ¢

Keep in mind that the connection check might be unsuccessful for remote databases, if the
database connection was not set up before (see first and third entry in picture above)!

If you prefer to remove some broken links, you may now select them and then click button
Delete links

><-|. If you want to connect the links to a database, chose the new target in

combo box Database and click the Check matches in database Mbutton. The check is
successful, if the new databese contains an entry with the same ID and display text and the
results will be selected and shown with white background (see image below).
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£ Maintenance - MvarstyDescptions, Databese DwerstyDescrabons, Test v 32T - Dusrstylescrahons, Datsbaie Duersityescriphions_Test v 3027 £ ] =

e @ B[S
R Smchenze cmabanes i Update osciian sccpes | B8] Undae meousdata 5 Martan desrplor s 5 Maian descrplon | £33 Maintain descapiun deta
Syrcrorms the cached dete r deserdeT, detabanes wih the orgre smums ||
ﬁﬂm‘qﬂu‘uthmihml mi o ] <3 Dok 1 '." L - G 0 Desip w «-» Aelererces {:’hh'lﬂ_ll
Link bypas | OK  Link n Descrplions Hame r Dascrphions Descrphion|l  Desonplion Hew pane
[T rama <[y I e v Tantanie_vesacta 507752 | kattars S0 | vDAgvawil | A
Dieacgthoria punee | B | onaiont Tanon b _lrescta 5438263 | Ablsda rebusla Hodavid, 1578 | 57700 gl | Allasda buta Hel
|!qmg ...,| |E titp sAncainoal T asnnNarmes_eecta 5477644 | Ablada Lakrali] allAgroatia Wi Alilaxia
o | | dacabesd T annnMares_besecda 000115 | Schata 77 57308 lnckopogen il | Aceta
| | | O |t et T dnon Namess_irescta 5413776 | [Supedam A7 57305 silnckopoger il | [Supetam A
= & : :'U'_IE |t erecabmont T amon Nartvess._iresecta "H009527 | Abas: cadnabus Dull - 1812 570400 illArspagen il | Mebrongs
=" 1 |t e T mn Marnveen_lrasecda /541 3776 | [Sapefiam. AJ77 577400 liEsposgen il | [Supefam. &
[ Search for unirked eniries e e o 5 o B o -
L] [ fionakvel. (] B Homes._ikcia/ Al kel |7 -

4 indude descrpion IDs
inspect dataser 20
St lor beoken ks #)
2 broken inks foune
mmwmuh-m;=

Coortoiwaat -
[ strnrety Tanorshlamemn_insecta on i v |

| Check matches in database 3

T matehing Wkafaund
|Selectnone |

Dotaioks X

-H': -' e g:

If in the new database a matching link was found but the display text differs, the entries are
marked with yellow background. For these lines you should check the "New name" column and
if the found entry is applicable you may select the entry for update. If no matching entry in
the database was found, it is marked with (see image above). To update the

2
database click on the | Start update '-'lbutton.

Delete unlinked scope entries

As an additional option you may search for unlinked scope entries and remove them
completely from the database. Select the the Seach for unlinked entries and then click on

the Search for broken links M button. Deselect the entries you want to keep and click

button (see image below).

Page 485



& Maintenance - DvaratyDescnptions, Databese DwerstyDescrabons_ Test w LT« Desrsyll

ghians, [ Drersitylescriphions_Test v, 3027 - n =
o @ e BE

%] Sinchvonie dmsbames 4 | ndate dhscrpton acopes () Ut b data S Meinian discrplol e 5 Maman discriplon | £ Maintain dhscsytug dada

Syrerrorme the ached dats r deserceT daishases win e orgral sume Fﬂ

B Descnotions - Tawonemes (W Descer

s > Calecon @ Descrptions < Gasstieers {f) Desopnons <> Afernces ¢ Broben b
Sink gk brkn Home by Descapilion I0n Nussbier
[T name |
Diesraptana feojaot . ETUTE
[Test Dbty ~| ;
Fllertes:

Crartabsasan:

[ty Tanorshiammes_insecia on it e |
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Maintenance - Update description scopes

To open the maintenance form choose Administration -> Ppatabase ... -> &
Maintenance ... from the menu and select the @Update description scopes tab. If you
want to generate scope entries from description data, select the @'Generate scopes tab. To
find and delete empty scopes choose the @‘Clean empty scopes tab.

&b Maintenance - DwerstyDescrptions, Database DuorstyDescoabons_Test v L0256 - o =
@ S
i Syncheonion databanen | 5 pdae cescrpian copes | (] Lpdata e data S Maian deserploriees % Mantin demcriplon | £ Mantain dasciqimun dala
Gsrermie soope srines from descepion dete o clesn enpsy soooes

P s, ) R

Seape b

[Tamer niaeme =]
[Teet Dby -

[ S foom demcaystion mame
Sourcs descriptar

[mchudng -
) Copy whke test

(2] Coy fred et 1

LR

B mhaboref ks 30 [
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Maintenance - Generate scopes

Especially if data are imported, e.g. from a DELTA file, data that can be stored as scope of a
description are often contained in dedicated text descriptor data. For taxonomic descriptions
generally the itemydescription names reflect the taxonomic names. To generate formal scopes

from such "embedded" data select the @”Update description scopes tab and choose the
tab ¢* Generate scopes.

Select the Scope type, e.g. "Taxon name" and the Project. You may generate the Scope
from description name or select a Source descriptor. Furthermore the whole source text
(description name or text descriptor data) may be selected (option Copy whole text) or only

the first parts (option Copy first parts). Click on Check for missing scopes M and all
descriptions will be listed where no scope of the specified type is present and source data are
available (see image below).
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The size of the query result list may be adapted by changing the value Number of results or

unchecking this option to get the complete list (see image below). You may select or deselect
..... ,
all entries of the result list for the database update by clicking the buttons VI select all rsp.

a’
] Select none.
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Number of results: (40 =
Include description 1Ds
Inspect dataset &

| Check for missing scopes ﬂl

40 Missing scopes found
Select all [#]
Select none [l
Start update 17

If you select the option Include description IDs the button Inspect dataset F will be

shown. By starting a new query (button # Check for missing scopes) the result list will now
include the column DescriptionID. By selecting an entry and clicking the button Inspect

dataset ﬁyou may directly navigate to that dataset. To update the database click on the
Start update &1, 110,
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Maintenance - Clean empty scopes

If you want to find and delete scope entries that do not contain any data, select the &
Update description scopes tab and choose the tab 4" Clean empty scopes.

Select the Scope type, e.g. "Taxon name" and the Project. Click on Check for empty

scopes Mand all descriptions will be listed where no scope of the specified type is present
and source data are available (see image below).
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The size of the query result list may be adapted by changing the value Number of results or
unchecking this option to get the complete list. You may select or deselect all entries of the

result list for the database update by clicking the buttons ¥/ Select all rsp. I select none.

If you select the option Include description IDs and start a new query (button i Check for
empty scopes) the result list will include the column DescriptionID. By selecting an entry

and clicking the button Inspect dataset :s@you may directly navigate to that dataset. If you

click on button Close form and check list in database i, you will return to the main form
and find the selected entries in the description result list.

=
To update the database click on the | St update Sg ) v
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Maintenance - Update resource data

To open the maintenance form choose Administration -> ¥Database ... -> &

Maintenance ... from the menu and select the HUpdate resource data tab. In the
resource edit forms the resource data, e.g. the file size, of a single resource can be obtained
from the remote server addressed by the resource link. If for a large number of resouces the

data shall be updated it is much easier to select the IEGet resource data tab. To find and
delete empty resources choose the E"Clean empty resources tab.
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Maintenance - Get resource data

In the resource edit forms the resource data, e.g. the file size, of a single resource can be
obtained from the remote server addressed by the resource link. If for a large number of

resouces the data shall be updated it is much easier to select the EIUpdate resource data
tab and choose the tab EﬁGet resource data.

Select the Resource target, ("Description”, "Descriptor"”, "Categorical state" or "Descriptor
tree node"), the Resource type ("image", "audio", "video", "text", "application" or "other") and

the Project. Click on Check for missing resource data #Mand all resource links of the
specified type will be listed where the remote data of ("Mime type", "File size", "Width",
"Height" or "Duration") differ from the database values (see image below).
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The size of the query result list may be adapted by changing the value Number of results or
unchecking this option to get the complete list. Usually only database links are checked that
do not have any entry for "File size", "Width", "Height" and "Duration". Select Check links with
data to check entries with data, e.g. to update manually entered values. You may select or

deselect all entries of the result list for the database update by clicking the buttons VIselect

,..... -
all rsp. I select none. To update the database click on the Start update T3 b tton.

You may open a table editor for the selected resource variants by clicking the Open table
editor 'ﬂbutton (see image below).
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Some resources, especially for resource types like "text" or "application”, do not even provide
a file size. Therefore you might not get any new matches for subsequent check and update
sequences if the number of results is limited. In those cases you should try to increase the
number of results or deactivate the Number of results option.
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Maintenance - Clean resources

In the database the "Resource" table holds the general resource data, e.g. copyright
information, and links the resource to the target entity. The "ResourceVariant" table holds the
link to the resource and allows to associate several links with distinguished quality levels to a
single resource. To find resource entries that are not associated with any resource variant

("empty resources"), select the EUpdate resource data tab and choose the tab E?fCIean
empty resources.

Select the Resource target ("Description", "Descriptor", "Categorical state" or "Descriptor

tree node") and the Project. Click on Check for empty resources M and all resource links of
the specified type will be listed where no resource variants are present in the database (see
image below).
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You may select or deselect all entries of the result list for the database update by clicking the
buttons ¥ select all rsp. "I select none. To delete the selected resource entries from the

#;
database click on the | Start update *"lbutton. Instead of updating the selecting entries you

may click Close form and check list in database Fto return to the main program with the
corresponding data sets.

You may open a table editor for the selected resources by clicking the Open table editor B
button (see image below).
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Maintenance - Maintain descriptor trees

To open the maintenance form choose Administration -> ¥Database ... -> &

Maintenance ... from the menu and select the "= Maintain descriptor trees tab. With the
descriptor trees the assignment of descriptors to certain projects is done. Furthermore it is
possible to administer the recommended statistical measures and modifiers for quantitive
descriptors and the recommended modifier and frequency values for categorical descriptors. If
a description item references entities that are not correctly assigned in the descriptor trees,

this can be seen in the continious view. In the tab EMissing description entities you can
easily find and fix such kind of inconsistencies. Furthermore a centralized function to

administer ©Statistical measures, @Mggifier values and @Freguency values is provided.
Finally superfluous entries may be deleted by using the 1Bl_lr"CIean descriptor trees tab.
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Maintenance - Missing description entities

To find description entities that are not correctly assigned to the project's descriptor trees,

select the “=Maintain descriptor trees tab and choose the tab :=Missing description
entities. Select the Project and the Entity type that shall be checked. Currently the
following entity types are supported:

e Descriptor - Search for descriptors that are referenced in the description data but not
assigned to the project's descriptor tree

e Statistical measure - Search for statistical measures that are referenced in the
description data but not assigned to the quantitative descriptor

¢ Madifier - Search for modifier values that are referenced in the description data but
not assigned to the quantitative rsp. categorical descriptor

¢ Frequency - Search for frequency values that are referenced in the description data
but not assigned to the categorical descriptor

By default the option Ignore inherited entities is checked, therefore only descriptors of the
own project and recommended values directly assigned to the project descriptor are
evaluated. If option Include description IDs is checked you will have the option to inspect
the found data sets after the query. Start the query with a click on the Check for missing

entities M button.
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If you selected the option Include description IDs the button Inspect dataset P will be

shown. By selecting an entry and clicking the button Inspect dataset Pyou may directly
navigate to that dataset.

Before database update select the Target descriptor tree where missing entities shall be
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inserted. By default only descriptor trees that are marked as "complete" are shown. You may
uncheck option Show only complete trees to display all present descriptor trees.

To update the database click on the Start update &5 button. Instead of updating the

selected entries you may click Close form and check list in database ito return to the
main program with the corresponding data sets.
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Maintenance - Statistical measures

To administer the recommended statistical measures select the “E Maintain descriptor trees
tab and choose the tab ’Statistical measures. Select the Project and the Descriptor

tree that shall be checked and click on the Check for statistical measures M putton.
Behind the "Descriptor" column all used statistical measures are shown in the output table.
Descriptors that have not assigned any statistical measures are marked with yellow
background. Values that are not assigned for the selected descriptor tree but anyway

available in the project, e.g. due to a different descriptor tree or inherited by a superior tree
node, are diplayed with _ (see image below).
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New values may be inserted in the table by selecting them in the check list on the left and
clicking the = Add >> button. By clicking the button EIFYTIESS rsp. =/ None >> may check

or uncheck all checked values from the list box in the table. The buttons [/ All project >>
and I No project >> check or uncheck the project specific entries with blue background in

the table. If one or more lines in the output tables are selected (click on the fields before the
"OK" column), the mentioned functions operate only for the selected lines, otherways for the
whole table. With option Fix descriptor columns you may fix the first data grid columns to
scroll horizontally thru the value list.

¥
To store the modifications to the selected descriptor tree click on the | S -’|
button. Instead of updating the selected entries you may click Close form and check list in
database ito return to the main program with the corresponding data sets.
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Maintenance - Modifier values

To administer the recommended modifier values select the “E Maintain descriptor trees tab
and choose the tab #Modifier values. Select the Project and the Descriptor tree that
shall be checked and click on the Check for modifier values Mbutton. Behind the
"Descriptor" column all used modifier values are shown in the output table. Values that are not
assigned for the selected descriptor tree but anyway available in the project, e.g. due to a

different descriptor tree or inherited by a superior tree node, are diplayed with
(see image below).
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New values may be inserted in the table by selecting them in the check list on the left and
clicking the == Add >> button. The check list shows the modifier values available in your
database. Additional values can be inserted in the Modifier/Frequency tabs of Edit descriptor
or Edit project. By clicking the button Man>> rsp. = None >> may check or uncheck all

checked values from the list box in the table. The buttons ‘d 'No
project >> check or uncheck the project specific entries with in the table. If
one or more lines in the output tables are selected (click on the fields before the "OK"
column), the mentioned functions operate only for the selected lines, otherways for the whole

table. With option Fix descriptor columns you may fix the first data grid columns to scroll
horizontally thru the value list.

¥
To store the modifications to the selected descriptor tree click on the | S -*|
button. Instead of updating the selected entries you may click Close form and check list in
database ito return to the main program with the corresponding data sets.
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Maintenance - Frequency values

To administer the recommended frequency values select the “=Maintain descriptor trees
tab and choose the tab Frequency values. Select the Project and the Descriptor tree

that shall be checked and click on the Check for frequency values #Mibutton. Behind the
"Descriptor" column all used frequency values are shown in the output table. Values that are
not assigned for the selected descriptor tree but anyway available in the project, e.g. due to
a different descriptor tree or inherited by a superior tree node, are diplayed with

(see image below).
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New values may be inserted in the table by selecting them in the check list on the left and

clicking the == Add >> button. The check list shows the frequency values available in your
database. Additional values can be inserted in the Modifier/Frequency tabs of Edit descriptor
or Edit project. By clicking the button Man>> rsp. = None >> may check or uncheck all
checked values from the list box in the table. The buttons and "/ No
project >> check or uncheck the project specific entries with in the table. If
one or more lines in the output tables are selected (click on the fields before the "OK"
column), the mentioned functions operate only for the selected lines, otherways for the whole

table. With option Fix descriptor columns you may fix the first data grid columns to scroll
horizontally thru the value list.

¥
To store the modifications to the selected descriptor tree click on the | S -*|
button. Instead of updating the selected entries you may click Close form and check list in
database ito return to the main program with the corresponding data sets.
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Maintenance - Clean descriptor trees

To administer the recommended modifier values select the “E Maintain descriptor trees tab

and choose the tab "Bl_f"CIean decriptor trees. Select the Project, the Descriptor tree and
the Entity type ("Statistical measure", "Modifier" or "Frequency") that shall be cleaned.
Currently three cleaning options are supported:

¢ Unsuitable recommended values - Clear recommended values the do not match the
descriptor type, e.g. statistical measures for a categorical descriptor.

¢ Recommended values for tree nodes - Clear recommended values that are not
directly assigned to a descriptor, but a tree node. You should only perform this
operation if you are sure that the neccessary values have been directly assigned to
the approriate descriptors.

¢ All values in the descriptor tree - Delete all recommended values. Only descriptor
trees can be selected for this option, that are not marked as "complete". You should
only perform this operation if you are sure that the neccessary values have been
assigned to a complete descriptor tree of the project.

To start the search click on the Check for values to clean #button.
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To start the update of the selected descriptor tree click on the | =@t update Sy i on
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Maintenance - Maintain descriptors

To open the maintenance form choose Administration -> ¥Database ... -> &
Maintenance ... from the menu and select the % Maintain descriptors tab. In the =

Categorical states tab you may shift and copy categorical states to a different descriptor or
delete selected categorical states.

&b Maintenanse - DwsrstyDescnptions, Database DuersdyDescrabonsd 0% Test v 2006 = o x
@ e B
R Sinchvonie databem S5 Upiate cascipton scoose B Lpdate meoute éata 55 Maarian deecrplor e | T Waman descriptons | §55 Makniain dscipie dals
Reorganze cabegorcd sxies
of Categorical mates
Show categuncal e mappina 4

Soarcy labe =2 New  Tagslas
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Maintenance - Categorical states

To shift and copy categorical states to a different descriptor or delete selected categorical

states, select the % Maintain descriptors tab and choose the tab ':s's'?‘CategoricaI states. In

this panel you operate on the categorical states of the descriptors. If you want to shift or

copy categorical summary data in descriptions, please use Maintenance - Categorical summary

data.

Select the Project, the Source descriptor and the Target descriptor. Click on Show

categorical state mapping Mand all categorical state values of the selected Source
descriptor will be listed in the upper table (see image below). Select the categorical states

you want to modify in column >>.

The following operations are available:

¢ Delete the categorical state by leaving the Target state empty
¢ Move the categorical state by entering the Target state
e Copy the categorical state by entering the Target state and selecting the New

column

In case the categorical states are moved or copied, associated fields as abbreviation and
detail will be processed. State resources will not be copied.

After adjusting the required operations for the selected categorical states click on Check for
categorical states M and the number of affected summary and sampling data will be listed in

£ Maintenante - DiverssyDascrptions, Database DwarsdyDescoabancd 0% Test v 20137 - u|
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the lower table (see image above). For each State the Action (DELETE, MOVE or INSERT)
and New state are specified. You may select or deselect all entries of the result list for the

database update by clicking the buttons

¥ select all rsp. "I select none. To perform the
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r
selected operations click on the Start update 3 b tton. If Instead updating the database

you may click Close form and check list in database ito return to the main program with
the affected descriptions.
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Maintenance - Maintain descriptive data

To open the maintenance form choose Administration -> ¥Database ... -> &

Maintenance ... from the menu and select the :¥Maintain descriptive data tab. In the &
Descriptor status data tab you may set or reset the descriptor status of a categorical

descriptor depending on the categorical states in its summary data. In the ﬁ'Categorical
summary data tab you may shift and copy categorical summary data to a different descriptor

or delete values for selected categorical states. In the ﬁ'Ouantitative summary data tab you
may perform such operations concerning statistical measures. To find and delete corrupted

descriptive data choose the ErCIean descriptive data tab.

&b Maintenance - DvarstyDescrptions, Databese DworstyDescrabonsd 006 Test w2027 = (] =
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Commonly used description selection options

In the sub-panels you may set a descriptor status and move or copy categorical rsp.
quantitative summary data. By default all descriptions from the selected project will be
searched that fulfill the specified conditions, i.e. a certain categorical state or statistical
measure. In certain cases it is neccessary to restrict the possibly affected descriptions by
some additional conditions. For this purpose there is the option to define a restriction and/or
an exclusion list (see example below).
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Description restriction:

0 description itemis) 9

Description exclusion:

0 description itemis) E5s]

By starting an extended guery (button ﬂ) you can generate a list of descriptions (see image
below) that shall be used to restrict the search rsp. excluded from the search.

i Extended guery - DiversityDescriptions, Database: DhwersityDeseripbionsd 00 Test v, 3027 =+ O x
[30s @[ 0= B[
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i€ ¥
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The resulting numbers of restricted and excluded descriptions will be displayed in the controls.
You may check the selected items by double-clicking the numbers (see images below below).

Description restriction:

160 description item(s) )

Description exclusion:

14 description item(s)
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47 Restricted descriptions = O

8]
414
442
473
502
531
560
625
655
634
720
752
781

333
367
396
956
335
1014
1045

ftem
Achillea millefolium (Gemeine Schafgarbe)
Aconitum napellus (Blauer Eisenhut)
Actaea spicata (Bhriges Christophskraut)
Adonis aestivalis (Sommer-Adonisroschen)
Adonis vemalis (Frihlings-Adonisrdschen)
Aegopodium podagrana (Giersch)
Agrimonia eupatoria (Gemeiner Odermennig)
Agrostemma githago (Komrade)
Ajuga reptans (Kiechender Glnsel)
Alcea rosea (Stockrose)
AMlchemilla xanthochlora (Gelbgriner Frauenmantel)
Alliaria petiolata (Knoblauchsrauke)
Allium ursinum (Badauch)
Althaea officinalis (Echter Eibisch)
Anagallis arvensis (Acker-Gauchheil)
Anchusa officinalis (Gewohnliche Ochsenzunge)
Anemone nemarasa (Buschwindroschen)
Angelica archangelica (Arznei-Engelwurz)
Antennaria dicica (Gewohnliches Katzenpfotchen)
Anthriscus cerefolium (Kerbel)
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42 Excluded descriptions = O

8]

ftem

Adonis aestivalis (Sommer-Adonisraschen)

367
325
1071
1150
1220
2166

Anagallis arvensis (Acker-Gauchheil)
Andromeda polifolia (Rosmarnheide)
Anthyllis vulnerana (Echter Wundklee)
Amica montana (Amika)

Asamum europasum (Gewohnliche Haselwurz)
Dictamnus albus (Diptam)

Geum rivale (Bach-Melkerwurz)

Hieracium pilosella (Kleines Habichtskraut)
Papaver roeas (Klatschmaohn)

Primula veris (Echte Schilsselblume)
Sanguisorba officinalis (Groler Wiesenknopf)
Scrophularia nodosa (Knotige Braunwurz)

Vaccinium myttilus (Blaubeere)
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Maintenance - Descriptor status data

To set or reset a certain descriptor status for dedicated categorical summary data, select
the Z%*Maintain descriptive data tab and choose the tab ¥ Descriptor status data.

Select the Project, the Source descriptor and the Target descriptor status. Select the
Categorical state value for which the data status shall be set or reset and the requested
Action.
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After adjusting the required operations for the selected categorical state click on Check for

descriptor status M and all affected summary data will be listed in the lower table (see
image above). For each affected Description and State of the categorical summary data the
Action (DELETE or INSERT) and the Status are specified. If you check the option No state
selected, you may search for descriptions that do not reference any state of the Source
descriptor and set the data status of the selected Source descriptor (see image below).
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You may select or deselect all entries of the result list for the database update by clicking the
buttons ¥ Select all rsp. "I select none. To perform the selected operations click on the

| o L“"“"5|button. If Instead updating the database you may click Close form and
check list in database ito return to the main program with the affected descriptions.
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Maintenance - Categorical summary data

To shift and copy categorical summary data to a different descriptor or delete values for
selected categorical states, select the #=Maintain descriptive data tab and choose the

tab C"’"Categorical summary data. In this panel you operate on the categorical summary
data of the descriptions. If you want to shift or copy categorical states between descriptors,
please use Maintenance - Categorical states.

Select the Project, the Source descriptor and the Target descriptor. Click on Show

categorical state mapping M and all categorical state values of the selected Source
descriptor will be listed in the upper table (see image below). Select the categorical states
for which you want to modify the summary data in column >>.

The following operations are available:

Delete the summary data by leaving the Target state empty
¢ Move the summary data by selecting the Target state
¢ Copy the summary data by selecting the Target state and selecting the New column

In case the summary data are moved or copied, all relevant data including modifier and
frequency values and notes will be processed.
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After adjusting the required operations for the selected categorical states click on Check for

categorical states #and all affected summary data will be listed in the lower table (see
image above). For each affected Description and State of the categorical summary data the
Action (DELETE, MOVE or INSERT) and New state are specified. If you check the option No
state selected, you may search for descriptions that do not reference any state of the
Source descriptor and set a state of the selected Target descriptor (see image below).
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You may select or deselect all entries of the result list for the database update by clicking the
buttons ¥ Select all rsp. "I select none. To perform the selected operations click on the

L
| S -’|button. If Instead updating the database you may click Close form and
check list in database ito return to the main program with the affected descriptions.
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Maintenance - Quantitative summary data

To shift and copy quantitative summary data to a different descriptor or delete values for
selected statistical measures, select the =Maintain descriptive data tab and choose the
tab f’"Quantitative summary data.

Select the Project, the Source descriptor and the Target descriptor. Click on Show

statistical measure mapping M and the assigned statistical measures of the selected
Source descriptor will be listed in the upper table (see image below). If you want so process
all available statistical measures, not only that ones assigned to the descriptors in the
descriptor tree, check Show all source measures rsp. Show all target measures. Select
the statistical measures for which you want to modify the summary data in column >>.

The following operations are available:

o Delete the summary data by leaving the Target statistical measure empty
Move the summary data by selecting the Target statistical measure
Copy the summary data by selecting the Target statistical measure and selecting
the New column

In case the summary data are moved or copied, all relevant data including modifier values and
notes will be processed.

t- Spnchronine dalabeses 55 Undafe descipton soopes @) Updabe esnue data 5 Maimtain descriplor s % Mantain descriplons 25 Maintain cescoptue dota
F=organ e desonobor status, categorcsl arvd quarirstive summen cats or clean descrptve dacs

o8 Dmgmpeer stotys darn @8 Categoresl summary data B¢ Dusnitsie summary dacs o Oean cescrpive data

L Maintanante - DiverssyDascrptions, Databsse DwerstyDescratancd 09 Test v 2027 - 0 x

0 G| e B

Pt S dascipion Targel diacriphor
iy - norplaiogy mycnsfiial evalsm larghh o | |merpholagy mycarrtizal ayelem Bngh R
7] Show al mrce maceares Show salistiical measue mapping £ el g et masmaes 7]
Sace #aidcal mease 3] New  Tagsl daiscsl meass
Lower range bmit decacy data st mech. Lnknown) =) (] Lcwerm'nge-.h'rn foaman estmate )
Jpper range kit Jegacy data st meth. unknown) |5} 1 | Upper ranos il fruman estimale)
Tinamum ualue = 1
Tmemum valus =) 1
N "dmar (= average) =) [ |Central or typical vaive fuman esimais)
Descoption restriction
O )
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" Doscrplion 10 Mo Aptign Mo Moo "
BOE1453 Lowesr rarvge i (egacy dela siat, meth. urbrown) | MONE  Lomer range e buman ssimatel
Clioeedam snc check b i detabase . BOEN453 Uogesr range i [egacy dala sist. meth. unkrown) | MOWE  Upper range et fuman ssimaie)
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“guz = Fres Liopesr rarvge bt (egacy dats sist. meth. urkrown) | MOYE  Upperrange e bumasn ssoeeis)
Leweer rarvge bt (egacy deta wist, meth. urkrown) | MONE  Loser ange e buman snimais)
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After adjusting the required operations for the selected categorical states click on Check for

statistical measures Mand all affected summary data will be listed in the lower table (see
image above). For each affected Description and Measure of the quantitative summary data
the Action (DELETE, MOVE or INSERT) an New measure are specified. You may select or
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all rsp. I select none. To perform the selected operations click on the Start update €
button. If Instead updating the database you may click Close form and check list in

database ito return to the main program with the affected descriptions.
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Maintenance - Clean descriptive data

Descriptive data, which can be summary or sampling data, are stored in the database in

several tables, that reference the corresponding descriptor rsp. categorical state and hold
some additional data. Depending on the descriptor type - categorical, quantitative, text or
sequence - different tables are used to represent the descriptive data. Although Diversity

Descriptions does not allow to change the type of a descriptor if descriptive data are present,

in some cases it cannot be assured that such an action is performed. The resulting data are
then meaningless and will not be displayed within Diversity Descriptions. To find, check and
delete such kinds of corrupted descriptive data, select the % Maintain descriptive data tab
and choose the tab E"Clean descriptive data.

Select the Data type ("Summary data" or "Sampling data"), the Entity type (i.e. the type of
descriptive data in database: "categorical", "quantitative", "text" or "sequence") and the

Project. Click on Check for invalid data M and all invalid data will be listed (see image
below).

ﬂ Maintenanse - DveretyDesciphons, Database Dasstylescogbonsd 0 % Tegt w3027

= 0 kS
(30 @ we B|&

B Syncheorie databases 45 Update s hedpnon scopes ) Updafe resouns data 5 MaErian decrblorimes  BL Maaian descrplons S5 Malntain desceptue daia
R=crganne desomotor staius, oabegoscal ard quaninstive summene dals of cleen descnptive deta
ﬁ"ﬂem'm!ﬂldu *Eﬂngmndmwdﬁ E‘wmdm ifum*m!ddl

s e S| o Oweowsen R e
b [ o of oy ol Myt doscoption PETA0OTIFBT4008] | 674003101120 |smquerce | DELETE

|a'|]"_'ﬂ=“ 5 | b ooy of My frat descepnon [PET40T] THOT 101121 irnemm DEI.EFE
b Wy et Gescription | 143 101122 |seguerce DELETE

(Ciote form and check b i detabase |
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3 Erities found

Sexd 7
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You may select or deselect all entries of the result list for the database update by clicking the
buttons ¥ Select all rsp. I select none. To delete the selected entries from the database

click on the | Start update ~“|button. Instead of deleting the selecting entries you may click

Close form and check list in database ito return to the main program with the affected
descriptions.

You may open a table editor for the selected entries by clicking the Open table editor

button (see image below). Here you may check the corrupted data to decide if further
measures are required.
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Access to the data

To get access to the data, you have to take several hurdles. In DiversityDescriptions, you
must be a member of one of the user groups. You have only access to those data, that are
listed in the projects you have access to. Administration of the acces rights is done in the
login administration. Depending on the user group or if a project carries the appropriate flag, a
read only access to certain data is available. In the description data descriptors may be
marked with the data status Data withheld, which affects export of data and document
generation.

data | access

< O.i ec F
gergroub@ ‘h

Administrator
ProjectManager
TerminologyEditor
DescriptionsEditor
DataReader
Datalser
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Security

A user can be in 6 groups with diverse rights in the database where certain higher groups
have all rights of lower groups in addition to special rights for this group, e.g. the group
DataReader can only read the data while DescriptionsEditor has the rights of DataReader and

additionally can edit the data in descriptor tables - see overview below.

Summarzied overview of the permissions of the groups

Role

Permissions in addition to lower role
resp. user group

Inculded rights

Administrator

Edit own user permissions; use database
maintenance functions

ProjectManager

ProjectManager

Create, edit and delete project data; import
data with project information

TerminologyEditor

TerminologyEditor

Create, edit and delete descriptor data;
import data without changing project
information

DescriptionsEditor

descriptors and without resource data

DescriptionsEditor Create, edit and delete description data DataReader
View description, descriptor, project and

DataReader cache mapping data; export data DataUser
View descriptions without "withheld"

DataUser

Two additional roles have been introduced for the handling of the c

ache database

Permissions in addition to lower role

Role Inculded rights
resp. user group

CacheAdmin Edit cache related table data CacheUser

CacheUser View cache database and project data DataReader

In addition to the mentioned roles a "System Aministrator" may use the Login administration to
add other users to one of these groups and grant access to one ore more workbench projects
. If you are an "Administrator" you have the right to modify the workbench projects assigned

to your own login.

To place a user in one of the groups, go to the login administration. In the window that will
open select a login and a database. The roles available in the selected database will be listed
as shown below. Use the > and < buttons to add or remove roles for the login in the database

(see below).
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M Roles 3 Projects
Auwailable Ciranted
Administrator
CacheAdmin
Cachellser
DataReader
Datallser
Descriptions Editor
ProjectManager
Teminology Editor

Administrator

E E

To see the detailed permissions of a role, select it in the list of Available roles and click on

the @button. A window as shown below will open listing all objects in the database the role
has permissions for (see below).

B Database role Administrator = (] b4
Overview forthe database rofe Administrator el
Pemissions ——
Schema i Permission State Typecfobiet  Created Mo ;
dbo PrivacyConsentinfo | ALTER | GRANT 'SQL_SCALAR_F... | 180620181307 |18.06.
dbo Project Proxy DELETE \GRANT |USER_TABLE 130320141022 |1303
dbo Project Proiy INSERT |GRANT (USER_TABLE 130320141022 1303
dbo ProiectProxy UPDATE \GRANT USER TABLE 130320141022 |13.03.
dbo Project User DELETE (GRANT USER_TABLE 130320141022 1303,
dbo ProjectUser INSERT (GRANT USER_TABLE 130320141022 |1303)
dbo Project User UPDATE \GRANT USER_TABLE 130320141022 [1303.
dbo UserProxy DELETE |GRANT USER_TABLE 130320141022 |18.06.
dbo UserProsy INSERT (GRANT USER_TABLE 130320141022 | 18.06.
doo | UseProxy |uPDaTE |GRanT |USER_TABLE 13032014 10:22 | 18.06.
—

Roles that inhesit permizsion of Administrator:
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Projects

Within DeversityDescriptions you have to distinguish the locally defined projects, that can be
created, edited and deleted in edit projects mode, from the workbench projects, which are
references to data stored in module DiversityProjects. Each local project is uniquely assigned
to a workbench project that determines the access rights for the database users (see login
administration). As a general default the workbench project "DiversityWorkbench" is present in
the descriptions database. It should only be used if DiversityDescriptions shall be used as a
stand-alone application without DiversityProjects.

[ i Get Projects l‘:' = |iv'3-J1|I

=

Synchronize and download projects in your local database

Database: | [MVEEVIs0E

Projects missing in database DiversityDescriptions_Cluiz

| UBTCourses

[ UBTCourse 1

[#|UBTCourse?

| UBTCourse3

|UBTCourssd |
|UETCourse5 -

T Filter: | Start download ‘_Jl

If in your installation DiversityProjects is available you may load additional workbench projects

with menu item Administration -> lMProjects.... A window as shown above will open.
Workbench projects already in the database will be listed in green, missing projects in red (see

below). Check all projects you need in your database and click the Start download i«
button.

The local project is assigned to exactly one workbench project, which can be adjusted in
the Edit project panel. Assumed you use DiversityProject for project administration, it is
reasonable to have a 1:1 relation between the local projects and the workbench project.
Since in the Login administration the access rights are done based on the workbench project,
you can give each user individual rights for every single local project.

If you use Diversity Descriptions as stand-alone application, the only available workbench
project will be the predefined "DiversityWorkbench". In this case every local project must be
assigned to this single workbench project. As a consequence you may assign an individual
database role to each user but you will not be able to distinguish the access rights according
the local project.

Each description is uniquely assigned to a local project (see picture below from Edit
description). Usually only projects that are assigned to the user are displayed in the project
tree. The example above shows two projects assigned to the user that have a parent that is
not assigned to the user. Therefore the parent ("Vogel") is displayed with grey text colour to
indicate missing access rights.

Project
] |ﬁ Schmetteringe
|:| 7 Vogel

] |ﬁ Wogel Deutschlands

..... ;7 Vogel weltweit
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A descriptor is not directly assigned to a project, instead "descriptor trees" are used. One
descriptor may be included in several descriptor trees and therefore belong to several projects
or it might be unassigned. The picture below (from Edit descriptor) shows that one descriptor
belongs to two projects, since it is part of two different descriptor trees. As in the description
example, the picture shows a parent project ("Vogel") that is not read-only for the actual user
and therefore displayed in grey text colour. Contained in that parent project therea are two
parallel projects that include the same descriptor: "Végel Deutschlands" and "Vdgel weltweit",
which is read-only and therefore displayed in grey colour.

Desu:riptnrtree

EI [—‘ Su:hmet'terhnge
¢ L. main chaacter tree for Schmetterings
EI |- ’_; '-'I:IQE|
EI [-' Wogel Deutschlands
! E-"Z main character tree for Vagel (Deutschland)
: ".-m Schnabeffarbe
= |-T_'; Wogel weltweit
- main character tree for Voagel
i Schnabeffarbe

The project is assigned to exactly one workbench project. The Edit project panel provides
the panel to edit descriptor trees, too. But here all descriptors visible for the project are
displayed (see picture below).

Descriptar tree

Bl [-‘ Su:hmetterlinge
{ [F-"EE main chaacter tree for Schmettedings
EI - '__; w:ugel
B-- [-' Vogel Deutschlands
=2 main character tree for Vaagel (Deutschland)
..... - Komergrale
----- -1 Uberwiegende Gefiededfarbe
----- -u Aweite grolfflachige Gefiederfarbe
----- o Weiters Gefiederfarben
----- -u Musterung auf Brust oder Bauch
----- -m Farbe der Beine
----- -2 Schnabeffarbe
----- -2 Schnabelform
----- -2 5Schnabellange relativ zum Kopf
----- -2 Schnabeldicke relativ zum Kopf
----- -u Auffalliger Augenstrich
----- -u Auffalliger Augennng
----- -# Besondere BEigenschaften oder Typen
----- -u Flughild oder Augverhalten
----- -2 Lebensraum
= |-1-; Yogel weltweit

B main character tree for YVoael
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Login administration

To administrate the logins on the database server, their permissions resp. roles and access to

projects choose Administration -> “Database ... -> &1Logins ... fromthe menu. A
window as shown below will open.

- —
#1] Login administration [P

DWWEB-DEVEL Adiministrat DWB-DEVEL \mweiss
OWB-DEVEL Wk | - Diefoull database: Databass for user infomations
DWB-DEVEL'weiss 5| <3 (7] Enabled ™8] System administrator Diversity Agents_Base - [
DVB-DEVEL\Reicher : S
DW/B-DEVEL \Sanz e _
DWE-DEVEL snsbtestus '-—?ﬂa—pwmﬂ : lﬁj
DW/B-DEVEL ‘trebel Databazes

DWEB-DEVEL\Weibulat
NT AUTHORITY™SYSTE Lok X
NT Servica MSSOLSER' - = .
NT SERVICE\SOLSERY A © Netindasbose @ ndatsbese »
NT SERVICE\SOL Witar v [DWE-DEVEL ‘mweiss &)
NT SEAVICE\Winmgmt = DiversityGarelleer ==
_BeckupTheck

A AGRambald 1 =1 Diversity Ref erences
A Rambald 2

Ahirye n
AhimerCapy =1 DiversityCollection g::u::rdﬁ

Ban Diescnptions Editar
Bamiske PrajeciManager
BayemAoeatiuz Teminology Edtor [
BeckAndreas -1 Diversity TaxonMames l =
Backer .
Bemausar [ <
Bethancoud =
Bestingar =1~ Diversity Agents

Bmosdenicamp “E

Bode 2

Rrellrar 4 ]| L4
r) m [

A

m

[k ) List all databases

Loons Gl

Statistics

all databases and tables together with the timespan (From - To) and the number of data sets
where any activity of the current login has been found.
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___________ ersityCollection {| DiversityCollection_Test | Diversity TaxonNames_Myxomycstes | Dive ¢ | |

Table From To Mumber it
2/26/2009 4:43 . |11/5/2010 812 .. (4132

CollectionEvert 322009 6:02 PM | 117972010 812 .. | 3145

CollectionEventL... |2/26/2005 443 .. [11/9/2010812 ... | 10200 |

CollectionProject | 2/26/2009 443 .. [11/9/20108:12 .. 4174 1

CollectionSpecim... | 2/26/2009 443 .. [11/9/20108:12 .. 4174

Idertification 61720091113 . | 117872010 812 .. | 3208

IdertificationUnit | 2/26/2005 443 ... [11/9/20108.12 .. |4174

IdentificationUnit]... | 2/26/2009 443 ... |11/9/20108:12 ... |4172 -

To see the current activity on the server click on the ﬁbutton. A window as shown below will
open listing all user related processes on the server.

SPID Satus  Login HastName BkBy DBName Fos— CPUTime Diski0
seeping... | TawriNamelser.. | SNSB ' | Diversity TaanNames_Fung | AWAITING COM... | 3636697 | 402
53 |sieepng . \DWB-SNSBPR.  BOTSAMMLI7 | DiverstyAgents |AWAITING COM._ | 15 0
S5 |slespna.. DWESNSBPR.  BOTSAMMLZ DiversityAgents AWAITING COM__. |0 0
56 |sleepng.. |TmonNameUser. MELASTOMATA. | . | DiverstyTaonNames_Pla.. | AWAITING COM... | 433248 | 22089
57 :slephg. TmonNemelser. BSME . -mwﬂy?mﬂihm_ﬁa . j.qw'n.ri'mscom : 3.1015? '2.4:}'3
58 |sleepng... TaonNameUser. SNSB Diversity TaxoniMames_Fung | AWAITING COM. . | 300859 |221
55 |sleeping.. | TaorNamelses. | SNSB | Diversity TaxonNames_Fungi | SWAITING COM... | 1125893 [163
60 |skepng. |Exsiccatsslser_. |BSMEG | DiverstyExsiceatoe | AWAITING COM._ | 266 I3
62 |sieepng.. |Exsiccatselser_. | BSMG DiversityDxsicoatas AWAITING COM... | 27137 283
61 |sleeping.. | TmonNamelser_ |SNSB. Diversty TaxonNames_Fung. | AWAITING COM... | 11953562 282
64 |skeping. TamonNameUser. SNSB DiverstyTaonNames_Fungi| AWAITING COM, . | 716357 %
65  |sleepng.. Tawonhamelses. MELASTOMATA. | Diversty TamonMames_Fla. . | AWAITING COM. . | 243404 i'l#ﬂﬂ
66 Bia-ephg -TMHEEHEUBH.. -BSHE | -Dfu'ermyTec-m?hrma_P‘la.. EF'.WNTlNGCUM... ;-ﬂ‘:ﬂﬁl} Imﬂ
§7 |skeeping. DWBSNSBPR, | BOTSAMMLIS — | RWAITING COM. | 546 |57
1] .

m

Create a login

To create a new login, click on the Lﬁbutton in the lower left corner

open

. Another window will
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r : | — -
Ji Create new login s |slEle

Create a new login

@ S0L-Server authentication

Login: |

Password:

Informations about the user as stored in DiversityAgents

Databasze: DiversityAgents - |
j © Mew:
|

(' From database: | N

Abbrechen | OK | :]

Here you can enter the name of the new login, the password and the informations about the
user which will be stored in a DiversityAgents database. Either create a new entry in this
database or select an existing one: Click on the %putton to search for a name in the
database (see below).

L

-
A Create new login ==

Create a new login

i@ SOL-Server authentication

Login: Triebel

Password:

Irformations about the user as stored in DiversityAgents
Database: DiversityAgents -

1 Mew:

@ Fromdatabase: |Triebel, D. = EJ

Abbrechen | OK |
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Copy a login

To copy a login including all permissions etc. into a new login, select the original login in the
list and click on the “&button.

Edit login data

To edit the access for a login on the server, select the login in the list. If a login should be
disabled =+, uncheck the enabled checkbox.

&y [[] Enabled

All databases on the server will be listed, with the current database showing a yellow
background. The databases where the login has no access will be listed in while the
databases accessible for a login are black.

- qw;Dmiptinrﬁ
¢ DiversityDescriptions Quiz

- DiversityAgents

i DiversityAgents

= DiversityProjects
DiversityProjects

Access of a login to a database

To allow a login the access to a database, select the database from the list and choose the
database as shown below.

& @ Motin databaze In databaze

Roles of a login in a database

Use the > and < buttons to add or remove roles for the login in the database (see below). By
clicking the button ?—‘ﬂyou get an overview of the access rights for the selected role.
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ﬁ Roles F‘ Frojects

Awailable Granted
;
DataReader

Datallser
Descriptions Editor
ProjectManager
TeminologyEditar

Projects for a login in a database

Depending on the database you can edit the list of projects accessible for a login (see below).

Next to the projects with full access a second list provides projects with Read Only access
(see image below). Use the .aand wbuttons to move projects between Accessible and Read
Only. Projects are related to the module DiversityProjects. To get additional informations
about a project, select it in the list and click on the Abutton.

- Projects

Mo access Accessible

DEEMY
DiversityWorcbench UBTCourse1

UBTCourses UBTCoursed

Z5Meoll

W
Y

Read Only (30 &)
UBTCourse2 |

Orderby: () 1D @ Mame

|UETCuurseE feod

| Load projects from DiversityProjects ID|

To load additional projects, click on the Load projects ll]button. A window as shown below
will open. Projects already in the database will be listed in green, missing projects in red (see

below). Check all projects you need in your database and click the Start download ll]button.
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4 Get Projects

Synchronize and download projects in your local database

Database; |[Mii=EiviEee -
Projects missing in database DiversityDescriptions_Cluiz

- [&] Tutaorial
-] UB Tagreel

= ':| UBTCourses

[#] UBTCourse1
] UBTCourse2
[#] UBTCoursed
[ UBTCoursed
[ UBTCourses

Start download ]|

Overview for a login

If you want to se see an overview of all permissions and project for a login, click on the b
button. A wmdow as shown below WI|| open. It lists all “*modules and their lbjdatabases the
i Zaroles, l1acce55|ble projects and A read only projects for a login.

e

&7 Overview for Training

=+ ﬁ’ [.‘ivermtyDescnptmns

[EIF' Projects
- DEEMY
- Tutorial
- DiversityGazetteer
[ = {__; Diversihisazetteer Geo Test

i_l'l
L

B B Roles

| i - LiverstyVorbenchllser

D r' Projects

o TKS

%
|

I'I {_:F DiversivReferences Test
=B Aoles
o LiverstyiReferencesSaltor
- DiversityCollection

i_l'l
=l

I'I {_:F DiversihyCollection Test
[—_I ﬁ Holes
F - Tymisf

o+

m

Copy settings into login: - B Y

To copy the permissions and projects of the current login to another login, select the login
where the settings should be copied to from the list at the base of the window and click on

the ®*ibutton to copy the settings for all databases or the % Ibutton to copy the settings of
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the selected database into this login.

Overview for a database

If you see an overview of all user and roles in a database, click on the -IJ_?Ibutton. A window a
shown below will open. It lists all fhuser and Proles in the database.

"'; DiversityCollection_Test l = | (2] |i:hJ1

Chverview for database DiversityCollection_Test

TestEditor -
Tester

TestManager

TestReplicator

TestUser

Training

TrainingAdmin

Triebel =

b

- o -

To remove a user, select it in the list and click on the #button.

Correction of logins

If you select one of the databases, at the base a Eﬁbutton may appear. This indicates, that
there are windows logins listed where the name of the login does not match the logins of the
server. This may happen if e.g. a database was moved from one server to another. To correct
this, click on the button. A list of deviating logins will be shown, that can be corrected
automatically.

[ o)

Correct logins? £

The following differing logins exist:

DWEB-5M5B-PRODDB  mweiss <> BSMT\ mweiss
DWE-SMSE-PRODDEReichert <= BSM7\Reichert
DWE-SMSB-PRODDBSanz == BSMT\5anz
DWE-SMSE-PRODDBSebek <= BSMT\ Sebek
WEB-5MSB-PRODDEWeibulat <= BSMT\ Weibulat

Do you want to correct these?

| la | ’ Mein

If logins with the same name but different server are found, one of them has to be deleted to
make the correction possible. You will get a list where you can select those that should be
removed.
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r =

Duplicates [-=||-= [g]
The following logins are duplicates.
Flease select those that should be deleted

[] BEMT\mweizs

DWE-SNSE-PRODDB \mweiss

Select the duplicate logins that should be removed and click OK.
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Availability of the data

In the description data descriptors may be marked with the data status Data withheld (see
below).

Main attitiutes - Descriplor view  Contrwous view  Besowrce finks  Sample data

Mo Type | Descriptor name
e omaiiee.

Ta be checked
Nt to be recorded
hat appicable
Data unavalable
Not intepretable
Dt withheld
Missing data

(=RE RS Es

Descrptortree: | s | [ Restricted

When you export data the export forms include the "Withheld data" options where you can
decide how to handle those data (see below).

Withheld data

() Export withheld data

() Hide withheld descriptor
(®) Suppress whole description

e The default setting Suppress whole description will exclude the whole description
dataset from the export.

e The setting Hide withheld descriptor will include the description dataset in the
export, but descriptor data that are marked as "Data withheld" will be suppressed.

¢ The setting Export withheld data will include all data in the export.

The options mentioned above are also available for the cache database. Additionally there are
powerful filters to restrict the exported description items and dedicated descriptor and scope
data may be excluded from export.
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Finally the document generation by default excludes all descriptions that have any descriptor

with data status "Data withheld". This is indicated by the @button in the upper right corner
of the form. By clicking this button the descriptions may be included, which is indicated with

the inactive icon @ Withheld descriptors will be skipped. For the document generators there
is no option to include them.
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Database

The database for DiversityDescriptions is based on Microsoft SQL-Server 2008 and higher.

Organisation of the data
The database consits of three major parts:

1. The "Descriptive terminology" with the main tables "Descriptor" and "CategoricalState"
provides the means to express the description details. The two fixed enumeration tables
"DataStatus_ Enum" and "StatisticalMeasure_Enum" provide values defined in the SDD standard
1.1 rev 5.

2. The "Descriptions" part with the main table "Description" reflects the items themselves.
Each description must be assigned to a project (see part 3) and references entries from the
descriptive terminology. These references are reflected by the tables
"CategoricalSummaryData", "QuantitativeSummaryData" and "TextDescriptorData", where
additional item specific data are stored.

3. The "Projects" part with the main tables "Project", "DescriptorTree" and
"DescriptorTreeNode" build the anchor for the descriptions, which must be assigned to a
project. Further functions are a hierarchical organization of the descriptors and restriction of
the descriptive terminology to certain projects. Additionally it is possible, to define
recommended values of statistical measure, modifier and frequency associated to certain
branches of a descriptor tree or single descriptors. If for a certain project no descriptor tree is
created, there is no restriction, i. e. all descriptors are allowed.

The image below shows the main tables of the database.
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In the graphic the tables of the database are marked according to their logical groups.
Additionally the database group EREsoUrces" provides the option to assign links to resource
files (pictures, audio, video) to certain descriptors, categorical states or descriptions. The
& group with the main table "BaseEntity" provides unique keys for the most of the
other tables for building of relations. Furthermore it allowes a centralized realization of some
features, e.g. support of translations supply imports and export to a cache database.

Further details: tables, projects, access.

Page 536



Installation of the database

DiversityDescriptions uses Microsoft SQL-Server 2008 R2 or higher as database engine. We
recommend to use one of the latest versions Microsoft SQL-Server 2012 or 2014. The
database files provided at the DiversityWorkbench homepage are generated for Microsoft
SQL-Server 2008 R2 but can be attached to these versions. You may use a centralized
SQL-Server that is accessible by several users, e.g. over a local area network or run a local
database server on your own PC.

If you do not have a database server with DiversityDescriptions already available, you have to
install the database engine first. Download the free version of Microsoft SQL Server Express
(e.g. SQLEXPRADV_x86_DEU.exe E) from http://www.microsoft.com/downloads/. Start the
program and follow the instructions for the installation. After the installation make shure to
get the latest updates using Windows Update.

Download the database files DiversityDescriptions_Base.MDF ' and
DiversityDescriptions_Base_log.LDF | from http://www.diversityworkbench.net/Portal/
provided as a zip archive (DiversityDescriptions.zip) and copy them into your database
directory.

Server configuration

To configure your server, launch the SQL Server Configuration Manager (see image below,
please consider that in this example the two SQL-Servers "SQLEXPRESS" and "MSSQLSERVER"

are installed).

[ ?ﬁ 5gl Server Configuration Manager l = | (=] |i3-r
Dater  Aktion  Ansicht 7
=26z H
‘@ SQL Server-Konfigurations-Manager (Lokal) Marme
B SQL Server-Dienste E51SQL Server (SQLEXPRESS)

E_ 50L Server-MNetzwerkkonfiguration (32 Bit)
s .. SQL Mative Client 10.0-Kenfiguration (32 Bit)
s _E_ S0L Server-Metzwerkkenfiguration
, .. S0L Mative Client 10.0-Kenfiguration

hSQL Server (MSSQLSERVER)

@ SOL Server-Agent (SQLEXPRESS)
ﬁ SQL Server Browser

) SQL Server-Agent (MSSQLSERVER)

El I F

— 2

Then click on the "Protocols for SQLEXPRESS" node. Right click on "TCP/IP" in the list of
Protocols and choose "enable" for TCP/IP.
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I 5
5gl Server Configuration Manager E@ﬂ

Datei  Aktion  Ansicht 7

= 2|Bo=H

‘@ SQL Server-Konfigurations-Manager (Lokal) Protokollname Status
5 EQ:: zewer-zlenste Ckonfi 2B - Shared Memory Aktiviert
" Q er-._rer- ?Izu'l.rer on |g|7|rat|n:|r.1|[ It:l_ % Mamed Pipes Altiviert
> 50L Mative Client 10.0-Konfiguration (32 Bit) .
Tt . . W TCPAP Altiviert
4 _E_ S0L Server-Metzwerkkenfiguration FVIA Deaktiviert
- Protokolle far 'SQLEXPRESS' EakvIE
Et: Protokolle fir "MSSQLSERVER!
> .. 50L Mative Client 10.0-Kenfiguration i m | 8

e

Right click on the TCP/IP node and select "Properties" to open a window as shown below.

‘Eigenschaften von T(
|P-Adressen |
= 1ps -
Aktiv Ja
Aktiviert Mein
Dynamische TCP-Ports 0
| IP-Adresse 2001:0:55aa:04 cEfo: 2b40: 357 ¢
TCP-Port
i = w7 —
Aktiv Ja
Aktiviert Mein |
Dynamische TCP-Ports 0 i
IP-Adresse feB0.:5f0: 2b40:3f57:feQb%13 = Il
TCP-Port
B pan
Dynamische TCP-Ports
TCP-Fort 5432 i .
TCP-Port
TCP-Part 3
[
[ QK ] [ Abbrechen Ubemehmen
L

In the part IPALL clear out the value for "TCP Dynamic Ports". Give a TCP-Port humber to
use when making remote connections, e.g. "5432" as shown above. You have to restart the
SQL Server Express service before you can connect to your database.

If you use a database on a centralized server that shall be reachable over a computer
network, make sure that the firewall of the server allows access via the port you set for the
connections (see below).
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Eigenschaften von 0L Server Port 5432

Allgemein | Programme und Dienste | Computer

Protokoll und Ports | Bersich

| Eweitet |  Benutzer

Protokolle und Ports

™ Protokoltyp: [Tcp - |
Protolcallnummer; ' 6=
Lokaler Port: [Bestlrnmte Ports *] L
5432 h

Beispiel: 80, 443, 5000-B010

Remoteport: [AIJ&

Ports 'rl l

Beispiel: 20, 443, 5000-5010

|[CMP-Einstellungen:

Weitere Informationen ober Protokolle und Ports

b

QoK J [ Abbrechen Dbemebmen

Start the Microsoft SQL Server Managment Studio and attach the database as shown below.
Choose the node "databases" and right-click on it to open the context menu (see below).
Then choose "attach" from the context menu. A window will open where you can choose the
file DiversityDescriptions_Base.MDF from your database directory and attach it to the

database engine.
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Datei Bearbeiten Anzeigen Debuggen Extras  Fenster  Community

- £ NeueAbfrage | [y | [y | B8 o 4 | B -

Verbinden - ﬂ !E - ﬁ
| = (& BOTSAMMLA3\SQLEXPRESS (SQL Server 10.0.5500 - botsam
| =

| (3 Sicherk
3 Serverd Aniigan..
[ Repliks
3 Verwal

Meue Datenbank...

| ]

Datenbank wiederherstellen...

Dateien und Dateigruppen wiederherstellen...
PowerShell starten
Berichte

Altualisieren

Database configuration

To configure your Database, use the Client as described in Database configuration.

Connect to database

Start the program L5’5‘"DiversityDescriptions.exe and in the main window click on the Mbutton
or choose Connection -> [ Database ... from the menu. A window as shown below will
open. Here enter the server name or the IP address (here "localhost" for a local database on
the own PC) and its IP port (5432 in example below) to connect to your SQL-server and

select the database file in your directory.

-
| Connect to database e=a

Server

Mame or |P-adress of the server Paort
Bocalhost| v 5432
Login
@ Windows authentication ﬁ
() SQL-Server authentication Lk

|Izer: |
Password: ||

|Ewwmtuma' ﬁ|

Choose database:
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Configuration of the database

To configure your Database, choose Administration -> patabase -> -.]_t.Rename
database ... to change the name of the database according to your requirements. During this
renaming all processes in the database will be terminated (you will get a warning if processes
from other host are active).

Afterwards you should adapt the address that is published by the database for access by

other modules. Choose Administration -> [FDatabase -> ﬂ]_ﬁSet published address ...
from the menu. This will change the published address to the name of the server where your
database is located and an identifier for you database, e.g.
http://xy.diversityworkbench.de/Descriptions/.

Renaming of the database and adapting of the published address should be done before you
start to use the database and name and address should not be changed afterwards as
datasets from other modules linked to data in the database would point to outdated addresses
otherwise.
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Connections to the databases and services

The program will automatically try to connect to all the modules within the Diversity

Workbench. To edit these connections choose Connection -> ":!*Module connections ...
from the menu. A form as shown below will open, where you can edit these connections.

den

=R

s

+§+ Verwaltung der Verbindungen —

Verwaltung der Verbindungen zu

X

Modulen hew. Datenbonken 181 |7 9] (SR8 [ (X

h..# Diversity Descriptions
[+ DiversityDescriptions Workshop

=2 DiversityGazetteer

a GeoNames
a 150 Countries
-4 IHO World Seas

-22 DiversityReferences

a Recent Literature on Lichens

-2 DiversityCollection

i_,j DiversityCollection Test

-22 Diversity TaxonNames

a Index Fungorum
a Catalogue of Life
a Catalogue of Life 2
a Palasobiclogy Database
a Pan-Eurcpean Species directores Infrastructurs
a MycoBank names
a Prokaryaotic nomenclature
a GBIF species
a Cache database
22 DiversityProjects
EI{_;I DiversityProjects Workshop
----- - Server: localhost. Port: 5432
-, Windows authentication
- .[:-9 Base URI = http:#Aocalhost /Projects_Workshop/
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« Verwaltung der Verbindungen = O >

den Modun bew. Daterionicen 101 (2] 81 (I 060 o7 [
=-:# DiversityCollection ~
L DiversityCollection Test

{7 DiversityCollection Workshop on training diversityworkbench.de
{7 DiversityCollection SMNK on smnk diversityworkbench de

=-:% Diversity TaxonNames

&-{{A DiversityTaxonNames Vertebrata on trt diversityworkbench de
&-{{A DiversityTaxonNames Insecta on tnt diversitvworkbench de

{7 DiversityTaxonNames Plants on tnt diversityworkbench de

{7 Diversity TaxonNames Fungi on snsh diversityworkbench de

@ Index Fungorum

@ Catalogue of Life

@ Catalogue of Life 2

@ Palaechiology Database

@ Pan-European Species directories Infrastructure

@ MycoBank names

@ Prokanyotic nomenclaturs

@ GBIF species

@ Cache database

E-:% DiversityProjects

&L DiversityProjects Workshop

=-{{? DiversityProjects Test on development diversityworkbench de

----- j Server: development diversityworkbench de. Port: 5432

- - Windows authentication

- .CQ Base URI = http://development diversityworkbench de/Project
-{{A DiversityProjiects TNT on tnt diversityworkbench de

{7 DiversityProjects on snsb diversityworkbench de

To requery the connections use the “’button. If you want to add a connection to a different

server click on the ¥ button and connect to the database you want to add to the list. Added
databases will be displayed in green. To remove a connection from the list select it and click

on the #button. If you have added connections in a former program run, click on button ":"?to
insert them into the available connections (see right image). If an added connection misses a

password, this will be indicated by a red backcolor. Click on the Fbutton to enter the missing
password.

Webservices like Index Fungorum will be displayed in blue.
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Linked server

Databases not available on the local server may be accessible via a *#linked server. To
administrate the linked servers, choose Administration -> *Linked servers ... from the

menu. A form (see below) will open where you can add linked servers and inspect the content
of the available databases.

B Linked server on localhost

z]-5

<

+

Use the = resp. #.buttons to add or remove a linked server. To add a linked server, you need

5 e

— O x
ol | -;J hversity Descriplions_ | IAS !f__}_]

Tables ‘\iews
Annotation ~ | id labed class
BaseEntity
BaseEntity Table_Erum [uncer ain) _-Eert-"l'cy
agz;ﬂ‘;ﬂx'”g“a 13 sivost cetainky | Gentainty
Categorical SummaryData 114 .Ek .Ceet
Contribution . L - ok
Contributor 115 .DE!th .Ca'tarﬂy
Eiﬁ;ﬁ-aw 116 possbly Certairty
D-escﬁptim Scope 117 presumably Certanty
Descriptor {
Descriptorinapplicabdity 118 probabhy Certairty
DescriptorMapping_C2C [ |
DescriptarMapping_02C ] -!c_" Dl'ﬂbmhl ot . 'Ea't.rTh.-
DescriptorStatusDiata
OeasioiTron 120 |vesy bty Certanty
Descriptor TreeMNode 1 by mesinterpretatl . | Treat AsMisinteme
Descrptor TreeNodeRecFre 1
Descriptor TresNodeRecMo 122 often misirgerpret,,. | TreatAsMisintempr
CescriptorTreeNodeRecSte [ - [ s
Frequency 123 _-'areh-' camaaku e __Tma’r#s!v'l!mr'uemr
E’;ﬂr‘gﬂ"cm Prouy 124 sometimes misint... | TreatAsMisintemr

i i i
Import Mapping 125 blackesh OtherModfierClas
ERpeat e o 126 bluish OtherModfierClas
MolecularSequenceData 127 .hrigh'r :'Dtherfﬂudiieﬂas
MaolecularSequence Sampir : .
ajs&f\l‘-ﬂhul‘lpl‘m o 1{"1{1‘ Lidlade ool L Al .lﬂ_.!""l;_
i

Restrict 1o top 10015 datasets

the name of the server and the port, e.g. tnt.diversityworkbench.de, 5432, the .r_’."t1login

associated with the connection of the linked server e.g. TNT and the password for this login.

The available [ databases will be listed as shown above. To inspect the content, select

among the tables or views listed in the right part as shown above. Linked servers have certain

restrictions for the availability of data, e.g. XML and geography data are not available via a
linked server. For a table or view containing incompatible content you may encounter a

corresponding error mentioning the reason for the incompatibility.
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Database - access
The database engine for DiversityDescriptions is Microsoft SQL-Server 2008 or higher.

If you are connected to a database this is indicated by the icon of the connection button A

in left upper corner. If you are not connected this will be indicated by the icon . To access
any database, you must specify the server where the database is located. For the

configuration of this connection choose Connection -> Fpatabase... from the menu or click
on the [Fbutton.

If you want to use a database on a local or remote SQL-server, start the program oa
DiversityDescriptions.exe and in the main window click on the #putton or choose Connection

-> [FDpatabase ... from the menu. A window as shown below will open. Here set the
connection parameters as described below.

Database name, IP-address and Port

A dialog will open, to specify the name or IP-address and port number of the server and to
select the authentication mode. The SQL-Server may be addressed by its IP-address, e.g.
127.0.0.1 or by its name, e.g. localhost. You can either choose Windows authentication (see
left image below) or SQL-Server authentication (see below - central middle image).

:_-;j Connect to database = O * f_;:j Connect to database B O .
25 Previous connections - 2= Previous connections -
Server Server
Mame or |P-adress of the server Part Mame or |P-adress of the server Part
llocalhost v || 5432 | || |localhost v|| 5432 |
Login Login
(® Windows authentication 3."} () Windows authentication ?.",,
() SGL-Server authertication L& i®) S0L-Server authertication L b
User: HestEdifon |Izer; |Test Editar |
Password: P Password: | """"" | p o
Connect to server gg!, Zum Server verbinden '%g
Choose database: Choose database:
DiversityDescriptions_Log Test
Abbrechen Abbrechen
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A Connect to database = O >

% Previous connections -

localhost 5432
®
i
TestEditar
......... 5%
Zuricksetzen &
Choose database:
|- sityDescriptions Log Test vl
Abbrechen QK

The standard port number for SQL-Server is 1433 and will be set as a default. If the database
server is configured using a port different from that port, you must give the port number in

| Connect to server |

the field Port. Click on the button to connect to the server. If the
connection informations are valid, you can choose a database from the server from the
combobox at the base of the window (see right image above). To restart the connecting

[ Funicksetzen

| | % previ i
process click on the button. In menu rEVIBUS connections

of the latest login data (server and port) used.

you find a list

If you access a database for the first time you will be asked to consent to the storage and
processing of your personal data (see below) according to the General Data Protection
Regulation. Without your consent the access is not possible.

§ Privacy Consent = O =

The DiversityWorkbench stores and processes personal data. This data is
used amongst others for security, history and feedback functionality.

For further information see
http# /diversitvworkhench net/PortalDefault Agreement on  Processing of
Personal Data in DWB Software

| consent to the storage and | reject the storage and processing
processing of my personal data in of my personal data in the
the DiversityWaorkbench DiversityWorkbench
"
Password

If you are logged in with a SQL-Server account |-!'Fand are not restricted to the group fict

DataUser or DataReader, you can change your password. Choose Administration -> ¥
Change password... from the menu. In the window that will open, enter your current
password and the new password (see below). The password must match the restrictions set
by the database server.
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? Change password

Please enter vour new password

Old password: |

Mew password: |

Repeat password: |

. Abbrechen |

Module connections

The program will automatically try to get connect to Diversity Workbench databases and
webservices. For further details see the Connections section.
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Logging

Changes within the database will be documented for each data set together with the time and

the responsible user in the columns shown in the image below.

=pak srnErm Imnrtﬂ?nrf:rn v bim b .l.I
J (T b ey = fee (=0 o o it b Mes o tere d §vpod o epeoebe ) chie dota Thee o U Do e v 2] necam, v "ech iy Bece ST OO Prcin Lhe s s vessed e e, _l
|Leslnsstadten sma datatine [emhe m 3 i e 100 3 e virst 2nbasesd kg e o g 2] It this Spstem
g b Ay st ] Fmres o 1 wvhe Lok upcisbacd e dsts Thin e Bom opes shir dor omist | nme, vimiet e b 2 facsnd e e pacemn respo-e s,
o didmchoden wnaildatess ak e e o d et palaisal. =

All main tables have a corresponding logging table. If you change or delete a data set, the
original data set will be stored in this logging table together with information about by whom

and when changes were made last.

Data

2|

DisplayText
LogInsertedvwhen
LogInsertedBy
LogUpdatedwhen
LogUpdatedBy

Data_Log

Iy

DisplayText
LogInsertedWwhen
LogInsertedBy
LogUpdatediwhen
LogUpdatedBy

LogState
LogDate

LogUser

% | LogIDr

=] [:j DiversityDescriptions_LogTest
[ Datenbankdiagramme

= [ Tabellen

BEBBE

BEEBHBH

£

[ Systerntabellen

= dbe.Annectation

= dbo.BaseEntity

=1 dbo.BaseEntity_log

= dbo.BaseEntityTable Enum

= dbo.CategoricalsamplingData

= dbo.CategoricalSamplingData_log
=l dbo.CategoricalState

= dbo.CategoricalState_log
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History

To inspect the history of a data set click on the “button. A window will open showing all
former states of the data in tables with the current data set at the top.

(3 History of Example plant - O W

— i |moles  |modifierid | frequency id | Kind of chang| Date of chang| Responsible | LogiC

b 4BDOGS (NULL) (MUILL) (NULL) current versio (NULL) (HULL)Y {NULI
4B00GE 78333 78280 Test 462543 452825 curtent versio (NULL) (NULL) {NULI

480071 78313 678284 (NULL) {HULL) (NULL) DELETE  2018-01-261 1 3
430070 £73333 678287 (NULL) (MULLY {NUILL) DELETE 2018-01-261 1 2

If you have sufficient access rights for the database (role administrator), the buttons &
Restore deleted and Restore data as in selected line are available (see image below). If
you want to restore an old version of a data set, choose the corresponding line in the table
and click on the Restore data as in selected line button.

.].I._ " :m s n-.'[]d,.i a ﬂ'ﬂm Wm y m . m !ED‘. Ces ¥ _ - - 'I'! &

5
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(3 History of Example plant - O "
] Restore deleted | Restore date as n selected ine | )

| description_id state id | notes

450065 673333 678273 (NULLY (NULL)  (NULL)  cument versio (NULL) UL NUU
4B006E 678333 E78280 Test 457548 453875 cutrent versio (NULL) {HULL) (NULI
b | 678284 (NULL)  (NULL)  (Nuly

450070 673333 BTR2E7 (HULLY (NULL) (NULL) DELETE 2018-01-261 1 2

If you want to restore a whole data set including the dependent data, click on the @Restore

deleted button. This function is as well available from the menu Data -> # Restore from log
... In the upcoming dialogs choose the basic table to start for the search. In the upcoming
dialogs enter the date where the query should start and the number of lines from the log table
that should be displayed. Finally select the datarow(s) of the root table that should be
restored. After that the program will try to recover the data with all depending information.

Depending on selected edit mode ("Descriptions”, "Descriptors" or "Projects") the marked
tables in the overview below may be selected as basic tables for restorage. With "->
dependent tables are marked that will be restored automatically, if the parent has been
successfully restored.

e Edit mode "Descriptions":
Translation

Description -> SamplingEvent -> SamplingUnit

-> DescriptionScope -> CategoricalSamplingData
. ->

-> CategoricalSu rybata QuantitativeSamplingData

->

N -> i
QuantitativeSummaryData TextSamplingData

->
-> TextDescriptorData MolecularSequenceSampling
Data
-> MolecularSequenceData
-> Resource * -> ResourceVariant

Description CategencalSumman Deta QuartitativeSummaryData  MolecuarSequenceDats  DesciptorStatusDats  DescriptionScope  Resourc * 1%
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e Edit mode "Descriptors":
Translation

Descriptor ->
->
e Edit mode "Projects":
Translation
Project ->
DescriptorTree ->

->

CategorialState

Resource * -> ResourceVariant

OtherScope

DescriptorTreeNode

->
DescriptorTreeNodeRecFreq
uency

->
DescriptorTreeNodeRecModif
ier

->
DescriptorTreeNodeRecStat
Measure

Resource * -> ResourceVariant

* Remark: If you restore an object that assigns resources, be aware that during delete
processing in many cases the link from the resource to the deleted object was set to null
before deleting the resource itself. In those cases after restoring the target object you have
take a look in the history to restore the resource link using the button Restore data as in

selected line.

After successful restorage a message will give you an overview of the performed actions.

1 dataset(s) have been restored

Dataset in table DescriptorTreeMode inserted

pod
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Backup

Database copy

If you need to backup your database, you have to use the functionality provided by
SQL-Server. To do this, you need administration rights in the database you want to create a
backup. Open the Management Studio for SQL-Server, choose the database and detach it
from the server as shown in the image below.

i _J wm alfeladl 4
# | J| DiversityDescriptions MNeue Datenbank...
7 | DiversityDescriptions MNeue Abfrage
i| DiversityDescriptions
J DiversityDescriptions .
F J DivEEi‘tj,rDescripticns! Tasks k Trennen... l

| MivarsitNacrrantiane

Skript fur Datenbank als ~ »

After detaching the database, you can store a copy of the ..._Data.MDF File to keep it as a
backup.

After storing the backup you have to attach the database.
I

(=R | Catenba g
T3 Syste Meue Datenbank...
¥ DiVE| Anfigen...
L-'J D!UE Datenbank wiederherstellen...
[l Dive
{3l Dive Dateien und Dateigruppen wiederherstellen...
L)l Dive PowerShell starten
[l Dive
I._,J Dve Berichte b
J D?UE Aktualisieren
| 1 Divelrreyerererperermmrermrere |

A dialog will appear where you have to select the original database file in your directory.

Note: A database copy can only be attached to an SQL server with the same or a higher
version. For example if a database that was attached to an SQL-Server 2008 R2 (internal
version 10.50) is copied, it is not possible to attach the copy to an SQL-Server 2008 (internal
version 10.00).

Database backup

If you are logged in to a database with administrator rights, you can start a backup within

DiversityDescriptions with menu item Data-> LI];IBackup database. In this case the name of
the backup is automaticallly generated from the SQL-server version, the database name and
data/time of backup. In case of backup success the resulting file path at the SQL server disk
will be displayed as in the example below.
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i = 5
BackupSuccess @

‘-.I Database successfully copied to
' EADatabasehDiversityDescriptions\MS5QL1005512_DiversityDescriptions
_BioWIKI_20130805_1353.bak

L y

To restore the backup to a new database, right-click at "Database" in the Managment Studion
for SQ-Server and select "Restore database...".

LA

= Meue Datenbank...

- ; Anfagen...

]

S ‘u‘l Datenbank wiederherstellen...

Dateien und Dateigruppen wiederherstellen..,
PowerShell starten

Berichte 3

Altualisieren

In the following panel specify the database name, select "Restore from medium" to specify
your backup file and select the backup source (see below). You can overwrite an existing
databse by selecting it in that panel instead of specifying a new database name.
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| Datenbani eder m-.;,—:,,.?';" ."__;-...'f:.:,,i:_‘,-__?,,;,;;.“ ,ﬁj."_,,s.;__ restored Li x

Seite auswahlen i A
4 Algamein 8 Skpt = [} Hie
[ Optionen

Ziel fir die Viederherstelung

Wahlen Se den Maman einer neuen ader vorhandenen Datenbank fur den Wiederhersigllungsvorgang

In Diatenbank: -
Bis 2u Zedpunkd: El
Gele fur die Wiederherstellung

Geben Sie die Guelle und den Speicheron derwiedertherzusiellendan Sicherungssatze an.

wﬁmﬁej—u_" seherrustellenoen ocnerunassare ..

o ——

" Backup copy of DiversityDescriptions_BioWIK) from 05.08.2013 135348 Dater

[ Vierbindung
Sapver
BOTSAMMLASQLENPRESS

Varbindung:
botsammi4 3\ Link

%2 Vemindungseigenschafien
anzsigen
Bereit

[ ok | | Asbrechen |

k.

Note: The same limitations concerning the SQL-Server versions as mentioned in section
"Database copy" are valid for backup handling, too. A backup can only be restored at the

same or a higher version of SQL-Server.
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Database documentation

This tool is used to generate a structured documentation of database parts. To use this tool,

choose Administration -> L-njDatabase -> i Documentation ... from the menu. A window
will open as shown below.

L Docurmentstion - O x
Dﬂéba:eoﬁbm i chinca o HTML  MadaWWid  JSPONIED | Semanic MedaWiki 'ﬁ
bl IO -
inchude _
s [ Wews T3 Fustons Table BaseEntit &
[+ Il I
[] Fnles . Sl : _
i Most DB objects inherit from this (desired side affect: diff
Hmotsbion -
|E BaseErity T -
[£] BassErdiy Tabde_Erum Column Data type Description Relation
= Caaguia Sanpirg lata 3 o =
] CategericaTate id E Dz.nt.all:l..as;. :nbETa- ohject [D unigue
e e across o Lables n database
|_| Contmizumen References the table name aof table
[| Carmnsar entrias associatad with the
[] _Jm:r.m:_En.m BaseEntity; MULL mndicatbes orphaned Ritars bo hadil
[] Seecricten table_id ank antres and may be used for garbage (o .
[ S ' = 5 3 = b d I E 1
Ijl ﬁf:f‘:_‘l' bt o collection of otherwse deleted BaseEntity Table_Enum
rehilo objact ids
|| Descrintodnopplcabilny e 7 e,
[ Deaviptoapping C2C Default valve: MULL
[ | Sesenzorblanpang Q20 To be used where the licence for an
Desonpor ShelusTlats ohjact differs from the default
m i o T i ights = [255]) = g . e
] _‘w.:::_._n :&u-w specific_rights_text|varchar [(255) project licance
Demritor [ reed Dafswt valua: MU
| Dsncatpioe Tron Sbocke Pes Freuancy AR YO, L
|| escnipitorTreebockeFec Modfier un of leence, winers different from
[ | Deacnmor Treehlode R M Measure specific_licence_un |varchar (255) project licence
[] Frequency Dafarilt wakae: NURLL
I: Ceographicfres Tamn L%
E GeographscArsaPray
Py v
IE.."’F_"_"" - ] inciue e for chiscts Suppress cobumns fuse fas separnork
Add: | | | Addio seiection - m |:"| Inciude rel=hores and dependences A Semting wath: [
; ; | M/ Bt W E-clin
Remava! | | | Pramaner from salaction = [ inchmie Nl /Bt Kl [ Ending wih. | ]

Select the tables that should be included in the documentation, choose among the provided
options and click on the button Create ... documentation to create a documentation in one of
the available formats (HTML, MediaWiki, JSP-Wiki, Semantic Media Wiki). If you create a HTML
documentation, a local file named <Database name>.htm is generated in the application
directory, that might be copied and edited for own purposes. For MediaWiki and JSP-Wiki you
may simply copy and paste the needed parts from the output window.

If you select format "Semantic Media Wiki" an output is generated that fits to terminology
platforms as used e.g by TDWG. In this scheme the most important entities are "Concept" and
"Collection". Each "Concept" represents a single table column, which is shown on an own page
named <prefix>: <table>.<column>. Each "Collection" represents a single table, which is shown
on an own page named <prefix>: <table> (see image below). The "Semantic Media Wiki" option
currently only supports output of Tables. Views, Functions and Roles will be ignored.
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If "Generate: XML" is selected, the output is generated in an XML format that may be
imported to a semantic media wiki. To show all generated data, the two templates
"dwb_concept" and "dwb_relation" must be inserted in the wiki.
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Index
o BaseEntity

 BaseEntityTable_ Enum

e CacheDatabase

e CacheMappingDescription

o CacheMappingDescriptor

o CacheMappingState

e CacheProject

o CategoricalSamplingData

e CategoricalState

» CategoricalSummaryData
 DataStatus_Enum

o Description

o DescriptionScope

o Descriptor

e DescriptorInapplicability

o DescriptorStatusData

o DescriptorTree

o DescriptorTreeNode

o DescriptorTreeNodeRecFrequency

e DescriptorTreeNodeRecModifier

o DescriptorTreeNodeRecStatMeasure

 Frequency

e ImportMapping

o« ImportSession
e Modifier
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MolecularSequenceData

MolecularSequenceSamplingData

OtherScope

Project

Project AvailableScope

QuantitativeSamplingData

QuantitativeSummaryData

Resource

ResourceVariant

ResourceVariant Enum

SamplingEvent

SamplingUnit

SexStatus_Enum

StatisticalMeasure_ Enum

TextDescriptorData

TextSamplingData

e Translation

e TranslationColumn_Enum

Table BaseEntity

The BaseEntity is used within the database to provide unique keys

Column

Data type

Description

Nullable

int

Database-internal
object ID, unique

across all tables in
database (primary

key)

NO

table_id

int

References the table
name of table entries
associated with the
BaseEntity; NULL
indicates orphaned

YES
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entries and may be
used for garbage
collection of otherwise
deleted object ids

Default value: NULL

specific_rights_text

nvarchar (255)

To be used where the
licence for an object
differs from the default
project licence

Default value: NULL

YES

specific_licence_uri

nvarchar (255)

URI of licence, where
different from project
licence

Default value: NULL

YES

Table BaseEntityTable_ Enum

The BaseEntityTable_Enum contains the names of tables that reference the

BaseEntity table

BaseEntity table

Column Data type Description Nullable
Database-internal

id int object ID of this NO
record (primary key)
Name of table that

table nvarchar (255) references the NO

Table CacheDatabase
Table holding the cache databases connected to the database

Column

Data type

Description

Nullable

Server

varchar (50)

The name or IP of the
server where the
cache database is

located

NO

DatabaseName

varchar (50)

The name of the
cache database

Port

smallint

The port of the server
where the cache

database is located

NO

Version

varchar (50)

The version of the
cache database

YES

Table CacheMappingDescription

Table holding the description key mappings for the cache database
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Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

project_id

int

Reference to the
description project
(foreign key)

NO

description_id

int

Reference to the
description to which
these data belong

(foreign key)

NO

target_key

int

Mapped key value for
the target of the
cache database.

NO

Table CacheMappingDescriptor

Table holding the descriptor key mappings for the cache database

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

project_id

int

Reference to the
descriptor project

(foreign key)

NO

descriptor_id

int

Reference to the
descriptor to which
these data belong

(foreign key)

NO

target_key

int

Mapped key value for
the target of the
cache database.

NO

last_state_key

int

Highest value of state
key. Relevant for
key_mapping_level > 0
Default value: (0)

YES

Table CacheMappingState

Table holding the categorical state key mappings for the cache database

Column Data type Description Nullable
Database-internal ID

id int of this record (primary [NO
key)

. . . Reference to the state
project_id Int project (foreign key) NG
. . Reference to the
state_id Int categorical state to NO
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which these data
belong (foreign key)

target_key

int

Mapped key value for
the target of the

cache database.

NO

Table CacheProject

Table holding the project settings for the cache database

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

project_id

int

Reference to the
description project
(foreign key)

NO

withheld_data_level

tinyint

Flag for handling of
withheld descriptor
data. O=withhold
description;
1=withhold descriptor;
2=do not withhold
data

Default value: (0)

YES

key_mapping_level

tinyint

Flag for handling of
key mapping.
O=re-build mapping for
each update; 1=keep
first mapping;
2=additionally take
numeric values of
alternate ID for items;
>2 as 2 but
re-initialize table

Default value: (0)

YES

last_char_key

int

Highest value of
character key.
Relevant for
key_mapping_level >0
Default value: (0)

YES

last_item_key

int

Highest value of item
key. Relevant for
key_mapping_level >0
Default value: (0)

YES

last_changes

datetime

The recent date when
data within the project
had been changed
Default value:

getdate()

YES
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Table CategoricalSamplingData

The categorical data recorded for a sampling event

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

sampling_unit_id

int

Reference to the
sampling unit (foreign
key)

NO

state_id

int

Reference to the state
(descriptor is implicit in
state_id) (foreign key)

NO

notes

nvarchar (MAX)

Free-form text
detailing special cases
or additional data

beyond the values

YES

modifier_id

int

Optional reference to
a modifier definition
(e.g. "strongly", "at
the base", "in
autumn") (foreign key)

Default value: NULL

YES

frequency_value

int

Number of times this
category was
observed within a
single sampling unit
Default value: NULL

YES

Table CategoricalState
The categorical states available for categorical descriptors

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

descriptor_id

int

Reference to the
descriptor to which
the state belongs

(foreign key)

NO

label

nvarchar (255)

Short label (or name)
of descriptor state

NO

abbreviation

nvarchar (255)

Abbreviated label of
descriptor state

Default value: NULL

YES

detail

nvarchar (MAX)

Additional detail text
explaining or

YES
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commenting on the
descriptor state
definition

wording

nvarchar (255)

Optional separate
wording for natural
language generation
(label will be used if
this is missing)
Default value: NULL

YES

display_order

int

A positive number
defining the sequence
in which descriptor
states are displayed
Default value: '0’

NO

Table CategoricalSummaryData

The categorical data of a description

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

description_id

int

Reference to the
description to which
these data belong
(foreign key)

NO

state_id

int

Reference to the state
(the descriptor is
implicit in state_id)
(foreign key)

NO

notes

nvarchar (MAX)

Free-form text
detailing special cases
or additional data

beyond the values

YES

modifier_id

int

Optional reference to
a modifier definition
(e.g. "strongly", "at
the base", "in
autumn") (foreign key)

Default value: NULL

YES

frequency_id

int

Optional reference to
a frequency modifier
definition (e.g.

"rarely"”, "usually",
"mostly") (foreign key)

Default value: NULL

YES

Table DataStatus Enum

Values of data status used for descriptions according to SDD 1.1 rev 5
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Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

label

nvarchar (255)

Short label (or name)
of data status

NO

code

nvarchar (255)

Code of data status

NO

abbreviation

char (1)

Single (intuitive)
character

NO

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the

data status definition

YES

Table Description
The description in the database

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

label

nvarchar (255)

Short label (or name)
of description
Default value: NULL

YES

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the
description definition

YES

project_id

int

Each description
belongs to exactly one
project (required,
foreign key)

alternate_id

nvarchar (30)

Optional alternate id of
a description item -
should be unique
within one project, but
not checked by
database

Default value: NULL

YES

wording

nvarchar (255)

Optional separate
wording for natural
language generation
(label will be used if
this is missing)

Default value: NULL

YES

Table DescriptionScope
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The scope of the description

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

description_id

int

Reference to the
description to which
these data belong

(foreign key)

NO

label

nvarchar (255)

Short label (or name)
of scope

Default value: NULL

YES

dwbURI

nvarchar (255)

Reference to
DiversityWorkbench
component

Default value: NULL

YES

type

nvarchar (255)

Scope type
("GeographicArea",
"Citation",
"Observation”,
"Specimen”,
"TaxonName",
"OtherConcept",
"Stage", "Part" or
"Sex")

Default value: NULL

YES

taxon_id

int

Reference to one of
potentially several
taxa described by the
description (not used,
foreign key)

Default value: NULL

YES

specimen_id

int

Reference to one of
potentially several
specimens (collected
and preserved) that
are being described
(not used, foreign key)
Default value: NULL

YES

observation_id

int

Reference to one of
potentially several
observations (not
preserved) that are
being described (not
used, foreign key)
Default value: NULL

YES

source_reference_id

int

Reference to one or
several literature
references on which
the description is
based (not used,
foreign key)

Default value: NULL

YES

geographicarea_id

int

Reference to one of

YES
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potentially several
geographic areas
refered to in a
description (not used,
foreign key)

Default value: NULL

other_scope_.id

int

Reference to further
scopes, e.g. stage,
sex etc. (foreign key)
Default value: NULL

YES

Table Descriptor

Descriptor (= characters, features) define variables

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

label

nvarchar (255)

Short label (or name)
of descriptor

NO

abbreviation

nvarchar (255)

Abbreviated label of
descriptor

Default value: NULL

YES

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the
descriptor definition

YES

display_order

int

A positive number
defining the sequence
in which descriptors
are displayed

Default value: '0'

NO

subclass

nvarchar (255)

The four character
subclasses of SDD are
all combined here in
one entity and
distinguished by this
attribute
("categorical",
"quantitative", "text"
or "sequence")
Default value:
‘categorical’

NO

statistical_measureme
nt_scale

nvarchar (255)

Scale of descriptor:
Categorical may be
nominal (unordered,
“red/green/blue”) or
ordinal (ordered,
“bad/medium/good”);
Quantitative may be
interval (°C) or ratio
(mass, length, time, K)

NO
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Default value:
'nominal’

usually_exclusive

tinyint

Applicable to
categorical
(nominal/ordinal)
descriptors only. If
usually exclusive =1,
then by default the
user interface allows
only entering one
state. Nevertheless,
multiple states in the
data are valid.

Default value: '0'

NO

state_collection_model

nvarchar (255)

Handling of multiple
values: OrSet/AndSet:
unordered set
combined with or/and,
OrSeq/AndSeq:
ordered sequence
combined with or/and,
WithSeq: example is
“green with brown”,
Between: an example
is “oval to elliptic”
Default value: 'OrSet’

NO

mandatory

tinyint

Is the scoring of this
descriptor mandatory
(required) in each
item?

Default value: '0’

NO

repeatability

nvarchar (255)

How reliable and
consistent are
repeated
measurements or
scorings of the
descriptor by different
observers and on
different objects?
("ignore", "very low",
"low", "below average",
"slightly below
average", "standard",
"slightly above
average", "above
average", "high" or
"very high")
Default value:
'standard’

NO

availability

nvarchar (255)

How available is the
descriptor or concept
for identification?
("ignore", "very low",
"low", "below average",
"slightly below
average", "standard",
"slightly above

average", "above

NO
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average", "high" or
"very high")
Default value:
'standard’

measurement_unit

nvarchar (255)

A measurement unit
(mm, inch, kg, °C, my/s
etc.) or dimensionless
scaling factor

Default value: NULL

YES

measurement_unit_pre
cedes_value

tinyint

Set to 1 if the
measurement unit
precedes the value
Default value: '0’

NO

values_are_integer

tinyint

Set to 1 if the values
are integer
Default value: '0'

NO

min_plausible_value

float

Applicable to
quantitative
descriptors only; in
support of a
plausibility check for
values. Example: for
tree height this could
be 0, i.e. only positive
values allowed
Default value:

'-1.79e308’

NO

max_plausible_value

float

Applicable to
quantitative
descriptors only; in
support of a
plausibility check for
values. Example: for
tree height this could
be 99

Default value:

'1.79e308'

NO

sequence_type

nvarchar (255)

Type of molecular
sequence, "Nucleotide"
or "Protein". The value
"Nucleotide" covers
RNA and DNA
seguences

Default value:

'‘Nucleotide'

NO

symbol_length

tinyint

The number of letters
in each symbol.
Nucleotides are always
codes with 1-letter
symbols, but proteins
may use 1 or 3-letter
codes (e.g. A or Ala
for alanine)

Default value: '1'

NO

enable_ambiguity_sym
bols

tinyint

Set to 1 if ambiguity
symbols are supported
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in the sequence string,
e.g.R,Y,S, W for
nucleotides or B, Z for
proteins

Default value: '1'

gap_symbol

nvarchar (3)

A string identifying the
"gap" symbol used in
aligned sequences.
The gap symbol must
always be
symbol_length long

Default value: NULL

YES

wording_before

nvarchar (255)

Representation for
natural language
output, inserted
before the
states/value

Default value: NULL

YES

wording_after

nvarchar (255)

Representation for
natural language
output, inserted after
the states/value

Default value: NULL

YES

data_entry_note

nvarchar (MAX)

A note or prompt when
entering or dealing
with data

YES

wording

nvarchar (255)

Optional separate
wording for natural
language generation
(label will be used if
this is missing)
Default value: NULL

YES

Table DescriptorInapplicability

The descriptor dependency rules

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

d

controlled_descriptor_i |,

int

Reference to the
descriptor to which
the rule will apply, e.g.
which will be
inapplicable if
controlling state
applies to the same
description (foreign
key)

NO

controlling_state_id

int

Reference to the
controlling categorical
state; if present in a
description, controlled

NO
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descriptor is affected
according to rule

The kind of rule
creating a descriptor
inapplicability
("inapplicable-if",
rule nvarchar (255) "applicable-if", NO
"inapplicable-computed
-from-applicable")
Default value:

'inapplicable-if'

Table DescriptorStatusData
The status data of a descriptor for a certain description

Column Data type Description Nullable

Database-internal ID
id int of this record (primary [NO
key)

Reference to the
description to which
these data belong

(foreign key)

description_id int NO

Reference to the
descriptor to which
the status value

belongs (foreign key)

descriptor_id int NO

Reference to a status
definition. Status is
like a marker why data
is missing or in need of
revision (examples:
"unknown", "not
applicable", "to be
checked", "data

withheld" etc.)
(foreign key)

datastatus_id int NO

Free-form text
detailing additional
information (rarely
used, not multilingual)

notes nvarchar (MAX) YES

Table DescriptorTree
The root and definition of a descriptor tree

Column Data type Description Nullable

Database-internal ID
of this record,
references BaseEntity

(primary key)

id int NO
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is_complete

tinyint

Set to 1 if this tree
includes the largest
possible set of
descriptors for the
taxon set associated
with a project (i.e. the
"master-descriptor
tree", other trees
being subsets)

Default value: '0'

NO

label

nvarchar (255)

Short label (or name)
of descriptor tree

NO

type

nvarchar (255)

"mixed", "part-of",
"property" or
"generalization"

NO

project_id

int

Each tree belongs to
exactly one project
(required, foreign key)

NO

Table DescriptorTreeNode

The descriptor tree nodes representing either nodes of the tree or

descriptors ("leafes" of the tree)

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

parent_node_id

int

Reference to a parent
node, creating a true
tree; NULL for a root
node (foreign key)
Default value: NULL

YES

label

nvarchar (255)

Short label (or name)
of internal node
associated with a
concept; NULL for a
descriptor node
Default value: NULL

YES

abbreviation

nvarchar (255)

Abbreviated label of
node

Default value: NULL

YES

display_order

int

A positive number
defining the sequence
in which child nodes
are displayed

Default value: '0'

NO

descriptortree_id

int

Reference to a
descriptor tree; all
nodes must have a
direct link to the tree
definition (foreign key)
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descriptor_id

int

Reference to a
descriptor; NULL if the
present node is an
inner concept node
defining a hierarchy of
nodes or descriptors
(foreign key)

Default value: NULL

YES

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the
node definition

YES

Table DescriptorTreeNodeRecFrequency

Selection of recommended frequency values for descriptor tree parts or

single descriptors

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

node_id

int

Reference to the
descriptor tree node

(foreign key)

NO

frequency_id

int

Reference to the
recommended
frequency modifier
(foreign key)

NO

Table DescriptorTreeNodeRecModifier

Selection of recommended modifier values for descriptor tree parts or single

descriptors

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary
key)

NO

node_id

int

Reference to the
descriptor tree node

(foreign key)

NO

modifier_id

int

Reference to the
recommended modifier

(foreign key)

NO

Table DescriptorTreeNodeRecStatMeasure

Selection of recommended statistical measures for descriptor tree parts or
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single descriptors

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary
key)

NO

node_id

int

Reference to the
descriptor tree node

(foreign key)

NO

measure_id

int

Reference to the
recommended measure

(foreign key)

NO

Table Frequency
Definition of frequency modifier values

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

label

nvarchar (255)

Short label (or name)
of frequency modifier
(e.g. "very rare",

n n

"rare", "usually" etc.)

NO

lower_estimate

float

Each frequency
modifier defines a
frequency range, this
is the estimated
lowest frequency
Default value: '0’

NO

upper_estimate

float

As above, estimate of
upper range for the
border; note: ranges
may overlap!

Default value: '1'

NO

display_order

int

A positive humber
defining the sequence
in which frequency
modifiers are to be
displayed

Default value: '0’

NO

Table ImportMapping

The import mappings to support mapping of external file keys to database

keys
Column Data type Description Nullable
id int Database-internal ID [NO
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of this record (primary
key)

object_id

int

Reference to the
object to which the
mapping belongs,
references BaseEntity
(foreign key)

NO

session_id

int

Reference to the
import session to
which the mapping
belongs, references
ImportMapping (foreign
key)

NO

table_name

varchar (50)

Name of the import
table

NO

parent_key

varchar (255)

Symbolic key of the
parent table

NO

external_key

nvarchar (255)

External key in the
import file

NO

Table ImportSession

The import sessions to support import of data spread over several files

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

project_id

int

Each import session
belongs to exactly one
project (required,
foreign key)

detail

nvarchar (MAX)

Detail text explaining
the import session
definition

YES

Date and time when
the import session was

create_timestamp datetime created NO
Default value:
getdate()
Date and time when
the import session was
update_timestamp datetime updated NO
Default value:
getdate()
Table Modifier
Definition of modifier values
Column Data type Description Nullable
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int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

class

nvarchar (255)

Grouping of modifiers
into classes
("Certainty",
"Seasonal", "Diurnal",
"TreatAsMisinterpretati
on" or
"OtherModifierClass")

NO

label

nvarchar (255)

Short label (or name)
of modifier (e.g.

"strong", "probably"
etc.)

NO

display_order

int

A positive humber
defining the sequence
in which modifiers are
to be displayed

Default value: '0'

NO

Table MolecularSequenceData

The molecular sequence data of a description

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary
key)

NO

description_id

int

Reference to
description to which
these data belong
(foreign key)

NO

descriptor_id

int

Reference to a
molecular sequence
descriptor to which
the sequence text

belongs (foreign key)

NO

sequence

nvarchar (MAX)

Molecular sequence
text referring to
information on one

descriptor

notes

nvarchar (MAX)

Free-form text
detailing special cases
or additional data

beyond the values

YES

Table MolecularSequenceSamplingData

The molecular sequence data recorded for a sampling event

|Column

|Data type

| Description

|Nullable
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int

Database-internal ID
of this record (primary

key)

NO

sampling_unit_id

int

Reference to a
sampling unit (foreign
key)

NO

descriptor_id

int

Reference to a
molecular sequence
descriptor to which
the sequence text

belongs (foreign key)

NO

sequence

nvarchar (MAX)

Molecular sequence
text referring to
information on one

descriptor

notes

nvarchar (MAX)

Free-form text
detailing special cases
or additional data
beyond the values

YES

Table OtherScope

Scope values for description scope values for scope types "Other scope",

"Part", "Stage" and "Sex"

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

label

nvarchar (255)

Short label (or name)
of scope (e.g. "male",
"female", "adult",
"juvenile" etc.)

NO

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the
scope and delimitation
of the present

description

YES

type

nvarchar (255)

Describes the scope

type ("sex", "stage",
"part" or "other")

NO

sex_status_id

int

Reference to sex
status value according
SDD V5.1 (foreign key)
Default value: NULL

YES

Table Project
Projects define separated workareas in a single database
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Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity
(primary key)

NO

parent_project_id

int

Reference to a parent
project, creating a
subproject; NULL for a
root project (foreign
key)

Default value: NULL

YES

label

nvarchar (255)

Short label (or name)
of project (or
subproject); each
project defines a
separate work
environment within a
shared database by
means of defining sets
of descriptors (through
DescriptorTree)

NO

rights_text

nvarchar (255)

The default rights and
licence statement for
the entire project;
BaseEntity provides
means to override this
for individual objects
Default value: NULL

YES

licence_uri

nvarchar (255)

URI of licence for the
project; BaseEntity
provides means to
override this for
individual objects

Default value: NULL

YES

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the
project (or subproject)

YES

primary_language_cod
e

nvarchar (3)

Language of primary
text version (fields
directly in tables, may
be translated in table
Translation);
Examples: "de", "en"
etc. (ISO 639

language code)

NO

ProjectProxyID

int

Reference to a project
definition of
DiversityProjects that
allows control of
access rights

Default value: (0)

NO
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Table Project_AvailableScope
Scope values available for a certain project

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary
key)

NO

project_id

int

Reference to the
project for which a
shall be available

(foreign key)

NO

scope_id

int

Reference to a scope
definition in
OtherScope (foreign
key)

NO

Table QuantitativeSamplingData

The quantitative data recorded for a sampling event

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

measure_id

int

Optional statistical
measure (minimum,
mean, maximum,
ranges, sample size,
variance etc.)
recorded in value; if
NULL, value is a direct
measurement (foreign
key)

Default value: NULL

YES

sampling_unit_id

int

Reference to a
sampling unit (foreign
key)

NO

descriptor_id

int

Reference to
descriptor which the
values record (foreign

key)

NO

value

float

The value for the
statistical measure or
single
measurement/recordin
g

NO

notes

nvarchar (MAX)

Free-form text
detailing special cases
or additional data
beyond the values

YES

modifier_id

int

Optional reference to
a modifier definition

YES
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(e.g. "strongly", "at
the base", "in
autumn") (foreign key)

Default value: NULL

Table QuantitativeSummaryData

The quantitative data of a description

Column Data type

Description

Nullable

id int

Database-internal ID
of this record (primary
key)

NO

measure_id int

Reference to the
statistical measure
(minimum, mean,
maximum, ranges,
sample size, variance
etc.) recorded in value

(foreign key)

NO

description_id int

Reference to the
description to which
these data belong
(foreign key)

NO

descriptor_id int

Reference to the
descriptor which the
values record (foreign

key)

NO

value float

The value of the
statistical measure

notes nvarchar (MAX)

Free-form text
detailing special cases
or additional data
beyond the values

YES

modifier_id int

Optional reference to
a modifier definition
(e.g. "strongly", "at
the base", "in
autumn") (foreign key)
Default value: NULL

YES

Table Resource

Hyperlinks to separate rich text/media objects

Column Data type

Description

Nullable

id int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

terminology_role nvarchar (255)

Role in relation to

NO
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descriptors or states
("unknown"=role not
known or not
specified;
"diagnostic"=optimized
for identification;
"iconic"=icon/thumbnail
, heeds text;
"normative"=defines a
resource object;
"primary"=display
always, informative
without text;
"secondary"=display
only on request)
Default value:

'unknown'

ranking_for_terminolog
y

tinyint

Ranking of the
resource with respect
to terminology; range:
0to 10

Default value: NULL

YES

descriptor_id

int

Optional reference to
a descriptor (at least
1 of description_id,
node_id, descriptor_id,
state_id or taxon_id
must be present)
(foreign key)

Default value: NULL

YES

state_id

int

Optional reference to
a categorical state (at
least 1 of
description_id,
node_id, descriptor_id,
state_id or taxon_id
must be present)
(foreign key)

Default value: NULL

YES

taxon_role

nvarchar (255)

Role in relation to taxa
or descriptions
("unknown"=role not
known or not
specified;
"diagnostic"=optimized
for identification;
"iconic"=icon/thumbnail
, heeds text;
"normative"=defines a
resource object;
"primary"=display
always, informative
without text;
"secondary"=display
only on request)
Default value:
‘'unknown’

NO
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ranking_for_taxon_use

tinyint

Ranking of the
resource with respect
to taxa or
descriptions; range: 0
to 10

Default value: NULL

YES

taxon_id

int

Optional reference to
a taxon (at least 1 of
description_id,
node_id, descriptor_id,
state_id or taxon_id
must be present)
(foreign key)

Default value: NULL

YES

description_id

int

Optional reference to
a description (at least
1 of description_id,
node_id, descriptor_id,
state_id or taxon_id
must be present)
(foreign key)

Default value: NULL

YES

scope_id

int

Reference to the
scope of the resource
(e.g. "sex", "stage",
"season" etc.)

Default value: NULL

YES

display_embedded

tinyint

false/0: display as link,
true/1: display as
embedded media
object

Default value: '0’

NO

label

nvarchar (255)

Short label of (or
caption for) the
resource, e.g. a text
displayed below an
image or instead of
the link

NO

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the
resource definition

YES

language_code

nvarchar (3)

Language of the
resource itself, use zxx
for language
neutral/no linguistic
content (ISO 639-1)
Default value: NULL

YES

rights_text

nvarchar (255)

The rights and licence
statement for the
resource

Default value: NULL

YES

licence_uri

nvarchar (255)

URI of licence for the
resource

Default value: NULL

YES
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display_order

int

A positive number
defining the sequence
in which multiple
resources are
displayed

Default value: '0'

NO

node_id

int

Optional reference to
a descriptor tree node
(at least 1 of
description_id,
node_id, descriptor_id,
state_id or taxon_id
must be present)
(foreign key)

Default value: NULL

YES

Table ResourceVariant

Different resource variants/instances/service access points

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

resource_id

int

Reference to the
resource to which
these variants provide
access points (foreign

key)

NO

variant_id

int

Reference to the
definition of a variant
class e.g. "tiny
sample", "small
sample", "lower
quality”, "medium
quality", "good quality"
or "best quality"

(foreign key)

NO

url

nvarchar (255)

URL of the resource
variant

NO

pixel_width

int

Where applicable (still-
or moving image): the
width in pixel

Default value: NULL

YES

pixel_height

int

Where applicable (still-
or moving image): the
height in pixel

Default value: NULL

YES

duration

int

Where applicable
(sound or moving
image): the duration in
seconds

Default value: NULL

YES
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The size of the

color/hexrgb
Default value: NULL

size int resource in bytes YES
Default value: NULL
Type of the resource
as MIME type like
mime_type nvarchar (255) image/jpeg; color as [YES

Table ResourceVariant Enum

Classes for resource variants, values are predefined in the database

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

label

nvarchar (255)

Short label (or name)
of resource variant
class ("tiny sample”,
"small sample", "lower
quality”, "medium

quality", "good quality"
or "best quality")

NO

code

nvarchar (255)

Brief code equivalent
to the (longer) label

NO

detail

nvarchar (MAX)

Additional detail text
explaining the resource

variant class

YES

A positive number
providing a filter
mechanism for "tiny
sample" to "best

quality_order int quality": the smaller NO
the number, the less
quality a resource has
Default value: '0'

Table SamplingEvent

A sampling event may contain many sampling units

Column Data type Description Nullable
Database-internal ID

id int of this record (primary [NO
key)
Reference to the

description_id int description to which 1,

these sampling data
belong (foreign key)
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label

nvarchar (255)

Free-form text
identifying a sampling
event to humans.
Sampling events have
time, location, perhaps
purpose and act as a
container for multiple
sampling units.

Default value: NULL

YES

detail

nvarchar (MAX)

Free-form text giving
detail or description of

sampling event

YES

date_time

datetime

Date and time when
the event occurred;
single point or start of
duration

Default value: NULL

YES

datetimespan_end

datetime

Optional end of a time
span or duration within
which or during which
the event occurred
Default value: NULL

YES

geographic_area

nvarchar (255)

A geographic area at
which the event
occurred

Default value: NULL

YES

geographic_area_uri

nvarchar (255)

Reference to a
geographic area in
DiversityGazetteers
Default value: NULL

YES

coord_dec_latitude

float

Latitude of
geographical
coordinates in signed
decimal degrees
Default value: NULL

YES

coord_dec_longitude

float

Longitude of
geographical
coordinates in decimal
degrees

Default value: NULL

YES

coord_literal

nvarchar (255)

Free-form string,
either in addition to or
instead of code (a
mapping to the
controlled vocabulary
may be unavailable or
considered ambiguous)

Default value: NULL

YES

coord_geodeticdatum

nvarchar (50)

Optional, only where
knowledge of the
geodetic datum s
readily available;
defaults to WGS84
used in GPS

Default value: NULL

YES
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Table SamplingUnit

Sampling unit data

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

sampling_event_id

int

Reference to a
sampling event; keeps
paired measurements
together (several
categorical or
quantitative
observations at the
same time on the
same object or object

part) (foreign key)

NO

collection_specimen

nvarchar (255)

A collection specimen
that is represented by
the sampling unit
Default value: NULL

YES

collection_specimen_ur
i

nvarchar (255)

Reference to a
collection specimen in
DiversityCollection

Default value: NULL

YES

Table SexStatus_Enum
Values of sex status predefined according to SDD 1.1 rev 5

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record,
references BaseEntity

(primary key)

NO

label

nvarchar (255)

Short label (or name)
of sex status

NO

code

nvarchar (255)

Code of sex status

NO

abbreviation

nvarchar (255)

One or two (intuitive)
characters

NO

detail

nvarchar (MAX)

Additional detail text
explaining or
commenting on the
sex status definition

YES

display_order

int

A positive humber
defining the sequence
in which sex status
values are displayed
Default value: '0’

NO
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Table StatisticalMeasure_ Enum

The statistical measures predefined according SDD 1.1 rev 5

Column Data type Description Nullable
Database-internal ID
. . of this record,
id int references BaseEntity |NO
(primary key)
Short label (or name)
label nvarchar (255) of statistical measure NO
Code of statistical
code nvarchar (255) measure according NO
SDD 1.1rev5
Abbreviation of
abbreviation nvarchar (255) stat:st\;lcaall r:easure NO
A positive humber
defining the sequence
in which statistical
display_order int :'r\e\gs&iessa?els 'ca NO
displayed
Default value: '0'
Table TextDescriptorData
The text data of a description
Column Data type Description Nullable
Database-internal ID
id int of this record (primary |NO
key)
Reference to
d iption to which
description_id int tﬁ;gg%;g; bglévnéc NO
(foreign key)
Reference to a text
i hich
descriptor_id int descriptor to whic NO

the free-form text
belongs (foreign key)

Free-form text

or additional data
beyond the values

content nvarchar (MAX) referring to information|NO
on one descriptor
Free-form text

notes nvarchar (MAX) detailing special cases YES

Table TextSamplingData
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Free-form text data recorded for a sampling event

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

sampling_unit_id

int

Reference to a
sampling unit (foreign
key)

NO

descriptor_id

int

Reference to
descriptor to which
the free-form text

belongs (foreign key)

NO

content

nvarchar (MAX)

Free-form text
referring to information
oh one descriptor

NO

notes

nvarchar (MAX)

Free-form text
detailing special cases
or additional data
beyond the data

YES

Table Translation

The translations of entries related to BaseEntity

Column

Data type

Description

Nullable

id

int

Database-internal ID
of this record (primary

key)

NO

object_id

int

Reference to the
object to which the
translation belongs,
references BaseEntity

(foreign key)

NO

language_code

nvarchar (3)

Language of
representation
translation (ISO 639

language code)

NO

column_id

int

References the
translated column

name

NO

contents

nvarchar (MAX)

Translated contents

YES

Table TranslationColumn Enum

The TranslationColumn_Enum contains the column names that are

translated in the Translation table

Column

Data type

Description

Nullable

id

int

Database-internal

NO
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object ID of this
record (primary key)

column

nvarchar (255)

Name of column that is
translated in the

Translation table

NO
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Workbench project related tables

Information concerning the workbench projects and related tables are stored in the tables

shown in the diagram below. The local project (table "Project") relates the workbench project

(table "ProjectProxy") with attribute "ProjectProxyID". The tables "UserProxy", "ProjectUser"
and "ProjectProxy" allow a independent administration of the basic functions related to

projects and users.

ProjectUser UserProxy

2 LoginMame ) i | LoginMame

% ProjectlD oo— CombinedMameCache
ReadOnly AgentlJRI

Queries
D

i PrivacyConsent

Project _
- PrivacyConsentDate

’—&“ ¥ id it
. parent_project_id
label
rights_fext ProjectProxy
licence_uri . @ ProjectlD
detail Project
restricted_to_descriptort. .. ProjectURI
restricted_to_taxonset_id
primary_language_code
ProjectProxyID ﬂ oe—
Index

o ProjectProxy

» ProjectUser

o UserProxy

Table ProjectProxy
The projects as stored in the module DiversityProjects

Column |Data type

Description

ProjectID |int

ID of the project to which the specimen belongs (Projects are
defined in DiversityProjects)

Project nvarchar (50)

The name or title of the project as shown in a user interface
(Projects are defined in DiversityProjects)
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ProjectURI

nvarchar (255)

URI of a project in a remote module, e.g. refering to database
DiversityProjects

Table ProjectUser

The projects that a user can access

Column Data type |Description
LoginN h 50 A login name which the user uses for access the
g L ) .
oginName | nvarchar (50) DivesityWorkbench, Microsoft domains, etc..
. , ID of the project to which the specimen belongs (Projects are
ProjectID Int defined in DiversityProjects)
If the user has only read access to data of this project
ReadOnly bit Y proj

Default value: (0)

Table UserProxy
The user as stored in the module DiversityAgents

Column Data type |Description
LoginName nvarchar (50) A login name which the user uses for access the

DivesityWorkbench, Microsoft domains, etc..

CombinedNameCache

nvarchar (255) [The short name of the user, e.g. P. Smith

URI of a user in a remote module, e.g. refering to

AgentURI nvarchar (255) database DiversityAgents

Queries xml (MAX) Queries created by the user

ID int ID of the user

PrivacyConsent bit If the user consents the storage of his user name in

the database

PrivacyConsentDate

The time and date when the user consented or

datetime refused the storage of his user name in the

database
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Diversity Workbench

The Diversity Workbench is composed of components for building and managing biodiversity
information, each of which focuses on a particular domain. Each component can provide
services to the other components. DiversityDescriptions can link data to the

modules DiversityCollection, DiversityTaxonNames, DiversityGazetteers

and DiversityReferences as illustrated in the image below. DiversityProjects together with
DiversityAgents provide support for administration of data access rights.

The modules communicate with each other to provide their services for the other modules.
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Modules

The Diversity Workbench is a set of components for building and managing biodiversity
information, each of which focuses on a particular domain.

= Administration of the agents, i.e. people and institutions which should be documented with e.g. tk
DiversityAgents
s Administration of the scientific collections, specimens within these collections and observations
DiversityCollection
= Administration of the descriptive data

DiversityDescriptions

A data collection to enable the linking of geographical records with the Getty Thesaurus of Geogre

N German GN250 database and other sources of geographical names
DiversityGazetteers

- Administration of projects
DiversityProjects

= o Administration of litarature references
DiversityReferences

S Administration of taxonomic names, their synonyms and hierarchical position
DiversityTaxonNames

Each module provides services for the other modules. To use the service of a module, you
need access to the database of the module and optionally the module application placed in

your application directory.
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Module related entry

The Diversity Workbench is a set of components for building and managing biodiversity
information, each of which focuses on a particular domain. Each module provides services for
the other modules. To use the service of a module, you need access to the database of the
module and optionally the module application placed in your application directory. Entries
related to an external module have a standard interface in the main form. There are 2

states of this interface:

1 - the value is only set in the local database with no connection to the remote module

» Accipiter gentilis (Linnasus, 1758)

In this state, you can either type the value or select it from the values that are already
available in the database. To get a list of the available values type the beginning of the value

(you may use wildcards) and click on the ¥ button. If you want to set a relation to the

remote module, click on the % button. A window will open where you may select an
entry from the foreign database.

% DiverstyTasonPames  (Diversty TawonMames Vertebeats)  Sencer tnbdiversityworkbenchde  Uses Link T u| b
Distabaca: Dvesly Tamn®lames_Vedeteala o inl dvemdyworkbench de e it | Dpen $ie Module £%
H64 f= D B
Suchhom e Suchemebrisse 1-3 114
"o e e
et Accipier . Y il v
Tmionomc neme : imimuLED) 7 B
Hame = = acoplar
Tl
Gm. v ™ £
Spaciem ¢ - - e
Rank = = = Aupler
Skebas v = Ir e et bt
[ - Species epithet
e
Basaudh, ~ =
Combomd. = = Infmapectic epthet
e Ag i by
i Linmapus
lowve - = =
Mcmmrericl stursl =1
Aocepted name
Pulaficeal
Presence: = :
fp—— Wali | e
FAE ; Vabd nams
Maca. *
H fry ek
Olass: Ay ~
Oroer  Accipidomes
Famity: Bocrpindas
Gonus:  Aocipler
Speces: Acopber gerids (Lnnasus, 1758) e
Framily
ST
Filesimissdy
M
Synonwmy bype
Az e mgre
Fooier gentls (Linnasus, 1750
Mo T
Habichi
Langurage
Garmar
L
Frpilscetion
Progecd
— i
e rach:  Taonomic: Saime - i,', * GBOLnzmes
Lisd
v T eE%hE- TevFief GBOL Awes DE o
Ahbrechn o
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2 - the value is related to the remote module

+ Accipiter gentilis (Linnaeus, 1758) — |z|

If the value has a relation to the remote module, the interface will appear as shown above. To
release the connection to the remote module click on the #button. If you need further

information about the value, click on the ©* button. This will open a form, showing an
overview of the related value.
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10

| axonomic Mnoms

Hmirrrym

i

Geris

Infregeneric cpithe

Cpecies apnil el

Irdraspedific epithe=d
Badhisrs

MNomernclal ural slalus
Publication

Valid or ignored

Hierarhy ranke

Family

Owdier
Hiararchy
Syrarvym
Syramymy type

Accepled name

Commmon name

| e s

Fiace
Iypification

Prosjesct

Li=t

Arudlymas

Dt rilsu i
Collection specimen
List refernsnce

Extomal database

Extemnal nama LRI

If the client application of the module is available you can inspect the details of the entry.

3 - relation to a webservice

Some modules provide the possibility to link your data to an external webservice. For

A DiversityTaxonMames  (DiversityTaxonMames_Vertebrats) Server tnt.diversityworkbench.de  User Link

Accpiter goriis (Linnaess, 1758

gertiis

Lirmaesus

Accoier gentia (Linnaeus, 1750

Habicht

Geman

GBEOLnames

TaxRef GBOL_Awes_DE

Baitfwel & Helbig (2005)
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example DiversityTaxonNames gives you access to the taxonomic names of IndexFungorum.
To establish a connection to an external webservice, click on the % button. As with the link
to modules within the Diversity Workbench a window will open where you can choose from
either Diversity Workbench modules or external Webservices. See Webservice for further
details
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Webservice - foreign sources

Some modules within the Diversity Workbench provide the possibility to link your data to an
external webservice. For example DiversityTaxonNames gives you access to the taxonomic
names of IndexFungorum. To establish a connection to an external webservice, click on the
% button. A window will open where you can choose from either Diversity Workbench
modules or external Webservices. The currently provided webservices are:

The Catalogue of Life

Index Fungorum

MycoBank Database

The Palaeontology Database

Pan-European Species directories Infrastructure
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Catalogue of Life - webservice

Diversity Workbench provides the possibility to link your data to an external webservice. The
webservice provided by the Catalogue of Life allows linkage of taxon names. To establish a
connection to this external webservice, click on the % button. A window will open where you
can choose this webservice (see below). Remark: By selecting "CatalogueOfLife" you can

search in the 2014 annual check list, by selecting "CatalogueOfLife_2" you can search in a
newed, updated edition, which includes higher taxa.

Sevelrus. akmes (Lnnasus, 1753) - P
Sakveicus alpmas aipnus {Linnasus, 1758) Safucdinus alninu
Sakelnus akinus enythrines (Gearg, 1775}
Sakelus anakhrvukensis Wormse, 5573
| Snhealeus andinshiy Berg, 1343 ey
| Sakalus boganiden Bery, 1926 i =L
{ 1 LT o i o

vl confuertos (Suckk; 1050 e aspasas_nahar < e ko
Sakebous curbs (Petlas, 18145 "ﬁiﬂ'ﬂﬂ Arfrespeies
Sakelnus czerski Dryagin 1532 =
Sakelus drigini Logashey, 1540 .]_n-“u, 1758
Snkvekous aigyticus viklnravaky & Glbakeaky, 1351 aenid_sentiy_dateocrecond_senfmy_dates
Sakaius avasus Frayhof & Kofelst 2005 e e
Sakelrus famengis foanasn & Taning, 1970 Al S I-
Sakebus fmbrialus Regan, 1800 - ._.. '
Sakebous forinals (Hichil, 10145 " c i
Sakelus graclmus Fagan, 1502
Salvelaes groyd (Giner, 1862)
| Sakelieus grizankol Vasteva & Shygar, 2000

AT T

& Catalogue of Lites webseracecalgioguecihife.org — d e
Distsbags: Calgugoelilie | 5
et veoris ol nguscflie. nm ool - Sabeelinus alpmus (Linnacus, 1758)
Caery rems 131 o
|3Rhﬁi 1 agaaeizk (Garman, 1BES) ~ = !
'Sur-ui' 4 ald Glubckovsky, 1577 13654386

| Sakabm infrasurdas Regan. 1503 ct
oidarby. | _DiaplayTen L
v T
Chosry concibiors
Slame :uh'ehas
Sp?é‘,%ﬁ Catalogue of Life: 2014 Annual Checklist

indexing the world's known species

abms

English French Zoanish Chiness  Russsn Pnrtu-:Le:e Daubch m Peizh  Lithuanian  Tha  Vistnamsse

Surchsuchan r Retails zum innerartlichen Taxon
[ suchen ]

3 Informationk 9

FishBase

Saivafinus aioimus srethnnes (Gearai. 1775) faleeptiertar Namel o
Abbrecn

In the field Name in Query conditions enter you search string and click on the ¥button to
start the query. In the list of the left upper part the results of the query will be listed. In the
right part of the window additional information is shown as provided by the webservice. If
available, the lower part of the window will show the webpage of the related information.

W
Akzeptierter
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http://www.catalogueoflife.org/col

= S_Eivelirus alpinus (Linnaeus. 1758)
- resutt

o O e OO e OO |
|

- Zinfragpecies_marker:</infraspecies_marker:
- Zinfragpecies =</ infraspecies:

= authar

{Linnaeus, 1758)

- <record_scnatiny_date=</record_scrutiny_date:

[#- online_resource

- ZEYTIONYMS />
- ZCOMMON_Names /3

Higher taxa and for synonyms the accepted name will be shown as e.g. shown above. To
inspect one of these entries, click on the linked entry of the ID. To take the link from the
webservice into your database choose one of the entries in the list and click OK. The entry
will change as shown below.

ILI Salvelinus alpinus (Linnaeus, 1758)

If you double-click on the link area == a window will open, providing you with the retrieval
information of the webservice.

LRI of Salvelinus alpinus (Linnaeus, 1758) >

http://webservice.cataloguecflife.org/annual-checklist/ 2014/ webservice?id=1369
4386

OK

To get the information related to an entry as provided by the webservice, click on the A
button. A window will open as shown below where the informations of the webservice are
listed in the upper part. If available, additional informations provided on a corresponding
website will be shown in the lower part.
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IR Catslogue of Life: webserice.cataloguesflife.nng

=t Salvelinus alpinus (Linnasus, 1758)

- 13654306
b T
&} rark:
- rarne_slalus
genus

o] [ -

Eiela=t=

-~ drfraspeces marker></rfraspeces_maker:
driraspecess</fraspecies>

=4 alihr

{Lirnaeus, 1758)

- aregond_sonding_detes</moond_scring date>

orline reECCTCe

souree_detshase

[

sowrce_dalabase uil

name . fim
- il
kstrbution < distributeon

b = speines

(21

} clasefication

S} [ )

child_fmes
- ESYTOITyma /3
COMITON_Names />

Diaplay websie

Species Catalogue of Life: 2014 Annual Checklist

2000

ablns

English French Spanish “Chinese Russian Portuguese Dub

ch m Polish Lithusnian Thai  Viethamese

Durchsuchen

Details zum innerartlichen Taxon

[ Suchen »
[#] 1nformationk

FishBase

Akzeptierter
wissenschaftlicher Name:

Synonyme:

vernakularname:

If you want to remove the link to the webservice, click on the #& button. This will only remove

Salvelinus alpinus enythrinus (Georgi, 1775) (Akzeptierter Namae)

Salmo erythrinus Georgl, 1775 (Synomym)

Vermakularname Transliteration Sprache Land

the relation to the webservice, not the cached name.

&
4

.
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Index Fungorum - webservice

Diversity Workbench provides the possibility to link your data to an external webservice. The
webservice provided by the IndexFungorum allows linkage of taxon names. To establish a
connection to this external webservice, click on the % button. A window will open where you
can choose this webservice (see below).

"2 Index Fungorum: www.indedungarum.ong Ak O x

T
r

Distshass:  ndexFurgomm ad

Hip s indedungonan orgMemesNanes sp 0 s
Guery resuts 45 Agaricales
-
Amanta muscaria a eu-umbrina R. Schulz
Amania muscara b hercynica B Schuiz
Amanta muscora ¢ sudedica R, Schulz Hissarchy
Amanta muscera f. sureola (Kalchbr ) LE. Lange Furg | Besidharycota | Agancanyeoling | Agancamycebes |
Amanta muscaria f. begiyanoves Kuis fiova EStaTEI
Amanits muscaria - ewropaea Nevils & Poumarat NAME OF FUNGUS i
Amanin muscaria f. su-umbrna A Schulz fimanita muscaria
Amanta muescaria f. flisvevobvata (Snger) Nevile & Poumarat
Amanta muscaria f. formosa (Pers. | Gonn. & Rabenh L} Lam
Amanita muscara f. guessowil (Vesely) Nevile & Poumarat
Amanta muscana f. gussowi (Vesely) Nevile & Poumarat PUBLISHED LIST REFERENCE
Amanta musceria f. hercynica . Schulz Saccando's Syl fung, V: 13; XII: S06; XIX: 49
Amanta muscaria f muscona (L.} Lam =, :
Amanita muscara f. sudedica R. Schulz PECIEIC EFLTHET
Amania muscaria f. vagnate (Velen. ) Nevile & Poumarat i
Amanita mesceria f.sp. smencana £-J. Giber INFRASPECIEIC RAMNK
Amanta muscaria subsp. amencana (JE Lange) Snger
Amanita muscera subsp. flavivolveta Snger
Amanta muscania subap. mescana (L ) Lem VOLUME
Amanta muscara subsp. umbrna R Schulz 1
Amanta muscaria var abe Pack
Amanita muscara var ameticana J.E Lange ot

orderby | _DispleyTest -
PAGE
¥ | max reslis LEFJ T 1M

rdl'"l ¥
Amaritacess

ALITHOIRS

ap.

PART

Query condtions TEAR OF PUBLICATION w
Name |amaniia musc | [ Diaplay webste

Indes Fungorem Parnerchin A
acknowlgdgemants

Halp with searching : Cookies

Search Authars of Fungal Names

search Index Fungorum

Index Fungorum Registration : o Publishing

Record Details:

Amanita muscaria (L.) Lam., Encycl. Méth, Bot. (Parnis) 1(1): 111 (1783) W

Aobrechen OK

Enter the query restriction for the name in the Name field in Query conditions. The maximal

. . max. regults: B
number of records you get can be set in the max. results field (choose a low

number if you have a slow connection to the internet). Then click on the search button Tto
start the query. In the list of the left upper part the results of the query will be listed. In the
right part of the window additional information is shown as provided by the webservice. For
certain entries buttons will appear, as e.g. shown above for the basionym and the current
name of a scientific name. Click on these buttons if you want to change to one of these
related datasets from the webservice. If available, the informations provided on the
corresponding website is shown in the lower part. To take the link from the webservice into
your database choose one of the entries and click OK. The entry will change as shown below.

|l|f-'-.rnan'rta muscara (L.) Lam.

Page 601


http://www.indexfungorum.org/Names/Names.asp

If you double-click on the link area == a window will open, providing you with the retrieval
information of the webservice.

LRI of &manita muscaria (L.) Lam. >

http:/fwww.indexdungorum.org/IXFWebService/Fungus.asmx/MameByKeyRDFTN
amelsid=161267

OK

To get the whole information related to this entry as provided by the webservice, click on the
% button. A window will open as shown below where the informations of the webservice are
listed, If available, the lower part will show the corresponding informations of a website.

M Index Fungonum: www.indedungarm.ong =] O x

NAME OF FUNGLIS
Amania muscana

ALTHOHRS
L. Lam.

PUBLISHED LIST REFERENCE
Saceardo's Syll fung. V. 13; X1 506; XD 45

SPECIFIC EPITHET
muscana

INFRASPECIFIC FUANE '

|| Desplay webate
Index Fungorum Paftnership A
Acknowledgements
telp with ssarching : Cookies
Search &uthors of Runcal Names
Search ® Fungorym

Index Fungorum Registration ¢ &-Publishing
Record Details:

Amanita muscaria (L.) Lam., Encycl. MEth. Sot. (Paris) 1(1): 111 (1783)

Sanctioning author:
Fr.

Basionym:
Agaricus muscarius L. 1753

Citations in published lists or literature:
Saccardo’s Syll. fung. Vi 12; XI1: 906; XIX: 49 Page Imaae in Published List

Position in classification: :
Amanitaceae, Agaricales, Agancomycetidae, Agancomycetes, Agancomycotina, Basidiomycota, Fungi

Gso: O

Tl e T irmmm s e s o i

If you want to remove the link to the webservice, click on the the # button. This will only
remove the relation to the webservice, not the cached name.
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MycoBank Database - webservice

Some modules within the DiversityWorkbench provide the possibility to link your data to an
external webservice. For example DiversityTaxonNames gives you access to the taxonomic
names of the MycoBank database. To establish a connection to this webservice, click on the
*button. A window will open where you can choose MycoBank from the database list (see

below).

A DiverstyTasonMames
Distsbags: Myooban

A e TS o e oncy s s arch o

CDuery rews 48
e e T -
Mmands muscenis | aursols (Relchbe ) JE. Langs

Amanis muscana |, beghanovas Kulafeds

smanta muscans t. suropasa Keale & Bosmaral

ampmin muscens T, su-umscna R Schuk

aymprdn muscans T su-umerna B Schute

asmania muscans T Savivobmin (Sngery Nevile & Poumant

amands muRcheia T Smoas (Pee. ) Gone & Rabsanh

mandn muscenia [ guessoet (Vessly ) Nevils & Pourmarat

dymanis muscana 1. gussows (Vessiy ) Nevile & Poumarat

smanits ruscans t.hercynica AL Schukz

amprin muscens T, hercynica R. Schutz

smpnin muscens T musconn
smanin muscans T, sudedcs B Sohly
aarands muscefia [ audedcs A Schalz
fmands muscena [ vagnats (Velsn ) Mevie & Poumars!
Amamia muscana f.sp. smencesa £.-). Gibert
&manita muscans subsp. amencans (1.E. Lange) Sngec
amprin muscens subsp. Saveokain Gingsr
&manin muscania subsp. muscans
asmanila muscEs subap,. umbing B Scheiz
Aaiandn wECEE war aka Pack
imands muscEns var amarcans JE. Lesgs
dmamia muscens var. aurssla (Ralkchbr ) Qs
Smania mUSCANs var coccnea leardsies
amprin muscens var favivobate ([Sngers DmeT. fankms
amanin muscatis war iomesa (Gonn. & Rabesh ) Sace
smaniln PURCETS war Tnmeaa Gilet
Astafiln WEEGEE war TTmcaa Pars
imandn muscEnis var. lulgnsoveriucoss hayile, Pourarst & B Clamenl
dymamia muscana var. gemmata (Fr.p Qusl
Smania FUSCATS Gar guessowi Vesely
Amprdn muscena var gissowi Vesely
smaniln muscans war nzengae Hevile & Poumarat
AmEndE MUACRE VAT, MmN VEan
dstande MUBCRTE vl TUBCATS
imedn muscEns var. pearsicing Dav T, Jenkng
Amamia muscans var. puels (Batsch] Geet
smants muscans var. puels (Batsch] Pers.
amprin MUSCES var regatis [Fr} Saoc
smnnin muscans var sangquinen Obet
smandn MUSCETS var, apecionan B Schuz
dstardle mUBCRGE vl Iomenloss Giel
iimendn MUSCENS var umbrng Saco.
dymarola muscans var. vagnata Weles
smanin muscans car. vuigars &b & Schwen

name | anaeld muc

Abhrecn

ammndn muscens  minor Gy el
orderby, | _[haplay Tasl =
L i

Cueny coratisre

B Fa

b= arenars maicasue

L Emarle cryschsms

L Meclype: A ngermarlard - Hording A% Pash, Sweden. Summe

El-Extemat ik

f Iidaa Fusgarian (IF)

| bitp v iIndesdingonum o Temes: Hames Becond asp
=~ Labalogus of e Lal)

[ hitp e calziooueofife ool Seah /all by Smae
= Skl Fodiveraity imlomaton Faclty (G81F)

v - bieeew b oresoegies ‘peerch o= Amarea muscaza.
= Enoycinpndia of Lin (EOL)

; Imegabed Toxonomic infomation System {ITIS)

gk Soralar

- CES eoection
I

2, PubMest

| hitp . achalar google com.scheler o= Smarea muscans
= PuibsMied
1 bitet s ok nim b gostes. entres Fomd =Seanchbdo

=

- Wikigeda

] hitp e wakipedia o S S Amanta muscans

~- Yikispeoes

i - bt apeaes winpeda o ki Amanta macans
- Wkimads
! hitpfoommans wiigeda.on skl Amanta mascans
L Googhe

%-EEILE Symlers

{ hitp o hoid svatemna orgAindex php Tastrosser Tasonpaoe
-~ EMEL
{ - bt bl o ok debivearch search ebi b eal=bibgue
—- MBI
| itps . wvwey ekl mbs nib gownucoors Tomd s Seamniddopt
= MBI

- bt e ek nlm . go,Ssbes et Fomid = Seachiids

| A ferwow cha kraw rl Collecs ann A Beks BT S 2
=~ Srankfo
| Afarinw siralnindn net‘seamin

| =Arraniks missin
=~ Bl Fussan Collecion of Mebagariims {VHM]
bttp 2 Fepwivvkim il 2 php ke fmanta muscana

Enter the query restriction for the name in the Name field in Query conditions. Click on the

search button Tto start the query. In the list in the left upper part the results of the query
will be listed. On the right part of the window additional information is shown as provided by
the webservice. If available, the information provided on the corresponding website is shown
in the lower part. To include the link from the webservice into your database choose one of

the entries and click OK. The entry will change as shown below.

Iil.ﬁman'rta muscaria (L.) Lam.

2

If you double-click on the link area ==
information of the webservice.

, @ window will open providing you with the retrieval
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http://www.mycobank.org/quicksearch.aspx

LRI of &manita muscaria (L.) Lam.

4682616000000161&filter=mycobanknr_="161267"

http:/Swwew.mycobank.org/Services/Generic/SearchService.sve/rest/xmllayout=1

oK

To receive the entire information related to this entry as provided by the webservice click on

the “%button. A window will open as shown below where information on the webservice is
listed. If available, the lower part will show the corresponding information of a website.

M Drversity TaxonMames

- [

1133
-1 2000
L 01/09/2017 151606

Amanita muscaria

: 1'.5‘]2'5'.-‘-
- I||.1.|m.=='|i.a
i

i I:II_'r:nqm_l Lamanchk

= AUINOEe LaDore
L.} Lamm

Lamarck. J B.AP. de. 1733, Encyclopade Methodique, Botamigue. 1-1:1-344

m
1783
- Cambinaban
--- [Feminine
S
Legitimate

Fr

Agancus muscanus

If you wish to remove the link to the webservice, click on the #.button. This will only remove

the relation to the webservice, not the cached name.

Amanita muscana (L) Lam.. Encyclopede Methodique, Botarsque 1-1: 111 (1783) MBS 161267

=fgancus muscanus L., Species Plantarum: 1172 (1753) [MBRIT5287]=Agancus pseudoawantacus Bul., Harbier de la France 3:t. 122 (1733) [MB&43

comb. also published by Hooker 1797, A Scobica: 65 and Persoon 1797, Desp_ meth fung : 67
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The Palaeontolgy Database - webservice

Diversity Workbench provides the possibility to link your data to an external webservice. The
webservice provided by the Palaeontology Database allows linkage of taxon names. To
establish a connection to this external webservice, click on the % button. A window will open
where you can choose this webservice (see below).

R The Paleechiclogy Detabase: paleodb,org - (=] -
Distabaza:  FalseoDA w | iy

bt /pabeock om/coHinbndge o RuserGussischon = spley SearchCol stpe ey i=- Tyrannoszunes bataor Maoloes 1955 #
Cusry resbs 123 = ; ¢
Tyrannozsus Dabor 1905 T e
Chordata J. Zonke E3705
Cynemosserus Osbom 1515 S-riams

Manospondyius K A, von Zibel
Onotyrannus L. F Tatarinov

= Oizhevaky

i hainer Makssy 1555
Tarbogaunia balaar VW E. Swinton
Chordata B & Urbss and N. C. Lesanns
Terbosaurus afremov Mesey 1955

Shansranosaunss huoyanshanenss L P Tmtarnoy B st
Tyrannosswus Lanchusnsnsis O WM. Sauhu L. Maiaay 1955

Ciorgnsaumns ncinabor X Zhes - caddbonal _comeents=<saodiional_commens>
GorgrARuLE novoiio B Siee ¥l

Maleivcaauris tou i B Steal
ibertosauns parcubbsus 0. W, M. Rauhul
Jenghizichen bataar X Zhes

Ssbtyssdan huoyanssansnsis G Olshevsioy rhyi b

Jeaghizihen lustchuanenss G. 5. Paul corkne_rmsgumescionkne peaoumes
Terbosnunes anchuanensis O Dishavaky =
TyrANNNEELIS imnchuknsis G, Dbhevaky
Shanerannaaonss houyansharsngiz | LD k
Tarbogsurus novoios AL Zhe | R 57754
[enodon onenaior P J. Curme
Oenodon rnevopovil P Tatarnoy

i
Tyrannosssus baiser L. F Tatarnov = Tntossms sy

L

ks

TyrannNnssous mperiosus Oskom 1505 J.' T
TITANNOEEWUA e s T Waker ft-name_slslus
Chordala X Zhao [
Cvnampescrus mosroeus Oebom 1905 - R = - unim
oruerhy. | _Dhapfay Tost = §-meces
| - Hulf
Y L : sadddional_comments=></sddtonal_comments:
Caeny condtiors Tl
Mo (lyrannosaunie 11 - souce deabses v
: [-#] Dheplary wehste

“2 fossilworksge - o o< JB

1 Tarbosaurus bataar Maleev 1855 (tyrannosaurid)

Faptilia - fvetheroooda - Trannosaundas
PalaoliE tEwon number: 57254

Altarnative combinations: Jenghizkhan bataar, Tyrannosaeurys bstaar Lo

<
Abhrecn o

LY

In the field Name in Query conditions enter you search string and click on the ¥button to
start the query. In the list of the left upper part the results of the query will be listed. In the
right part of the window additional information is shown as provided by the webservice. The
lower part of the window will show the webpage of the related information.
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http://fossilworks.org/bridge.pl?a=taxonSearchForm

= Tyrannosaurws bataar Maleev 1955

) resutt

=) author
.- Malesv 1955
- zadditional_comments></additional _comments:

100

- <additional_comments:></addtional_comments:

=gl

TLionirma  dAstshaooa

For synonyms, the accepted name will be shown as well as e.g. shown above. To change to
the accepted name, click on the linked entry of the ID - in the example above id: 57254. To
take the link from the webservice into your database choose one of the entries in the list and
click OK. The entry will change as shown below.

|l|T'_.'ranncusaun_|s bataar Maleev 1955 |': >

Iy

If you double-click on the link area == 3 window will open, providing you with the retrieval
information of the webservice.

URI of Tyrannosaurus bataar Maleev 1933 et

http://palecdb.org/cgi-bin/bridge.pl?action=getTaxonomyXMLE&Id=63703

OK

To get the information related to an entry as provided by the webservice, click on the oh
button. A window will open as shown below where the informations of the webservice are
listed in the upper part. If available, additional informations provided on a corresponding
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website will be shown in the lower part.

% The Palaechiclogy Database: paleadb.org == 0O x
=1 Tyrannosaurus balaar Maleev 1355 al

=} reaik
—id
- GAT0E
=1 n@Eme
- Tyrannossuns balas

4} rank

-

- name . dalus
name _htmi
gentis
- BpECies
j @thar

- Maleey 1555
<addtional_comments:> </ addiional_comments>
-unl
soirne_d=abase
souroe_detabase url
Jrecod_senting dade
<onbne_resounce </ orling_recrcs »
-ieferenoes
I acceptad _name

=i

-~ 57254
= TEme
— Tabosauns balsar

(83 rank

E-name siehs

-—-name_ptmi
QELia

(R

[ = - -

i

- BDECHES

tl | -Fq S Si lw O rks ¥ ) _r}atew'a'j-' tt- the Paleobiofy)

tTarbosaurus bataar Maleev 1955 (tyrannosaurid)
Reptilia - Avetharopoda - Tyrannosauridas

PaleoDB taxon number: 57254 b
£ >

If you want to remove the link to the webservice, click on the % button. This will only remove
the relation to the webservice, not the cached name.
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Pan-European Species directories
Infrastructure - webservice

Some modules within the DiversityWorkbench provide the possibility to link your data to an
external webservice. For example DiversityTaxonNames gives you access to the taxonomic
names of the Pan-European Species directories Infrastructure (PESI). To establish a
connection to this webservice, click on the “%button. A window will open where you can

choose PESI from the database list (see below).

% Pan-European Soecies dvectonies Infrastructune Lerming agiesgfbwo.og — 0
Diatabage, FEX -
bt I ST AU pe Musca domestica Linnaeus, 1730
Query ree s 3 Kngdom Arimaka
- Rark: Species
Sabuy ancophed

[t tnmenticn Lnasus, 1755

I
| M domeelica cales Walar, 1540 b ic e i
+~ Extemall D um:ind fauneeur org faename: 139171

Wesca domeshca domestica Lnnasus, 17358
! - Diobasbase Fauna Buopasa

|
+- Commen nases

orderhy. | _[Hapday Tas
L4

Cazery condtions

Hame | miscs dom

Ahbrecrn

Enter the query restriction for the name in the Name field in Query conditions. Click on the
search button Tto start the query. In the list in the left upper part the results of the query
will be listed. On the right part of the window additional information is shown as provided by
the webservice. If available, the information provided on the corresponding website is shown
in the lower part. To include the link from the webservice into your database choose one of

the entries and click OK. The entry will change as shown below.

|L| Musca domestica Linnaeus, 1758 |'_T P
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http://www.eu-nomen.eu/pesi/

If you double-click on the link area *= , a window will open providing you with the retrieval
information of the webservice.

LRI of Musca domestica Linnaeus, 1738 X

http://terminclogies.gfbio.org/apifterminologies/PES| term Turi= http:/ fwww eu-
nomen.eu/portal/taxen.php?GUID=urn:lsid:faunaeur.org:taxname 139171

OK

To receive the entire information related to this entry as provided by the webservice click on

the *button. A window will open as shown below where information on the webservice is
listed. If available, the lower part will show the corresponding information of a website.

"™ Pan-Eurspesn Species directories Infrastructure: terminalogies.gfbe.org 3k O ke

Musca domestica Linnaeus, 1758

KIII'JLI'.Z!Il

Animaka
ke

Spaciag

Sialum
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Exterrus 1D

um dsxd faunecur org tasname: 133171

Dt abase

Fauna BEuropasa

COHRURNON h{!l”u =

Hous=fly, Huisvlieg. mizs & shi=pis=, stor husfhue, star husfluge

If you wish to remove the link to the webservice, click on the #<button. This will only remove
the relation to the webservice, not the cached name.
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